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CELL DEATH RELATED DRUG TARGETS IN YEAST AND FUNGI 

The present invention relates to the identification of genes and proteins 
encoded thereof from yeast and fungi whose expression is modulated upon 
5 programmed cell death and which genes, proteins or functional fragments and 
equivalents thereof may be used as selective targets for drugs to treat infections 
caused by or associated with yeast and fungi or for the treatment of proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

Invasive fungal infections (e.g. Candida spp, Aspergillus spp., Fusarium spp., 
10 Zygomycetes spp.) (Walsh, 1992) have emerged during the past two decades as 
important pathogens causing formidable morbidity and mortality in an increasingly 
diverse and progressively expanding population of immunocompromised patients. 
Those with the acquired immune deficiency syndrome (AIDS) constitute the most 
rapidly growing group of patients at risk for life-threatening mycosis. But fungal 
15 infections have also increased in frequency in several populations of other susceptible 
hosts, including very-low-birth-weight infants, cancer patients receiving chemotherapy, 
organ transplant recipients, burn patients and surgical patients with complications. 

These fungal infections are not limited to humans and other mammals, but are 
also important in plants where they can cause diseases or cause the production of 
20 unwanted compounds (e.g. Fusarium spp., Aspergillus spp., Botritis spp., 
Cladosporium spp.). 

Although recent advances in antifungal chemotherapy have had an impact on 
these mycoses, expanding populations of immunocompromised patients will require 
newer approaches to antifungal therapy. The discovery of novel antifungal agents is 
25 thus an essential element of any new antifungal therapy. 

Classical approaches for identifying anti-fungal compounds have relied almost 
exclusively on inhibition of fungal or yeast growth as an endpoint. Libraries of natural 
products, semi-synthetic, or synthetic chemicals are screened for their ability to kill or 
arrest growth of the target pathogen or a related nonpathogenic model organism. 
30 These tests are cumbersome and provide no information about a compound's 
mechanism of action. The promising lead compounds that emerge from such screens 
must then be tested for possible host-toxicity and detailed mechanism of action studies 
mustsubsequ ntly be conducted to identify the aff cted molecular target 

Cells from multicellular organisms can commit suicid in response to specific 
35 signals or injury by an intrinsic program of cell d ath. Apoptosis is a form of 
programmed c II death which leads to elimination of unnecessary or damaged cells. To 
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survive, all cells from multicellular organisms depend on the constant repression of this 
suicide program by signals from other cells (Raff, 1992). It has been assumed that 
such an altruistic form of cell survival arose with multicellularity and would have been 
counterselected in unicellular organisms. Recent findings indicate, however, that a 
5 similar process of cell survival also operates in single-celled eukaryotes. 

It has been found that expression of the mammalian Bax gene triggers cell 
death in Saccharomyces cerevisiae and the fission yeast Schizosaccharomyces 
pombe with morphological changes similar to apoptosis (JQrgensmeier et a/., 1997). 
However, the mechanism of Bax lethality in S. cerevisiae remains unclear. 
10 Since it has been discovered that the mammalian Bax gene triggers apoptotic 

changes in yeast (Ligr et a/., 1998), this can be an indication that the molecular 
pathways eventually leading to programmed cell death may also be partially present in 
yeast cells and other unicellular eukaryotes. 

It is an aim of the present invention to provide nucleic acid as well as 
1 5 polypeptide sequences which represent potential molecular targets for the identification 
of new compounds which can be used in alleviating diseases or conditions associated 
with yeast or fungi infections. 

It is a further aim of the present invention to provide uses of these nucleic acid 
and amino acid molecules for the preparation of a medicament for treating diseases 
20 associated with yeast or fungi. 

It is also an aim of the invention to provide pharmaceutical compositions and 
vaccines comprising these nucleic acids or polypeptides. 

It is also an aim of the present invention to provide vectors comprising these 
nucleic acids, as well as host cells transfected or transformed with said vectors. 
25 It is also an aim of the invention to provide antibodies against these 

polypeptides, which can be used as such, or in a composition as a medicine for treating 
diseases associated with yeast and fungi. 

It is another aim of the invention to provide methods to selectively identify 
compounds capable of inhibiting or activating expression of such polypeptides in yeast 
30 or fungi infections. The nucleic acid and polypeptide molecules alternatively can be 
incorporated into an assay or kit to identify these compounds. 

It is also an aim of the invention to provide a method of preventing infection with 
yeast or fungi. 

It is also an aim of the invention to provide probes and primers deriv d from the 
35 nucleic acid sequenc s of the invention. 
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All the aims of the present invention have been met by the embodiments as set 
out below. 

The present inventors identified a range of specific nucleotide sequences which 
are involved in the molecular pathways eventually leading to programmed cell 
5 death.The present inventors were able to identify via macro array screening a range of 
genes involved in a pathway eventually leading to programmed cell death in the yeast 
Saccharomyces cerevisiae. As explained in Example 2, genes showing a difference of 
a factor 5 or more in expression as a result of Sax-induced cell death, were identified 
as differentially expressed candidate genes. Some of these genes are clearly down- 

10 regulated in a Sax-expressing strain, while other genes show an upregulated 
expression (Table 1). Example 3 describes a further experiment wherein the results of 
differential expression were analysed using the Pathways™ software and differentially 
expressed nucleic acid sequence were identified. 

According to a first embodiment, the invention relates to the use of a nucleic 

15 acid molecule encoding a polypeptide which is involved in a pathway eventually leading 
to programmed cell death of yeast or fungi and which nucleic acid sequence is selected 
from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as represented in 
any of SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 

20 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 

82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 
120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 
152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176. 178, 180, 182, 
184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 

25 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246, 

248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 
280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 
312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 

30 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398. 400, 402, 404, 406, 
408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 
440, 442, 444, 446, 448, 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 
472, 474, 476, 478, 480, 482, or 484, or encoding a functional quivalent, 
derivative or bioprecursor of said protein; 

35 (b) a nucleic acid molecul encoding a protein having an amino acid sequence which 
is mor than 70% similar, preferably more than 75% or 80% similar, more 
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preferably more than 85%, 90% or 95% similar and most pref rably more than 97% 
similar to any of the amino acid sequenc s shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 
14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44. 46, 48, 50, 52, 54, 56, 
58. 60, 62, 64, 66, 68, 70, 72, 74. 76, 78, 80, 82. 84, 86, 88, 90, 92, 94, 96, 98. 100. 
5 102, 104, 106. 108, 110, 112, 114, 116, 118, 120, 122, 124, 126. 128. 130. 132. 
134, 136. 138. 140, 142. 144, 146, 148, 150, 152, 154, 156, 158. 160, 162, 164, 
166. 168. 170, 172, 174, 176. 178, 180, 182, 184, 186, 188, 190, 192. 194. 196, 
198, 200, 202. 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 224, 226, 228. 
230, 232, 234, 236, 238. 240. 242, 244, 246, 248, 250, 252. 254, 256, 258, 260, 

10 262, 264, 266, 268. 270, 272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 
294, 296, 298. 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 352, 354. 356. 
358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386. 388, 
390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 416, 418. 420, 

15 422, 424, 426, 428, 430, 432, 434, 436, 438, 440. 442, 444, 446. 448, 450, 452. 

454, 456, 458. 460, 462, 464, 466, 468, 470. 472. 474. 476, 478, 480, 482, or 484; 
(c) a nucleic acid molecule encoding a protein having an amino acid sequence which 
is more than 70% identical, preferably more than 75% or 80% identical, more 
preferably more than 85%, 90% or 95% identical and most preferably more than 

20 97% identical to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 
10, 12, 14, 16. 18. 20, 22, 24, 26, 28, 30, 32, 34. 36, 38, 40. 42. 44. 46. 48, 50. 52, 
54. 56, 58, 60, 62, 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94. 96, 
98. 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 
132, 134, 136, 138, 140, 142, 144, 146, 148, 150, 152, 154, 156, 158. 160, 162. 

25 164, 166, 168, 170. 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 
196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 224, 226, 
228, 230. 232. 234. 236, 238, 240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 
260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 
292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 

30 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350. 352. 354, 
356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386. 
388, 390. 392, 394, 396, 398, 400, 402. 404, 406. 408, 410, 412, 414, 416, 418, 
420, 422, 424, 426. 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 
452, 454, 456. 458. 460, 462, 464. 466, 468. 470. 472, 474, 476, 478, 480, 482, or 

35 484; 
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(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ 10 
NOs 1, 3, 5, 7, 9, 11. 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 35, 37. 39, 41, 43. 
45, 47. 49. 51, 53. 55, 57, 59, 61, 63, 65, 67, 69, 71, 73, 75, 77. 79, 81. 83. 85, 87, 
89. 91. 93, 95. 97, 99, 101, 103, 105, 107, 109, 111, 113, 115, 117, 119, 121, 123, 

5 125, 127. 129. 131, 133, 135, 137, 139, 141. 143, 145. 147, 149, 151, 153, 155, 

157, 159. 161, 163, 165, 167, 169. 171. 173, 175, 177. 179, 181, 183, 185, 187, 
189, 191, 193, 195, 197, 199. 201, 203. 205, 207, 209, 211, 213, 215, 217. 219, 
221, 223. 225. 227. 229. 231, 233, 235, 237, 239, 241, 243, 245, 247, 249, 251, 
253, 255, 257, 259, 261. 263. 265, 267, 269, 271, 273, 275, 277, 279, 281. 283, 

10 285, 287, 289. 291, 293, 295/297, 299. 301. 303, 305, 307, 309, 311, 313, 315, 
. 317. 319. 321. 323, 325, 327. 329, 331, 333, 335, 337, 339, 341, 343, 345, 347, 
349, 351, 353, 355, 357. 359, 361, 363, 365, 367, 369, 371, 373, 375, 377, 379, 
381, 383. 385. 387, 389, 391, 393, 395, 397. 399, 401, 403, 405, 407, 409, 411, 
413, 415, 417, 419, 421. 423, 425, 427, 429, 431, 433, 435, 437, 439. 441, 443, 

1 5 445, 447. 449. 451 , 453 or 455; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 75 
or 80% identical, more preferably more than 85%, or 90% or 95% identical and 
most preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 

20 35, 37, 39, 41 . 43, 45, 47, 49, 51 , 53, 55, 57, 59, 61 , 63, 65, 67, 69, 71 , 73, 75, 77. 

79. 81. 83. 85. 87, 89, 91, 93. 95, 97, 99, 101, 103, 105, 107, 109, 111, 113, 115, 
117, 119, 121. 123. 125, 127, 129, 131. 133, 135. 137. 139. 141, 143, 145, 147. 
149, 151, 153. 155. 157. 159. 161. 163. 165, 167. 169. 171, 173,175. 177, 179, 
181, 183, 185, 187, 189. 191, 193, 195, 197. 199, 201, 203, 205, 207. 209, 211, 

25 213, 215. 217. 219, 221, 223, 225, 227, 229. 231, 233, 235, 237, 239, 241. 243, 
245, 247, 249, 251, 253, 255, 257, 259, 261, 263, 265. 267, 269, 271, 273, 275, 
277, 279, 281, 283, 285, 287, 289, 291, 293, 295, 297, 299, 301, 303, 305, 307, 
309, 311, 313, 315, 317, 319, 321, 323, 325, 327, 329, 331. 333, 335, 337, 339. 
341, 343. 345. 347, 349. 351, 353, 355, 357, 359, 361, 363, 365, 367. 369. 371. 

30 373, 375. 377, 379. 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 
405, 407, 409, 411, 413, 415. 417, 419. 421, 423. 425, 427, 429. 431, 433, 435, 
437, 439. 441 , 443, 445, 447, 449, 451 , 453 or 455; 

(f) a nucleic acid sequenc encoding a functional fragment of any of the nucleic acid 
sequences as specifi din a) to );and 

35 (g) the complement of any of the nucleic acid sequences as sp cified in a) to f), 
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for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 

Sequence similarity searches were performed using the BLAST software 
package version 2. Identity and similarity percentages were calculated using 
BLOSUM62 as a scoring matrix. 

As known in the art, -similarity" between two polypeptides is determined by 
comparing the amino acid sequence and its conserved amino acid substitutes of one 
polypeptide to the sequence of a second polypeptide. Moreover, also known in the art 
is "identity" which means the degree of sequence relatedness between two polypeptide 
or two polynucleotide sequences as determined by the identity of the match between 
two strings of such sequences. Both identity and similarity can be readily calculated. 
While there exist a number of methods to measure identity and similarity between two 
polynucleotide or polypeptide sequences, the terms "identity" and "similarity" are well 
known to skilled artisans (Carillo and Lipton, 1988). Methods commonly employed to 
determine identity or similarity between two sequences include, but are not limited to 
those disclosed in "Guide to Huge Computers (Bishop, 1994) and Carillo and Lipton 
(1988). Preferred methods to determine identity are designed to give the largest match 
between the two sequences tested. Methods to determine identity and similarity are 
codified in computer programs. Preferred computer program methods to determine 
identity and similarity between two sequences include, but are not limited to, GCG 
program package (Devereux et a/., 1984), BLASTP, BLASTN and FASTA (Altschul et 
a/, 1990). 

The nucleic acid sequences to be used according to this aspect of the invention 
from Saccharomyces cerevisiae are defined in SEQ ID NOs 1, 3. 5, 7, 9, 11, 13 15 
17. 19. 21. 23. 25, 27, 29, 31, 33, 35. 37, 39. 41, 43, 45. 47. 49. 51. 53.55. 57, 59', 61," 
63, 65, 67, 69, 71, 73, 75, 77, 79, 81, 83, 85, 87, 89. 91. 93. 95. 97. 99. 101, 103 105 
107, 109. 111. 113. 115,117. 119, 121, 123, 125. 127. 129, 131. 133. 135. 137, 139 
141, 143, 145, 147. 149, 151, 153, 155, 157, 159. 161. 163. 165. 167, 169, 171, 17 3 ' 
175, 177, 179, 181, 183, 185. 187. 189. 191. 193. 195. 197. 199. 201. 203, 205 207* 
209, 211. 213. 215. 217,219. 221, 223, 225. 227. 229, 231. 233, 235. 237, 239. 24l' 
243, 245. 247. 249. 251, 253, 255, 257, 259, 261, 263. 265. 267, 269, 271, 273 275 
277, 279. 281. 283. 457, 459, 461, 463, 465, 467, 469, 471 and 473 . 

The invention also relates to nucleic acid sequences from Candida albicans as 
repr sented by the SEQ ID NOs 285, 287, 289. 291. 293. 295. 297. 299. 301. 303 
305. 307. 309. 311, 313. 315, 317, 319, 321, 323. 325. 327. 329. 331. 333. 335. 337* 
339. 341, 343. 345. 347. 349, 351, 353, 355, 357, 359. 361. 363. 365. 367, 369, 37l' 
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373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 
407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439, 
441 , 443, 445, 447, 449, 451 , 453, 455, 475, 477, 479, 481 , and 483. 

The expression "a pathway eventually leading to programmed cell death" refers 
5 to a sequence of steps ultimately leading to cell death and which can be triggered at 
various steps in this pathway by various agents, such as Bax, Bak, CED4, hydrogen 
peroxide, diamide and famesol. 

The yeast or fungi according to the invention may be, but are not restricted to, 
pathogenic yeast or fungi. As such, yeast or fungi may cause infections in healthy 

1 0 individuals as well as in immunocompromised patients. 

The expression "treating diseases associated with yeast and fungi" not only 
refers to diseases or infections caused by said organisms but also refers to allergic 
reactions caused by said organisms, such as the so-called "professional diseases" in, 
for instance, bakery and brewery and that are caused by yeast or fungi which are 

1 5 commonly known as "non-pathogenic". 

The invention further relates to the use of nucleic acid sequence homologues of 
SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 33, 35, 37, 39, 41, 
43, 45, 47, 49, 51, 53, 55, 57, 59, 61, 63, 65, 67, 69, 71, 73, 75, 77, 79, 81, 83, 85, 87, 
89, 91, 93, 95, 97, 99, 101, 103, 105, 107, 109, 111, 113, 115, 117, 119, 121, 123, 125, 

20 127, 129, 131, 133, 135, 137, 139, 141, 143, 145, 147, 149, 151, 153, 155, 157, 159, 
161, 163, 165, 167, 169, 171, 173, 175, 177, 179, 181, 183, 185, 187, 189, 191, 193, 
195, 197, 199, 201, 203, 205, 207, 209, 21 1, 213, 215, 217, 219, 221, 223, 225, 227, 
229, 231, 233, 235, 237, 239, 241, 243, 245, 247, 249, 251, 253, 255, 257, 259, 261, 
263, 265, 267, 269, 271, 273, 275, 277, 279, 281, 283, 285, 287, 289, 291, 293, 295, 

25 297, 299, 301, 303, 305, 307, 309, 311, 313, 315, 317, 319, 321, 323; 325, 327, 329, 
331, 333, 335, 337, 339, 341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 
365, 367, 369, 371, 373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 
399, 401, 403, 405, 407, 409, 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 
433, 435, 437, 439, 441, 443, 445, 447, 449, 451, 453, 455, 457, 459, 461, 463, 465, 

30 467, 469, 471, 473, 475, 477, 479, 481 or 483 but isolated from other yeast and fungi 
strains which are also involved in a pathway eventually leading to programmed cell 
death. 

According to the invention, these sequences and their homologues in other 
yeast and fungi as well as th polypeptides which they encod represent novel 
35 molecular targets which can be incorporated into an assay to selectively identify 
compounds capable of inhibiting or activating expression of such polyp ptides. 
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Furthermore, the invention also relates to the potential use of said sequences in 
alleviating diseases or conditions associated with yeast or fungi infections, such as 
diseases caused by Candida spp., Aspergillus spp., Microsporum spp., Trichophyton 
spp., Fusarium spp., Zygomycetes spp., Botritis spp., Cladosporium spp., Malassezia 
5 spp., Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 
and Sporothrix schenckii. 

According to another embodiment, the invention also relates to a nucleic acid 
sequence encoding a polypeptide which is involved in a pathway eventually leading to 
1 0 programmed cell death of yeast or fungi selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as represented in 
any of SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 
312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 346. 348, 352, 
354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 

15 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 
428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 
480, 482 or 484, or encoding a functional equivalent, derivative or bioprecursor of 
said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence which 
20 is more than 70% similar, preferably more than 75% or 80% similar, more 

preferably more than 85%, 90% or 95% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 290, 
292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 
328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 
25 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 
406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 
442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence which 
is more than 70% identical, preferably more than 75% or 80% identical, more 

30 preferably more than 85%, 90% or 95% identical and most preferably more than 
97% identical to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 
290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 
366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 

35 404, 406, 408, 410, 412, 416, 418/422, 424, 426, 428, 430, 432, 434. 436, 438, 

440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 
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(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ ID 
NO 285, 287, 289, 291, 293, 295, 297, 299, 301, 303, 305, 307, 309, 311, 313, 
315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 341, 343, 345, 
347, 349, 351, 353, 355, 357, 359, 361. 363, 365, 367, 369, 371, 373, 375, 377, 

5 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 407, 409, 
411, 413, 415, 417, 4.19, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439, 441, 
443, 445, 447, 449, 451 , 453, 455, 475, 477, 479, 481 or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 
75% or 80% identical, more preferably more than 85%, 90% or 95% identical and 

10 most preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NO 285, 287, 289, 291, 293, 295, 297, 299, 301, 303, 305, 307, 
309, 311, 313, 315, 317, 319, 321, 323, 325, 327, 329, 331, 333, 335, 337, 339, 
341, 343, 345, 347, 349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 
373, 375, 377, 379, 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 

15 405, 407, 409, 411, 413, 415. 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 
437, 439, 441 , 443, 445, 447, 449, 451 , 453, 455, 475, 477, 479, 481 or 483; and, 

(f) a nucleic acid sequence encoding a functional fragment of any of the nucleic acid 
sequences as specified in a) to e), and 

(g) the complement of any of the nucleic acid sequences as specified in a) to f). 

20 According to a more specific embodiment, these nucleic acid sequences are 
derived from Saccharomyces cerevisiae, Candida albicans or Aspergillus fumigatus. 

A nucleic acid sequence according to the invention may comprise an mRNA 
sequence or alternatively a DNA sequence and preferably a cDNA sequence. A nucleic 
acid sequence according to the invention may also comprise any modified nucleotide 

25 known in the art 

The present invention further relates to a nucleic acid molecule capable of 
selectively hybridising to at least one of the nucleic acid molecules according to the 
invention, or the complement thereof. 

The term "selectively hybridising" or "specifically hybridising means hybridising 

30 under conditions wherein sequences can be detected which are homologues of the 
sequences of the invention, but which are for instance derived from heterologous cells 
or organisms, and wherein said sequences do not hybridize with known sequences. In 
a preferred embodiment, mammalian homologues can be detected. It is well known to 
the person skilled in the art which methods for hybridisation can be used and which 

35 conditions ar necessary for selectively or specifically hybridising. Preferably, 
hybridization under high stringency conditions can be applied (Sambrook et al., 1989). 



WO 01/02550 



PCT/BE00/00077 



10 

As such, the present invention also relates to the use of the nucleic acid 
sequences of the invention for detecting homologues in heterologous organisms 
including but not limited to mammalian organisms. 

The term "nucleic acid sequence" also includes the complementary sequence 
5 to any single stranded sequence given, or the antisense version thereof. 

The invention also relates to mRNA, DNA or cDNA versions of the nucleic acid 
molecules of the invention. 

The present invention more particularly relates to an antisense molecule 
comprising a nucleic acid sequence capable of hybridizing to any of the above defined 
1 0 nucleic acid sequences. 

Polynucleotides according to the invention may be inserted into vectors in an 
antisense orientation in order to provide for the production of antisense RNA. Antisense 
RNA or other antisense nucleic acids may also be produced by synthetic means. 

The present invention also advantageously provides nucleic acid sequences of 
15 at least approximately 10 contiguous nucleotides of a nucleic acid according to the 
invention and preferably from 10 to 50 nucleotides. These sequences may, 
advantageously be used as probes or primers to initiate replication, or the like. Such 
nucleic acid sequences may be produced according to techniques well known in the 
art, such as by recombinant or synthetic means. The probes will hybridise specifically 
20 with any of the nucleic acid molecules of the invention. The primers will specifically 
amplify any of the nucleic acid molecules of the invention. 

The probes or primers according to the invention may also be used in 
diagnostic kits or the like for detecting the presence of a nucleic acid according to the 
invention. These tests generally comprise contacting the probe with the sample under 
25 hybridising conditions and detecting the presence of any duplex or triplex formation 
between the probe and any nucleic acid in the sample. 

According to the present invention these probes may be anchored to a solid 
support. Preferably, they are present on an array so that multiple probes can 
simultaneously hybridize to a single biological sample. The probes can be spotted onto 
30 the array or synthesized in situ on the array. (Lockhart et a/., 1 996). A single array can 
contain more than 100, 500 or even 1,000 different probes in discrete locations. Such 
arrays can be used to screen for compounds interacting with said probes. 

Advantageously, the nucleic acid sequenc s, according to the invention may be 
produced using recombinant or synthetic means, such as for xample using PCR 
35 cloning m chanisms which generally involve making a pair of primers, which may be 
from approximat ly 10 to 50 nucleotides to a region of the gene which is desired to be 
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cloned, bringing the primers into contact with mRNA, cDNA, or genomic DNA from the 
yeast or fungal cell, performing a polymerase chain reaction under conditions which 
bring about amplification of the desired region, isolating the amplified region or 
fragment and recovering the amplified DNA. Generally, such techniques as defined 
5 herein are well known in the art, such as described in Sambrook et a/. (1989). These 
techniques can be used to clone homologues of the nucleic acid sequences of the 
invention in other organisms. 

The nucleic acids or oligonucleotides according to the invention may carry a 
revealing label. Suitable labels include radioisotopes such as ^P, or ^S, enzyme 

1 0 labels or other protein labels such as biotin or fluorescent markers. Such labels may be 
added to the nucleic acids or oligonucleotides of the invention and may be detected 
using techniques known in the art. 

According to another embodiment of the invention, the nucleic acid sequences 
according to the invention as defined above may, advantageously, be included in a 

15 suitable expression vector which may be transformed, transfected or infected into a 
host cell. In such an expression vector the nucleic acid is operably linked to a control 
sequence, such as a suitable inducible promoter, or the like, to ensure expression of 
the proteins according to the invention in a suitable host cell. The expression vector 
may also comprise a reporter molecule. The expression vector may advantageously be 

20 a plasmid, cosmid, virus or other suitable vector which is known to those skilled in the 
art. The expression vector and the host cell defined herein also form part of the present 
invention. Preferably the host cell is a lower eukaryotic cell such as a yeast cell or a 
fungal cell. Yeast and fungal cells are particularly advantageous because they provide 
the necessary post-translational modifications to the expressed proteins of the 

25 invention, similar to those of the natural proteins from which they are derived. These 
modifications confer optimal conformation of said proteins, which when isolated may 
advantageously be used in kits, methods or the like. 

The invention further relates to any nucleic acid as defined above for use as a 
medicament. 

30 Nucleotide sequences according to the invention are particularly advantageous 

for providing selective therapeutic targets for treating yeast or fungi-associated 
infections. For example, an antisense nucleic acid capable of binding to the nucleic 
acid sequences according to the invention may be used to selectively inhibit expr ssion 
of the corresponding polypeptides, leading to impaired growth or death of yeast and 

35 fungi with reductions of associated illnesses or diseases. 
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According to another embodiment, the invention also relates to the use of a 
polypeptide which is involved in a pathway eventually leading to programmed cell 
death of yeast or fungi, said polypeptide being selected from : 
(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 2, 
5 4, 6, 8. 1 0. 1 2, 1 4, 1 6. 1 8. 20, 22, 24, 26, 28, 30. 32, 34, 36, 38, 40, 42, 44, 46, 48, 

50, 52, 54, 56, 58, 60, 62. 64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92. 
94, 96. 98, 100. 102, 104, 106. 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 
128, 130, 132, 134, 136, 138. 140, 142, 144, 146, 148, 150, 152, 154, 156, 158, 
160, 162. 164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 
10 192, 194, 196, 198, 200, 202, 204, 206, 208, 210, 212, 214, 216, 218, 220, 222, 

224, 226, 228, 230, 232, 234. 236, 238, 240, 242, 244, 246, 248, 250, 252, 254, 
256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 284, 286. 
288, 290. 292. 294, 296, 298, 300, 302, 304, 306, 308, 310, 312, 314, 316, 318, 
320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 346, 348, 350, 
15 352, 354, 356, 358. 360. 362, 364, 366, 368, 370, 372. 374. 376, 378, 380, 382, 

384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 
416. 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 
448. 450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 
480, 482, or 484, or encoding a functional equivalent, derivative or bioprecursor of 
20 said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably more than 75% or 80% similar, more preferably more than 85%, 90% or 
95% similar and most preferably more than 97% similar to any of the amino acid 
sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 
25 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64, 66. 68. 70. 72, 
74, 76. 78. 80, 82, 84, 86, 88, 90. 92. 94, 96. 98. 100. 102, 104, 106, 108, 110, 112, 
114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 134, 136, 138. 140. 142. 144. 
146. 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176, 
178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 
30 210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 
242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 
274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 
306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 
338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 
35 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396/398, 400, 
402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 
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434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 456, 458,. 460, 462, 464, 
466, 468, 470, 472, 474, 476. 478, 480, 482, or 484; 
(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% 
5 or 95% identical and most preferably more than 97% identical to any of the amino 
acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 
28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58. 60, 62, 64, 66. 68, 70, 
72. 74, 76, 78, 80, 82, 84, 86, 88. 90, 92, 94. 96, 98, 100, 102, 104, 106, 108, 110, 
112. 114, 116. 118. 120. 122, 124, 126, 128. 130. 132, 134, 136. 138, 140, 142, 
10 144, 146, 148, 150, 152, 154, 156, 158. 160. 162, 164, 166, 168, 170, 172, 174, 
176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 
208, 210. 212. 214, 216, 218. 220. 222, 224. 226. 228, 230, 232, 234, 236. 238. 
240, 242, 244, 246, 248. 250. 252. 254, 256, 258, 260. 262, 264. 266. 268, 270, 
272, 274, 276, 278, 280, 282, 284, 286. 288. 290, 292, 294, 296, 298, 300, 302, 
15 304, 306, 308, 310. 312, 314, 316. 318, 320, 322, 324, 326, 328. 330, 332, 334, 
336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 
368, 370, 372, 374, 376. 378, 380, 382, 384, 386. 388, 390, 392, 394, 396, 398. 
400. 402, 404, 406, 408. 410. 412, 414. 416. 418. 420. 422. 424, 426. 428. 430, 
432. 434, 436, 438, 440. 442. 444. 446. 448, 450, 452, 454, 456, 458. 460. 462, 
20 464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 484; and, 
(d) a functional fragment of any of said proteins as defined in a) to c), 
for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 

The term "functional fragment" of a protein means a truncated version of the 
25 original protein or polypeptide referred to. The truncated protein sequence can vary 
widely in length; the minimum size being a sequence of sufficient size to provide a 
sequence with at least a comparable function and/or activity of the original sequence 
referred to, while the maximum size is not critical. In some applications, the maximum 
size usually is not substantially greater than that required to provide the desired activity 
30 and/or function(s) of the original sequence. A functional fragment can also relate to a 
subunit with similar function as said protein. Typically, the truncated amino acid 
sequence will range from about 5 to about 60 amino acids in length. More typically, 
however, the sequenc will be a maximum of about 50 amino acids in length, 
pref rably a maximum of about 60 amino acids. It is usually desirable to select 
35 sequences of at least about 10, 12 or 15 amino acids. 
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Functional fragments include those comprising an epitope which is specific or 
unique for the proteins according to the invention. Epitopes may be determined using, 
for example, peptide scanning techniques as described in Geysen et al. (1996). 
Preferred functional fragments have a length of at least, for example, 5, 10, 25, 50, 75, 
5 100,1 25, 1 50, 1 75 or 200 amino acids. 

The polypeptides to be used according to this aspect of the invention from 
Saccharomyces cerevisiae, are represented by SEQ ID NOs 2, 4, 6. 8, 10, 12, 14, 16, 
18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 
64, 66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 

10 108, 110, 112, 114, 116, 118, 120, 122, 124, 126, 128, 130, 132, 134, 136, 138, 140, 
142, 144, 146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 
176, 178, 180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204, 206, 208, 
210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 
244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 

15 278, 280, 282, 284, 458, 460, 462, 464, 466, 468, 470, 472 and 474 . Also according to 
the invention is the use of the polypeptides from Candida albicans as represented by 
the SEQ ID NOs 286, 288, 290, 292, 294, 296, 298, 300, 302, 304, 306, 308, 310, 
312, 314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 344, 
346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 

20 380, 382, 384. 386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 
414, 416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 
448, 450, 452, 454, 456, 476, 478, 480, 482 and 484. 

The polypeptide or protein according to the invention may also include variants 
of any of the polypeptides of the invention as specified above having conservative 

25 amino acid changes. 

The nucleic acid molecules or the polypeptides of the invention may be 
provided in a pharmaceutical^ acceptable carrier, diluent or excipient therefor. 

The present invention also relates to a vaccine for immunizing a mammal 
against infections caused by yeast and fungi comprising at least one (recombinant) 

30 nucleic acid molecule or at least one (recombinant) polypeptide of the invention in a 
pharmaceutical^ acceptable carrier. 

Pharmaceutical^ acceptable carriers include any carrier that does not itself 
induce the production of antibodies harmful to the individual receiving the composition. 
Suitable carri rs ar typically large, slowly metabolizing macromolecules such as 

35 proteins, polysaccharides, polylactic acids, polyglycolic acids, polymeric amino acids, 
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amino acid copolymers; and inactive virus particles. Such carriers are well known to 
those of ordinary skill in the art. 

A "vaccine" is an immunogenic composition capable of eliciting protection 
against infections caused by yeast or fungi, whether partial or complete. A vaccine may 
5 also be useful for treatment of an individual, in which case it is called a therapeutic 
vaccine. 

Said vaccine compositions may include prophylactic as well as therapeutic 
vaccine compositions. 

The term "therapeutic" refers to a composition capable of treating infections 

1 0 caused by yeast or fungi. 

Some of the pathways leading to apoptosis are conserved between mammalian 
cells and yeast or fungi. Therefore, targets which are part of such a conserved pathway 
may be used to stimulate or inhibit the apoptosis in mammalian cells. E.g. stimulation 
of apoptosis is desirable in the treatment of tumor cells/tissues. 

15 According to another embodiment, the present invention provides a method of 

identifying compounds which selectively inhibit, induce or interfere with the 
expression/production of the polypeptides encoded by the nucleotide sequences of the 
invention, or compounds which selectively inhibit, activate or interfere with the 
functionality of polypeptides expressed from the nucleotide sequences according to the 

20 invention, or which selectively inhibit, induce or interfere with the metabolic pathways in 
which these polypeptides are involved. Compounds may carry agonistic or antagonistic 
properties. The compounds to be screened may be of extracellular, intracellular, 
biologic or chemical origin. 

Such a screening method may comprise the following steps (a) contacting a 

25 compound to be tested with cells having a mutation which results in overexpression or 
underexpression of at least one of the polypeptides as defined in claim 2, in addition to 
contacting wild type cells with said compound, (b) monitoring the growth, death rate or 
activity of said mutated cells compared to said wild type cells; wherein differential 
growth or activity of said mutated cells is indicative of selective action of said 

30 compound on a polypeptide in the same or a parallel pathway, (c) alternatively 
monitoring the growth, death rate or activity of said mutated cells compared to mutated 
cells which were not contacted with the compound to be tested, wherein differential 
growth or activity of said mutated yeast of fungi cells is indicative of selective action of 
said compound on a polypeptide in the sam or a parall I pathway, (d) alternatively 

35 monitoring changes in morphologic and/or functional properties of components in said 
mutated cells caused by the addition of the compound to be tested. 
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The term "cells" as used above relat s to any type of cells such as, but not 
limited to bacterial, yeast, fungal, plant or human cells. 

Compounds found using this approach may additionally be tested on their 
efficiency in killing or inhibiting the growth of wild type cells in order to confirm their 
5 utility as medicament for treating wild type pathogenic strains/tumor cells. 

According to the invention, the term "mutation" includes point mutations, 
deletions, insertions, duplications or any modification in the nucleic acid encoding said 
polypeptide, or at a different location in the genome of said cells, influencing the 
expression of said nucleic acid or polypeptide. In case point mutations occur, the 
10 number of nucleotides will be identical compared to the original sequence; only a 
change in nucleotide sequence can be observed. This stands in contrast with the other 
listed mutations where the number of the nucleotides will be different from the number 
observed in the wild type sequence and consequently will also reflect in a change of 
the nucleotide sequence. 

15 Changes in morphologic and/or functional properties of cell components which 

can be monitored include for example morphological and molecular changes such as 
abnormal cell morphology, nuclear fragmentation, DNA breakage or changes in the 
expression of certain enzymes such as caspases. as well as monitoring changes in 
membrane potential or activity of mitochondria and release of cytochrome c from 
20 mitochondria. All these changes can be monitored on the whole cell which is contacted 
to the compound to be tested. 

The invention also relates to a method of identifying compounds which 
selectively modulate expression or functionality of polypeptides involved in a pathway 
eventually leading to programmed cell death of yeast and fungi or in metabolic 
pathways in which said polypeptides are involved, which method comprises (a) 
contacting a compound to be tested with yeast or fungal cells transformed, transfected 
or infected with an expression vector comprising an antisense sequence of at least one 
of the nucleic acid sequences as defined in claim 1, which expression results in 
underexpression of said polypeptide, in addition to contacting one or more wild type 
30 cells with said compound, (b) monitoring the growth, death rate or activity of said 
transformed, transfected or infected cells compared to said wild type cells; wherein 
differential growth or activity of said transformed, transfected or infected yeast or fungal 
cells is indicative of selective action of said compound on a polypeptide in the same or 
a parallel pathway, (c) alt rnatively monitoring th growth, death rate or activity of said 
35 transformed, transf cted or infected cells compar d to transformed, transfected or 
infected cells which w r not contacted with the compound to be t sted, wherein 



25 
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differential growth or activity of said mutated yeast or fungi cells is indicative of 
selective action of said compound on a polypeptide in the same or a parallel pathway, 
(d) alternatively monitoring changes in morphologic and/or functional properties of 
components in said transformed, transfected or infected cells caused by the addition of 
5 the compound to be tested. 

Alternative methods for identifying compounds which selectively modulate 
expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast or fungi or in metabolic pathways in which said 
compounds are involved, may comprise the use of any other method known in the art 

1 0 resulting in gene activation, gene inactivation, gene modulation or gene silencing. 

The invention also relates to a method of identifying compounds which 
selectively modulate expression of polypeptides which are involved in a pathway 
eventually leading to programmed cell death of yeast or fungi which method comprises 
(a) contacting host cells transformed, transfected or infected with an expression vector 

15 comprising a promoter sequence of a nucleic acid molecule as defined in claim 1 joined 
in frame with a reporter gene and (b) monitoring increased or decreased expression of 
said reporter gene caused by the addition of the compound, being tested. This enables 
to analyse the influence of the compound onto all/most aspects of transcriptional 
activation. Alternatively additional tests can routinely be performed to test the influence 

20 of the compound onto mRNA stability, translation and protein stability. All these 
aspects influence the concentration of corresponding proteins and consequently 
influence the effect of these on the metabolism of the cell. 

The invention further relates to a method of identifying compounds which bind 
to or modulate the properties of polypeptides which are involved in a pathway 

25 eventually leading to programmed cell death of yeast or fungi, which method comprises 
(a) contacting a compound to be tested with at least one of the polypeptides as defined 
in claim 2, (b) detecting the complex formed between the compound to be tested and 
said polypeptide, (c) alternatively, examining the diminution/increase of complex 
formation between said polypeptide and a receptor/binding partner, caused by the 

30 addition of the compound being tested, (c) alternatively, examining the alteration in the 
functional activity of the polypeptide, caused by the addition of the compound being 
tested. 

Detection of the complex formation can be performed using several 
approaches. First, binding of a compound onto a polypeptide can be studied using 
35 classical binding tests: one of the binding partners, compound or polypeptide is labeled 
and interaction of both is m asured. Most of these tests comprise following st ps: 
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incubating both binding partners in conditions where binding is allowed, separation of 
free label from bound label present in the complex formed between both partners, and 
measuring the number of labeled complexes formed. Separation of free and bound 
label can be performed via filtration, centrifugation or other means as known by the 
5 person skilled in the art. Other techniques allow visualisation of complex formation 
without the need of such a separating step. For example, test systems using SPA 
(scincillation proximity assay) beads are based on the principle that radioactive 3 H can 
only be measured when present in scincillation fluid. SPA beads contain scincillation 
fluid and can be coated with one of the binding partners. When this bead is approached 

10 and binds the other binding partner which is radioactively labeled, a signal will be 
detected allowing the complex to be visualised. Binding of the radioactive compound 
onto the scincillation bead is needed in order to result in a detectable signal; non-bound 
radioactive partners that stay free into the solution will not result in a detectable signal. 
The protein or peptide fragments according to the invention employed in such a 

15 method may be for example in solution or coated on suspended beads as described 
above. Alternatively, these can be affixed to a solid support, borne on a cell or phage 
surface or located intracellular^. 

When protein or peptide fragments are coated on solid supports, they can be 
tested for their binding affinity for large numbers of compounds. These can be used in 

20 different kinds of high throughput screenings in order to identify compounds having 
suitable binding affinity to the polypeptides according to the invention. Platform 
technologies or technologies based on SPR (see below) can be applied. 

One may measure for example, the formation of complexes between the 
proteins of the invention and the compound being tested. Alternatively, one may 

25 examine the diminution or increase of complex formation between the protein 
according to the invention and a receptor/binding partner caused by the compound 
being tested. 

Proteins which interact with the polypeptide of the invention may be identified 
by investigating protein-protein interactions using the two-hybrid vector system first 
30 proposed by Chien etal. (1991). 

This technique is based on functional reconstitution in vivo of a transcription 
factor which activates a reporter gene. More particularly the technique comprises 
providing an appropriate host cell with a DNA construct comprising a reporter gene 
under the. control of a promoter regulated by a transcription factor having a DNA 
35 binding domain and an activating domain, xpressing in the host cell a first hybrid DNA 
s qu nee ncoding a first fusion of a fragment or all of a nucleic acid sequence 
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according to the invention and either said DNA binding domain or said activating 
domain of the transcription factor, expressing in the host at least one second hybrid 
ONA sequence, such as a library or the like, encoding putative binding proteins to be 
investigated together with the DNA binding or activating domain of the transcription 
5 factor which is not incorporated in the first fusion; detecting any binding of the proteins 
to be investigated with a protein according to the invention by detecting for the 
presence of any reporter gene product in the host cell; optionally isolating second 
hybrid DNA sequences encoding the binding protein. 

An example of such a technique utilizes the GAL4 protein in yeast. GAL4 is a 

10 transcriptional activator of galactose metabolism in yeast and has a separate domain 
for binding to activators upstream of the galactose metabolising genes as well as a 
protein-binding domain. Nucleotide vectors may be constructed, one of which 
comprises the nucleotide residues encoding the DNA binding domain of GAL4. These 
binding domain residues may be fused to a known protein encoding sequence, such as 

15 for example the nucleic acids according to the invention. The other vector comprises 
the residues encoding the protein-binding domain of GAL4. These residues are fused 
to residues encoding a test protein. Any interaction between polypeptides encoded by 
the nucleic acid according to the invention and the protein to be tested leads to 
transcriptional activation of a reporter molecule in a GAL-4 transcription deficient yeast 

20 cell into which the vectors have been transformed. Preferably, a reporter molecule such 
as G-galactosidase is activated upon restoration of transcription of the yeast galactose 
metabolism genes. Alternatively, other reporter proteins can be used such as EGFP 
(enhanced green fluorescent protein), or hEGFP, This latter has a decreased lifetime 
enabling the system to screen for compounds improving the interaction of studied 

25 binding partners. 

The two-hybrid approach was first developed for yeast, and is an ideal 
screening system when looking for compounds active in killing yeast or fungi. Indeed, 
proteins expressed in this system will most probably carry the correct modifications as 
found in the pathogenic yeast strains. In addition, compounds active in this test system 

30 allow to screen and select compounds which are able to enter the cell, this selection is 
not possible when using in vitro test systems. When compounds are needed to target 
mammalian cells, modification of the studied proteins can be different, changing the 
structure of corr sponding proteins. Moreover working with y ast might block certain 
compounds to enter the cell, which are nQrmally able to traverse the mammalian cell 

35 membran . Consequently, working with mammalian two-hybrid system for this purpose 
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will give already an immediate selection of the compounds that may enter mammalian 
cells. ( 

Alternative in vitro methods can be used to investigate protein - protein 
interactions. Protein interaction analysis in vitro can shed light on their role in the intact 
5 cell by providing valuable information on specificity, affinity, and structure-function 
relation ship. Significant process in this respect has become with the advent, in the last 
few years, of commercially available biosensor technology. This allows to study 
macromolecular interactions in real-time, providing a wealth of high-quality data that 
can be used for kinetic analysis, affinity measurements, competition studies, etc. A 

10 major advantage of biosensor analysis is that there is no requirement for labeling one 
of the interacting components and then separating bound from free molecules- a fact 
that simplifies experimental procedures and provides more accurate measurements. 
The principle of surface plasmon resonance (SPR) is based on the detection of a 
change of the refractive index of the medium when a compound or protein binds to an 

15 immobilised partner molecule. For the SPR technology, one needs to load one of the 
interacting partners to the chip surface, followed by the superfusion of the second 
binding partner or more molecules. The second partner can be available as purified 
product, but alternatively a complex suspension containing this partner can also be 
used. Interaction of two or more compounds can be analysed, alternatively, 

20 compounds can be identified interfering or increasing this binding affinity towards each 
other. 

SPR is not restricted to protein-protein interactions; any macromolecule with a 
suitable size will change the refractive index of the medium in contact with the 
biosensor surface and therefore give a signal. Studies have been done with protein- 

25 DNA interactions, as well as protein-lipid interactions. Moreover intact viruses, abd 
even cells, can also be injected over the biosensor surface, in order to analyse their 
binding to receptors, lectins, and so on. 

Alternatively, NMR is also an excellent tool for a detailed study of protein- 
protein or DNA-protein interactions. Isotope edited or isotope filtered experiments 

30 whereby one compound is isotopically labeled with 15N or 13C are an ideal way to 
study these complexes. This method does not allow high throughput analysis of 
compounds interfering or enhancing molecular interactions. Nevertheless, medium or 
low throughput systems can be used to confirm results obtained by the high throughout 
assays or in cases wher none of the binding partn rs are labeled. Oth r techniqu s 

35 which can be used to study interactions ar : overlay, ligand blotting, band-shift, co- 
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immuno-precipitation, size exclusion chromatography and microcalorimetry (In. "Protein 
trageting Protocols" Ed. Clegg R.A. Humana Press, Totowa, New Yersey). 

Compounds modulating pathways leading to apoptosis may change the activity 
of the polypeptide of the invention. Therefore screening tests may be setup looking for 
5 altered protein activity of the polypeptide of the invention. Based on the amino acid 
sequence a possible function of the polypeptide might be envisaged; activities can be 
confirmed and corresponding activity test can be started. 

Alternatively additional tests can be performed to test the influence of the 
compound onto protein stability, post-translational modification, precursor processing 
10 and protein translocation. All these aspects influence the concentration and/or activity 
of corresponding proteins and consequenly influence the effect of these onto the 
metabolism of the cell. Also here/ medium or low throughput systems can be used to 
confirm results obtained by the high throughout assays. 

In cases compounds need to be found to target tumor cells, screening assays 
15 will have to be used focused on the stimulation of the apoptotic pathway. This invention 
therefore also relates to in vitro and in vivo model systems comprising tumor tissue or 
cells expressing the polypeptides according to the invention which can be used to 
screen for therapeutic agents. In vivo modelsystems allow to test for compound 
efficacity but also the toxicity of these compounds can be tested. The compounds 
20 identified using any of the methods described in the invention not only include 
compounds which exert their effect in promoting cell death of yeast and fungi, but also 
include compounds which prevent or delay cell death. The latter compounds can be 
used to prevent or delay apoptosis of endogenic yeast or fungi in humans and other 
mammals which may be caused by pathogens or toxic environmental components, 
25 According to a preferred aspect of the invention, the yeast or fungi according to 

any of the methods described, are chosen from Saccharomyces cerevisiae, 
Schizosaccharomyces pombe, Candida albicans, or Aspergillus fumlgatus. 

The invention also relates to a compound identified using any of the methods of 
the invention. 

30 Compounds identifiable or identified using a method according to the invention, 

may advantageously be used as a medicament. The invention also relates to a method 
for treating diseases associated with yeast or fungi comprising admixing a compound 
obtainable by a m thod of the invention with a suitable pharmac utically acceptable 
carrier. 

35 Th compounds of the invention can be used for th preparation of a 

medicament to treat diseases or conditions associated with yeast and fungi infections, 
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for instance Candida spp., Aspergillus spp., Microsporum spp., Trichophyton spp., 
Fusarium spp., Zygomycetes spp., Botritis, spp. t Cladosporium spp., Malassezia spp., 
Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 
5 and Sporothrix schenckii infections. 

These compounds may also advantageously be included in a pharmaceutical 
composition together with a pharmaceutical^ acceptable carrier, diluent or excipient 
therefor. 

A medicament according to the invention not only relates to fungistatic 
10 compounds for treating humans or mammals but also relates to fungicides for treating 
plants. 

The invention also relates to genetically modified yeast or fungi in which 
modification results in the overexpression or underexpression of at least one of the 
nucleic acids or polypeptides of the invention, which overexpression or 

15 underexpression of said nucleic acid or polypeptide prevents or delays apoptosis of 
said genetically modified yeast or fungi. These genetically modified organisms may 
have a positive effect on the endogenic flora of humans and other mammals. The 
genetically modified yeast or fungi can be included in a pharmaceutical composition or 
can be used for the preparation of a medicament for prophylactic or therapeutic use. 

20 Also according to the invention is the use of a compound obtainable by a 

method of the invention for the preparation of a medicament for modifying the 
endogenic flora of humans and other mammals. 

According to another embodiment, the invention also relates to an isolated 
protein which is involved in a pathway for programmed cell death of yeast or fungi 

25 selected from: 

(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 
286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 
322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 
362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 

30 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 

436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482, or 484 or 
encoding a functional equivalent, derivative or bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably mor than 75% or 80% similar, more pr ferably mor than 85%, 90 or 

35 95%* similar and most pr ferably more than 90% similar to ariy of the amino acid 

sequ nces shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 
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306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 
346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376. 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452 
5 454, 476, 478, 480, 482, or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 75% or 80% identical, more preferably more than 85%, 90% 
or 95% identical and most preferably more than 97% identical to any of the amino 
acid sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 
10 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 

344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 
380, 382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 
418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 
452, 454, 476, 478, 480, 482, or 484; and, 
15 (d) a functional fragment of any of said proteins as defined in a) to c). 

According to the invention, the polypeptides as defined above may be used as 
a medicament. 

Also encompassed within the present invention are antibodies, monoclonal or 
polyclonal, capable of specifically binding to one or more epitopes of the proteins of the 

20 invention. The term "specific binding" implies that there is substantially no cross- 
reaction of the antibody with other proteins. 

The antibodies according to the invention may be produced according to 
techniques which are known to those skilled in the art. Monoclonal antibodies may be 
prepared using conventional hybridoma technology as described by Kohler and 

25 Milstein (1979). Polyclonal antibodies may also be prepared using conventional 
technology well known to those skilled in the art, and which comprises inoculating a 
host animal, such as a mouse, with a protein or epitope according to the invention and 
recovering the immune serum. The present invention also includes fragments of whole 
antibodies which maintain their binding activity, such as for example, Fv, Ffab 1 ) and 

30 F(ab') 2 fragments as well as single chain antibodies. 

Antibodies according to the invention may also be used In a method of 
detecting the presence of a polypeptide according to the invention, which method 
comprises reacting the antibody with a sample and identifying any protein bound to 
said antibody. A kit may also be provided for performing said method which comprises 

35 an antibody according to the inv ntion and means for reacting the antibody with said 
sample. 
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The antibodies according to the invention may be used as a medicament or 
may be comprised in a pharmaceutical composition. According to a more specific 
embodiment, the antibodies may be used in the preparation of a medicament for 
treating diseases associated with yeast and fungi such as, but not restricted to, 
5 Candida albicans, Aspergillus spp., Fusarium spp., Botritis, spp., Cladosporium spp. 

The invention also relates to a method of preventing infection with yeast or 
fungi, comprising administering a composition containing at least one polypeptide of 
the invention to a mammal in effective amount to stimulate the production of protective 
antibody or protective T-cell response. 
10 According to another embodiment, the invention relates to a genetically 

modified mammalian cell or non-human organism in which modification results in the 
overexpression or underexpression of at least one of the nucleic acids of the invention 
or a human homologue thereof or at least one of the polypeptides of the invention or a 
human homologue thereof, which overexpression or underexpression of said nucleic 
15 acid or polypeptide prevents or delays apoptosis of said genetically modified 
mammalian cell or in said genetically modified non-human organism. 

Human homologues according to the invention can be obtained by selective 
hybridisation of the yeast and Candida nucleic acid molecules of the invention against 
human genome or cDNA libraries according to methods well known in the art 
20 (Sambrook et al., 1989). Human polypeptide homologues are obtained from the 
corresponding human nudeic acid homologous nucleotide sequences. 

The invention also relates to a method for identifying compounds for stimulating 
or inhibiting apoptosis comprising the use of at least one of the nucleic acid sequences 
of the invention or a human homologue thereof and/or at least one of the polypeptides 
25 of the invention or a human homologue thereof and/or a genetically modified 
mammalian cell or non-human organism as described in the invention. 

The invention further relates to the compounds identifiable according to the 
above-described method and its use as a medicament. 

The invention further relates to a method for preparing a pharmaceutical 
30 composition for treating proliferative disorders or for preventing apoptosis in certain 
diseases comprising admixing a compound according to claim 40 or 41 with a suitable 
pharmaceutical^ acceptable carrier. 

The xpression "proliferative disorders" or "proliferative diseases" r fers to an 
abnormality within a patient or animal such as cancer. Normal c lis start to proliferate 
35 du to a change in the coding or non-coding sequenc of the DNA resulting in a 
swollen or distend d tissue. Mutation may arise without obvious cause. An abnormal 
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benign or malignant mass of tissue is formed that is not inflammatory. Cells of pre- 
existed tissue start to divide unexpectedly and resulting cell mass possesses no 
physiologic function. 

The expression "apoptosis" or "apoptosis-related diseases" includes diseases 
5 such as autoimmunity diseases, ischemia, diseases related with viral infections or 
neurodegenerations. 

The invention also relates to the use of compounds obtainable by the above 
described methods for the preparation of a medicament for treating proliferative 
disorders or for preventing apoptosis in certain disorders. 
10 According to another embodiment, the invention relates to the use of a nucleic 

acid molecule or a polypeptide described in the invention or human homologues 
thereof for treating proliferative disorders or for the prevention of apoptosis in certain 
diseases. 

The invention also relates to a pharmaceutical composition for use as a 
15 medicament for treating proliferative disorders or for the prevention of apoptosis in 
certain diseases comprising a nucleic acid molecule of the invention or a human 
homologue thereof or a polypeptide of the invention or a human homologue thereof 
together with a pharmaceutical^ acceptable carrier diluent or excipient therefor. 

The invention also relates to a vaccine for immunizing mammals against 
20 proliferative disorders or for preventing apoptosis in certain diseases comprising least 
one nucleic acid molecule of the invention or a human homologue thereof or at least 
one polypeptide of the invention or a human analogue thereof in a pharmaceutical^ 
acceptable carrier. 

The invention also relates to the use of an antibody of the invention capable of 
25 binding to at least one of the polypeptides of the invention or a human homologue 
thereof for the preparation of a medicament for treating proliferative disorders or for the 
prevention of apoptosis in certain diseases. 

According to yet another embodiment, the invention relates to an expression 
vector comprising a human homologue of a nucleic acid sequence of the invention. 
30 Said expression vector may comprise an inducible promoter and may further comprise 
a sequence encoding a reporter molecule. 

The invention also relates to a host cell transformed, transfected or infected with 
any of th abov described vectors. 

According to another mbodiment the invention r lates to a nucleic acid 
35 molecule comprising a human homologue of at least on of th nucl ic acid sequences 
described in th invention. 
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The invention also relates to an antisense molecule comprising a nucleic acid 
sequence capable of selectively hybridising to a nucleic acid molecule which is a 
human analogue of the invention. 
5 The invention also relates to a polypeptide encoded by the nucleic acid 

molecule comprising said human homologues of the nucleic acids described in the 
invention. 

The invention, now being generally described, may be more clearly understood 
by reference to the following examples, which are included merely for purposes of 
10 illustration of certain aspects and embodiments of the present invention and are not 
v intended to limit the invention. The contents of all references referred to in this text are 
hereby incorporated by reference. 



1 
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FIGURE AND TABLE LEGENDS 
Rqur L Saccharomyces cerevisiae sequences based on information obtained from 

the Saccharomyces Genome Database (SGD) (SEQ ID Nos 1 to 284) 
Figure 2. Candida albicans sequences (SEQ ID Nos 285 to 456). 
Figure 3. Yeast genome macroarray containing a total of 6144 gene ORFs spotted 
on 2 nylon membrane filters. The filters are cut in the upper right comer for 
orientation and the DNA is on the labelled side of the filter. Each filter 
contains 2 fields and each field is divided into 8 grids, organised in 24 rows 
and 8 columns. 

The spots represent the genome wide expression profile without (A) and 
with (B) Sax modulated expression (Example 2). 
Figure 4. Results from a second experiment analogous and analysed as described in 
the examples section (Example 3). 

15 Table 1. Genes modulated by Sax expression in S. cerevisiae. This list includes all 
the genes for which mRNA levels changed more than fivefold in a first 
experiment (see Example 2). The factor by which the transcript level was 
affected, is expressed as the Qt value. A Qt value higher than 1 
indicates upregulation while a Qt value lower than 1 indicates a 

20 downregulation.For instance, a Qt of 0.5 indicates a two-fold lower 

transcript level of a particular mRNA due to Bax expression in S. 
cerevisiae. Upregulation or downregulation of a specific mRNA is stated 
when Qt had a value of at least five or at most 0,21 , respectively. 

25 Table 2. Genes modulated by Bax expression in S. cerevisiae. This list 
includes all the genes for which mRNA levels changed significantly in 
a second experiment (see Example 3). In this experiment, the Qt 
values were calculated using the Pathways Software (Research 
Genetics). 
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EXAMPLES 

Exampl 1. Differential g n xpr sslon analysis upon Bax-induced cell death 
Materials and media 

Bacterial strain Escherichia co//MC1061 (Casadaban and Cohen, 1980) was 
5 used for the construction and the amplification of plasmids. Yeast strains were grown 
under normal conditions on standard media (Sherman et a!., 1979). The 
Saccharomyces cereviseae strain INVSd (Invitrogen®) was transformed by means of 
the lithium acetate method (Schiestl and Gietz, 1989) with YIpUTyL or.YlpUTYLMuBax, 
after linearisation in the Ty 8 element (Zhu, 1986). 

10 

Cloning of mouse BAX cDNA 

Mouse Bax cDNA, encoding the mouse Bax-a protein, was cloned by Pfu DNA 
polymerase (Stratagene®) chain reaction amplification (PCR) from an EL4/13.18 
thymoma cDNA library (BCCM™/LMBP-LIB15) by making use of the primers: 
15 5'-ATGGACGGGTCCGGGAGCAG-3' and 

5'-TCAGCCCATCTTCTTCCAGATGGTGAG-3'. 

The resulting PCR product was cloned in a H/ncll-openend pUC19 according to 
standard procedures (Sambrook J. et a/., 1 989). 

20 Plasmld constructions 

The 2u ori and the URA3 marker gene were removed from pUT332 (Gatignol et 
al., 1990) by successive digestions with C/al and Bgh\. A BamHI-H/ndlll GAL1 
promoter fragment was ligated into the Bg/H-Mndlll-opened plasmid..A Xba\-Fsp\ FLP 
terminator fragment was inserted into this Xbal-W/ndlll(blunted)-opened plasmid so that 
25 the plasmid YIpUT was obtained. Insertion of a blunted EcoRI-BsaAl Ty 8 element in 
the Kjw>Ma/ll-opened and blunted YIpUT resulted in the plasmid YIpUTy. Subsequent 
insertion of the LEU2 marker gene, as a blunted BsaM-BsiG\ fragment, in the BamHI- 
openend and blunted YIpUTy resulted in the plasmid YIpUTyL. 

Mouse Bax cDNA was excised from pUC19 by digestion with Xbal and H/ndlll 
30 and subcloned into the Xbal-Mndlll-opened plasmid YIpUTyL, obtaining the final 
expression plasmid YIpUTyLMuBax. 

The plasmid YIpUTyLMuBax has been deposited in the BCCM™/LMBP culture 
collection as p5CTyGALmBax with accession number 3871 under restricted us . 
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GeneFilters 

The Yeast GeneFilters™ were purchased from Research Genetics Inc. 
(Huntsville, AL. USA). 

The Yeast GeneFilters™ are hybridization ready nylon membranes containing a 
5 total of 6144 gene ORFs (Open Reading Frames) individually amplified by PCR and 
spotted on 2 nylon membrane filters (Filter I and II). The filters are cut in the upper right 
corner and the DNA is on the labeled side of the filter. 

Filter I contains 3072 ORFs organized into two fields (fields 1 and 2). Each field 
contains 1536 ORFs divided into 8 grids (A, B, C, D. E, F. G and H). The grids are 
10 organized in 24 rows and 8 columns. 

Filter II contains 3072 ORFs organized in two fields (field 3 and 4). Fields 3 and 
4 are organized in the same way as fields 1 and 2. 

The Yeast ORF target 

15 The yeast filters consist of over 6000 PCR products corresponding to 6144 

yeast ORFs derived from the SGD. The PCR reactions used ORF specific primer pairs 
designed to amplify the entire open reading frame. The primers were generated from 
unique sequences containing the start codon ATG and termination codon (kindly 
provided by M. Cherry at Stanford Genome Center). Thus the PCR product contains 

20 the complete open reading frame including the start and stop codons. These products 
were purified and resuspended at 50 nanograms per microliter in a colored solution to 
allow the printing to be monitored. A robotic device was used to spot approximately 
1/10 of a microliter of the denatured PCR product solution on a positively charged 
nylon membrane. The DNA was then UV cross-linked to the membrane. ^ 

25 

Results 

Induction of Bax-expresslon In yeast cells 

S. cerevsiae cells (strain INVSd) were transformed with the expression 
30 plasmid YIpUTyLMuBax or the parental plasmid YIpUTyL as a negative control. 
Alternative yeast strains (such as W303-1A (Thomas and Rothstein, 1989)) with 
equivalent properties are known in the art and can also be used. 

Th Ty 6 lement of both plasmids allowed a stable multi-copy integration in the 
g nome of the yeast cell. Southern analysis of the cells containing YIpUTyLMuBax 
35 revealed the integration of 5 GAL1 -controlled Bax-cassettes near Ty lem nts. 
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The yeast cells containing YIpUTyLMuBax and the yeast cells containing 
YIpUTyL were grown overnight in in 10 ml minimal glucose-containing medium. The 
precultures were then further diluted to an ODeoo of 0,2 in 100 ml minimal glucose- 
containing medium and grown until an ODeoo of 1 was reached. Subsequently, the 
5 yeast cells containing YIpUTyL were washed and a dilution thereof was transferred into 
100 ml galactose-containing medium and incubated for 15 hours. After this additional 
period the cultures reached an ODeoo of 1. The yeast cells containing YipUTyLMuBax 
were also washed and transferred into 100 ml galactose-containing medium and 
incubated for 1 5 hours. 

10 

RNA isolation 

Total RNA was isolated using RNApure™ Reagent (Genhunter Corporation 
Nashville, TN, USA) according to the GenHunter protocol. 1.5 10 9 cells were 

15 concentrated in a microcentrifuge tube and 1ml RNApure™ Reagent was added 
together with 1 g of glass pearls. The yeast cells were broken by thorough mixing 
during five 2-minutes periods, and placed on ice in-between to avoid RNA digestion. 
Chloroform (150 pi) was added to the lysate and centrifuged for 10 min at 4°C and at 
15000 rpm. The supernatant was transferred to a new tube and the RNA was 

20 precipitated with an equal volume of isopropanol. After 10 min incubation on ice, the 
RNA was pelleted by centrifugation and the pellet was washed with 70% ice-cold 
ethanol. The dried RNA pellet was resuspended in 50 pi RNAse free dH 2 0. 

First strand cDNA synthesis in the presence of a-^P dCTP 

25 Probes with high specific activity were prepared by first strand cDNA synthesis 

using total RNA isolated from INVSd YIpUTyLMuBax or INVSd YIpUTyL yeast cells 
and incorporation of a-**P dCTP as follows: 2 pi (1 pg/ml) of Oligo dT was added to 20 
pg of total RNA in a maximal volume of 8 pi RNase-free dH 2 0 and incubated at 70 Q C 
for 10 min. After cooling down on ice for 1 min, the following components were added: 

30 6 pi 5x concentrated First Strand Buffer (GIBCO-BRL) 

1 pi 0,1 M DTT 

1 pi RNase Block (40 units/pl) (Stratagene) 
1 ,5 pi 20 mM dXTP-solution (X = A, G and T) (Pharmacia) 
1 ,5 pi Superscript™ Revers Transcriptase (200 units/pl) (GIBCO-BRL) 
35 1 0 pi a-^P dCTP (1 OmCi/ml, 3000 Ci/mmol) (Amersham) 
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and incubated f r 2 h at 37°C during which first strand cDNA synthesis took 

place. 

Unincorporated label was separated from the probe on a Sephadex G-50 column 
(Pharmacia). The radioactivity incorporated in the probe was measured by liquid 
5 scintillation. The specific activity of the probes was 3 or 5 10 8 cpm/pg for both the 
INVSd YIpUTyL and the INVSd YIpUTyLMuBax probe. 

Additionally, the length of first strand cDNA probes was controlled on an 
alkaline 2% agarose gel using standard electrophoresis techniques, and resulted in the 
detection, via stimulated phosphorescence autoradiography, of the tiulk of the 
1 0 fragments around 500 bp. 

Hybridisation with the S. cerevislae Yeast GeneFilters™ and signal detection 

* 

The Yeast GeneFilters™ were successively hybridised with the a- M P dCTP 
15 labelled cDNA probes using the MicroHyb™ solution provided by the manufacturer 
(Research Genetics Inc., Huntsville, AL, USA). This solution was applied as well in the 
prehybridisation step as during hybridisation. The MicroHyb solution contains 
formamide to allow hybridisation to occur at lower temperatures. 

The hybridisation experiment was performed essentially as follows: during 

20 prehybridisation, the Yeast GeneFilters™ were placed in a hybridisation flask (35x250 
mm) filled with 5 or 10 ml MicroHyb™ solution (42°C) containing 5 pi polydA (0,5 or 1 
pg/ml) and incubated for 24 hours at 42»C whilst rotating (10 rpm). After disposal of the 
prehybridisation solution, the denatured (3 min at 100°C) cDNA was added in 5 ml 
prewarmed MicroHyb solution and again incubated overnight at 42"C whilst rotating. 

25 Following two wash steps of 20 min in wash buffer (2x SSC, 1 % SDS) at 50°C, a third 
wash step was performed in a second wash buffer (0.5x SSC, 1% SDS) for an 
additional 15 min at room temperature. The Yeast GeneFilters™ were placed in a 
Phosphorlmager™ cassette with storage phosphorscreen. After 4 days of development 
the screen was developed and scanned using the Phosphorlmager™ 455 SI from 

30 Molecular Dynamics. The results of these can be seen in Figure 3. 

In-between the hybridisation experiments, the filters were stripped off by 
incubation in 500 ml of a 0,5% SDS solution (prewarmed to near boiling temperature) 
during at least 1 hour at room temperature. 



35 



Example 2 . Quantification of Hybridisation Signals 
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Quantification of the hybridisation signals was done using the ImageQuant™ 
4.1 software toot from Molecular Dynamics (Sunnyvale, CA). The quantification was 
performed per grid of the Yeast GeneFilters™, and by drawing a roster of 24 columns 
and 8 rows onto each grid of each filter. As such, each rectangle of the roster 
5 corresponds to a spot on the Yeast GeneFilters™. Subsequently, from each grid a 
volume-report (quantification) was drawn up and the data were transferred to a 
Microsoft™ Excel sheet. Also for each grid a correction factor was calculated. Signals 
neighboring big and dark spots were separately quantified. For each grid, a 
background level was calculated. 

10 

Statistical processing off quantification results 

The statistical processing of the results was accomplished in Microsoft™ Excel. 
For each grid, the following statistical functions were separately defined: 

1. The frequency of occurrence of the values in a precisely defined intensity 
1 5 range(data range), established between 1 000 and 61 000, split up in intervals of 5000. 

2. The frequency in terms of percentage. 

3. The cumulated frequency in terms of percentage. 

These numeric values were used for the graphical display of the cumulated 
frequency in terms of percentage. 
20 Subsequently, the results of the two experiments (hybridization with cDNA from 

YIpUTyL containing INVSd cells and hybridization with cDNA from YIpUTyLMuBax 
containing INVSd cells) were integrated by determination of a second range of 
statistical functions: 

1 . The average of the values of the two experiments for each spot on the filter. 
25 2. The standard deviation on this average. This is a measure for the 

distribution of the values around this average. 
3. The standard deviation in terms of percentage. 

The quotient of the values of the second experiment (Bax expression) against 
the values from the first experiment (control) was determined. This immediately ave the 
30 factor by which the expression of a specific gene is changed upon Bax induction. 

In order to process all these data and to be able to discriminate between 
differences in gene expression, a gene showing a standard deviation in terms of 
percentage of at least 90% and a difference of a factor 5 in expression as a result of 
Bax induction, was identified as a differentially expressed candidat gene. (Table 1). 
35 Requantification of these candidates confirmed th ir selection. 
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When the expression patt rn of all 6144 gen s is compared in the two 
experiments, it could be concluded that the expression profile f 142 genes (this is 2,3 
%) has been changed with at least of factor 5. An overview of these genes as well as 
the factors with which they are up- or down-regulated is shown in Table 1. The 
5 sequences of these genes and the amino acid sequences which they encode are 
shown in Figure 1. 

Example 3 . Quantification of Hybridisation Signals using the Pathways™ 
software 

10 Quantification of the hybridisation signals was done using the Pathways ™ 

Software (Research Genetics) and these signals were normalised against all data 
points. Comparison of these normalised data revealed differentially expressed 
candidate genes. Visual inspection of the hybridisation spots confirmed their selection. 
An overview of these genes as well as the factors with which they are up- or down- 

1 5 regulated is shown in Table 2. 

Surprisingly, using this Software package for analysing the results in this 
example and when compared to the results of example 2, some additional genes were 
found which expression are up-or down-regulated upon Bax expression in S. 
cerevisiae. 

20 The sequences of up- and down regulated genes and the corresponding amino 

acid sequences from Examples 2 and 3 are shown in Figure 1 . 

Example 4 Search for homologues in Candida albicans 

Sequence similarity searches against public and commercial sequence 

25 databases were performed with the BLAST software package (Altschul et al. t 1990) 
version 2. Both the original nucleotide sequence and the six-frame conceptual 
translations were used as query sequences. The used public databases were the 
EMBL nucleotide sequence database (Stoesser et a/., 1 998), the SWISS-PROT protein 
sequence database and its supplement TrEMBL (Bairoch and Apweiler, 1998), and the 

30 ALCES Candida albicans sequence database (Stanford University, University of 
Minesota). The commercial sequence database used was the PathoSeq™ microbial 
genomic database (Incyte Pharmaceuticals Inc., Palo Alto, CA, USA). 

Sequence similarity search s were performed using the BLAST software 
package version 2. The identity b tween 2 sequences was calculated as p rcentage 

35 identical residues, the similarity percentage between two sequences was calculated 
using BLOSUM62 as a scoring matrix. 
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Example 5 . Screening f r c mpounds modulating expression of polypeptides 
involved In induction of cell death of C. albicans 

The method proposed is based on observations (Sandbaken ef a/., 1990; 
5 Hinnebusch and Uebman 1991; Ribogene PCT WO 95/11969, 1995) suggesting that 
underexpression or overexpression of any component of a process (e.g. translation) 
could lead to altered sensitivity to an inhibitor of a relevant step in that process. Such 
an inhibitor should be more potent against a cell limited by a deficiency in the 
macromolecule catalyzing that step and/or less potent macromolecule, as compared to 
10 the wild type (WT) cell. 

Mutant yeast strains, for example, have shown that some steps of translation 
are sensitive to the stoichiometry of macromolecules involved. (Sandbaken et a/., 
1990). Such strains are more sensitive to compounds which specifically perturb 
translation (by acting on a component that participates in translation) but are equally 
1 5 sensitive to compounds with other mechanisms of action. 

This method thus not only provides a means to identify whether a test 
compound perturbs a certain process but also an indication of the site at which it exerts 
its effect. The component which is present in altered form or amount in a cell whose 
growth is affected by a test compound is potentially the site of action of the test 
20 compound. 

The assay to be set up involves measurement of growth or death rate of an 
isogenic strain which has been modified Only in a certain specific allele, relative to a 
wild type (WT) Candida albicans strain, in the presence of R-compounds. Strains can 
be ones in which the expression of a specific protein is impaired upon induction of anti- 
25 sense or strains which carry disruptions in an essential gene. An in silico approach to 
find novel genes in Candida albicans will be performed. A number of essential genes 
identified in this way will be disrupted (in one allele) and the resulting strains can be 
used for comparative growth and/or death rate screening. 

30 Example 6. Assay for High Throughput screening for drugs 

35 pi minimal medium (S medium + 2% galactose + 2% maltose) is transferred 
in a transparent flat-bottomed 96 well plate (MW96) using an automated pipetting 
system (Multidrop, Labsystems). A 96-channel pipettor (Hydra, Robbins Scientific) 
transfers 2.5 pi of R-compound at 10* 3 M in DMSO from a stock plat into the assay 
35 plate. 
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The selected Candida albicans strains (mutant and parent (CAI-4) strain) are 
stored as glycerol stocks (15%) at -70°C. The strains are streaked out on selective 
plates (SD medium) and incubated for two days at 30°C. For the parent strain, CAI-4, 
the medium is always supplemented with 20 pg/ml uridine. A single colony is scooped 
5 up and resuspended in 1 ml minimal medium (S medium + 2% galactose + 2% 
maltose). Cells are incubated at 30°C for 8 hours while shaking at 250 rpm. A 10 ml 
culture is inoculated at 250.000 cells/ml. Cultures are incubated at 30°C for 24 hours 
while shaking at 250 rpm. Cells are counted in Coulter counter and the final culture (S 
medium + 2% galactose + 2% maltose) is inoculated at 20.000 to 50.000 cells/ml. 
10 Cultures are grown at 30°C while shaking at 250 rpm until a final OD&Q of 0.24 (+/• 
0.04) is reached. 

200 pi of this yeast suspension is added to all wells of MW96 plates containing 
R-compounds in a 450 pi total volume. MW96 plates are incubated (static) at 30°C for 
48 hours. 

1 5 Optical densities are measured after 48 hours. 

Test growth is expressed as a percentage of positive control growth for both 
mutant (x) and wild type (y) strains. The ratio (x/y) of these derived variables is 
calculated. 
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Tabl 1. 



ABC 

Unr 


Ut 


• 

Sequence ID Number 


YAR061W 


7.80 


SEQ ID NO 1 


YAR073W 


11.19 


SEQID NO 3 


YBL048W 


5.07 


SEQ ID NO 5 


YBL051C 


5.22 


SEQ ID NO 7 


\/ni 

YBL066C 


6.04 


SEQ ID NO 9 


YBL078C 


6.94 


SEQ ID NO 11 


YBR072W 


26.56 


SEQ ID NO 13 


YBR073W 


5.46 


SEQ ID NO 15 


YBR086C 


7.14 


SEQ ID NO 17 


YBR093C 


11.05 


SEQID NO 19 


YBR181C 


0.15 


SEQ ID NO 21 


YCL007C 


20.99 


SEQID NO 23 


YCL016C 


23767.57 , 


SEQ ID NO 25 


YCR052W 


10.51 


SEQ ID NO 27 


YCR064C 


14.91 


SEQ ID NO 29 


YCR073WA 


5.92 


SEQ ID NO 31 


YDL010W 


5.31 


SEQ ID NO 33 


YDL036C 


5.34 


SEQ ID NO 35 


YDL083C 


0.16 


SEQ ID NO 37 


YDL125C 


6.80 


SEQ ID NO 39 


YDL133CA 


0.21 


SEQ ID NO 41 


YDL136W 


0.20 


SEQ ID NO 43 


YDL167C 


6.37 


SEQ ID NO 45 


YDL184C 


0.21 


SEQ ID NO 47 


YDL191W 


0.17 


SEQ ID NO 49 


YDR103W 


6.26 


SEQ ID NO 51 


YDR238C 


5.75 


SEQ ID NO 53 


YDR259C 


9.68 


SEQ ID NO 55 


YDR294C 


8.38 


SEQ ID NO 57 


YDR430C 


5.66 


SEQ ID NO 59 


YDR438W 


6.47 


SEQ ID NO 61 


YDR450W 


0.16 


SEQ ID NO 63 


YDR471W 


0.11 


SEQ ID NO 65 


YDR486C 


5.27 


SEQ ID NO 67 


YDR499W 


6.14 


SEQ ID NO 69 


YDR507C 


6.34 


SEQ ID NO 71 


YDR515W 


5.42 


SEQ ID NO 73 


YDR518W 


6.15 


SEQ ID NO 75 


YDR51 9W 


5.57 


SEQ ID NO 77 


YER102W 


0.19 


SEQ ID NO 79 


VCDH COP 

Yt HI 53C 


5.63 


SEQ ID NO 83 


YFL014W 


41.08 


SEQ ID NO 85 


YFL015C 


5.62 


SEQ ID NO 87 


YFR022W 


9.44 


SEQ ID NO 89 


YGL011C 


6.14 


SEQ ID NO 91 


YGL031C 


0.11 


SEQ ID NO 93 


YGL032C 


0.14 


SEQ ID NO 95 


YGL043W 


10.74 


SEQ ID NO 97 


YGL102C 


0.15 


SEQ ID NO 99 


YGL103W 


0.17 


SEQ ID NO 101 


YGL130W 


8.35 


SEQ.JDW0..1JQ3 



< 
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YGL147C 


0.08 


YGL213C 


6.02 


YGL235W 


6.23 


YGL260W 


6.61 


YGR085C 


0.16 


YGR118W 


0.17 


YGR142W 


8.91 


YGR236C 


12.72 


YGR277C 


6.27 


YGR284C 


5.95 


YGR285C 


5.84 


YHR010W 


0.20 


YHR021C 


0.16 


YHR141C 


0.10 


YHR217C 


7.6 


YIL112W 


11.15 


YIL115C 


7.67 


YIL148W 


0.13 


YIL150C 


6.83 


YIL167W 


6.66 


YJL034W 


11.61 


YJL035C 


14.48 


YJL070C 


5.29 


YJL078C 


5.16 


YJL179W 


0.19 


YJL180C 


0.14 


YJL181W 


0.21 


YJL187C 


0.17 


YJL188C 


0.1 


YJL189W 


0.08 


YJL190C 


0.09 


YJL197W 


0.13 


YJL198W 


0.2 


YJR049C 


0.17 


YKR094C 


0.14 


YLR040C 


10.13 


YLR048W 


8.55 


YLR088W 


6.09 


YLR159W 


0.18 


YLR167W 


0.06 


YLR232W 


7.4 


YLR233C 


7.63 


YLR234W 


5.68 


YLR238W 


6.74 


YLR241W 


6.48 


YLR321C 


12.17 


YLR322W 


5.54 


YLR325C 


0.06 


YLR344W 


0.12 


YLR367W 


0.19 


YLR393W 


7.05 


YLR423C 


8.61 


YML026C 


0.11 


YML063W 


0.16 
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SEQ 10 NO 105 
SEQ ID NO 107 
SEQ ID N0 109 
SEQ ID NO 111 
SEQ ID NO 113 
SEQ ID NO 115 
SEQ ID NO 117 
SEQ ID NO 119 
SEQ ID NO 121 
SEQ ID NO 123 
SEQ ID NO 125 
SEQ ID NO 127 
SEQ ID NO 129 
SEQ ID NO 131 
SEQ ID NO 133 
SEQ ID NO 135 
SEQ ID NO 137 
SEQ ID NO 139 
SEQ ID NO 141 
SEQ ID NO 143 
SEQ ID N0 145 
SEQ ID NO 147 
SEQ ID NO 149 
SEQ ID NO 151 
SEQ ID NO 153 
SEQ ID N0 155 
SEQ ID N0 157 
SEQ ID NO 159 
SEQ ID N0 161 
SEQ ID N0 163 
SEQ ID NO 165 
SEQ ID NO 167 
SEQ ID NO 169 
SEQ ID NO 171 
SEQ ID NO 173 
SEQ ID NO 175 
SEQ ID N0 177 
SEQ ID NO 179 
SEQ ID NO 181 
SEQ ID NO 183 
SEQ ID NO 185 
SEQ ID NO 187 
SEQ ID NO 189 
SEQ ID NO 191 
SEQ ID NO 193 
SEQ ID NO 195 
SEQ ID NO 197 
SEQ ID NO 199 
SEQ ID NO 201 
SEQ ID NO 203 
SEQ ID NO 205 
SEQ ID NO 207 
SEQ ID NO 209 
SEQ ID NO 211 
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YML128C 


5.1 


SEQ ID NO 213 


YML130C 


5.41 


SEQ ID NO 215 


YMR022W 


6.45 


SEQ ID NO 217 


YMR118C 


5.13 


SEQ ID NO 219 


YMR143W 


0.08 


SEQ ID NO 221 


YMR174C 


6.75 


SEQ ID NO 223 


YMR191W 


9.56 


SEQ ID NO 225 


YMR230W 


0.13 


SEQ ID NO 227 


YNL054W 


5.19 


SEQ ID NO 229 


YNL067W 


0.12 


SEQ ID NO 231 


YNL075W 


0.16 


SEQ ID NO 233 


YNL096C 


0.14 


SEQ ID NO 235 


YNL162W 


0.07 


SEQ ID NO 237 


YNL178W 


0.11 


SEQ ID NO 239 


YNL182C 


0.18 


SEQ ID NO 241 


YNL190W 


0.07 


SEQ ID NO 243 


YNL208W 


5.87 


SEQ ID NO 245 


YNL210W 


0.02 


SEQ ID NO 247 


YOL031C 


5.32 


SEQ ID NO 249 


YOL048C 


14.34 


SEQ ID NO 251 


YOR010C 


7.27 


SEQ ID NO 253 


YOR019W 


5.19 


SEQ ID NO 255 


YOR027W 


6.03 


SEQ ID NO 257 


YOR031W 


5.35 


SEQ ID NO 259 


YOR096W 


0.12 


SEQ ID NO 261 


YOR248W 


0.18 


SEQ ID NO 263 


YOR293W 


0.11 


SEQ ID NO 265 


YOR312C 


0.12 


SEQ ID NO 267 


YOR369C 


0.21 


SEQ ID NO 269 


YPL047W 


5.09 


SEQ ID NO 271 j 


YPL090C 


0.1 


SEQ ID NO 273 


YPL137C 


10.41 


SEQ ID NO 275 


YPL159C 


5.61 


SEQ ID NO 277 


YPL175W 


5.95 


SEQ ID NO 279 


YPL180W 


7.68 


SEQ ID NO 281 


YPL218W 


6.26 


SEQ ID NO 283 


YPR102C 


0.17 


SEQ ID NO 285 
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ORF 


Qt 


Sequence ID Number 


YGR236C 


7.25 


SEQ ID NO 1 1 Q 


YDR442W 


0.049 


SEO ID NO 459 


YGR182C 


0.602 


SEO ID NO 467 


YGR106C 


0.478 


SEO ID NO 465 


YKR040C 


2.23 


SEO ID NO 471 


YJL188C 


0.075 


SEO ID NO 161 


YOR096W 


0.067 


SEO ID NO 961 


YOR293W 


0.1 07 / 


SEO ID NO 965 

vJUU IL/ IMW CUJ 


YOR450W 


0.056 


SFO ID NO 655 

wuVdl 1 L/ Vi\J DO 


YML026C 


0.051 


SPO in no ono 


YHR021C 


0.114 


SEO ID MO 190 


YLR167W 


0.033 


SEO in NO 1 A3 


YGL147C 


0 061 


OCU IU INU IUO 


YGR085C 


0 107 


qph in mo yffto 


YOR312C 


0 OM 

UiUUu 


OCU IU INU dOf 


YOL127W 


0 101 


QPO in MO il"70 
OtU IU INU «f ro 


YHR010W 


0.077 


SEQIDNO 127 


YDR471W 


0.046 


SEQ ID NO 65 


YDL191W 


0.128 


SEQIDNO 49 


YDL136W 


0.125 


SEQ ID NO 43 


YLR325C 


0.061 


SEQ ID NO 199 


YJL189W 


0.07 


SEQ ID NO 163 


YIL148W 


0.145 


SEQ ID NO 139 


YHR141C 


0.069 


SEQ ID NO 131 


YBL003C 


0.119 


SEQ ID NO 457 


YDR529C 


0.352 


SEQ ID NO 461 


YGR183C 


0.781 


SEQ ID NO 469 
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CLAIMS 

1 . Use of a nucleic acid molecule encoding a polypeptide which is involved 
in a pathway eventually leading to programmed cell death of yeast or fungi and which 
5 nucleic acid sequence is selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as 
represented in any of SEQ ID NOs 2, 4, 6, 8. 10. 12, 14, 16, 18, 20, 22, 24, 
26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52, 54, 56, 58, 60, 62, 64,. 
66. 68, 70. 72, 74, 76, 78, 80, 82. 84, 86, 88. 90, 92, 94. 96, 98, 100, 102. 

10 104, 106, 108, 110, 112, 114, 116, 118. 120, 122, 124, 126, 128, 130, 132, 

134, 136, 138, 140, 142, 144, 146. 148. 150, 152, 154, 156, 158, 160, 162, 
164, 166, 168, 170, 172, 174, 176, 178, 180, 182, 184, 186, 188, 190, 192, 
194, 196, 198, 200, 202, 204, 206, 208, 210. 212, 214, 216, 218, 220, 222, 
224, 226, 228, 230, 232, 234, 236, 238, 240, 242. 244, 246, 248, 250, 252, 

15 254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 282, 

284, 286, 288, 290, 292, 294, 296, 298. 300, 302. 304, 306, 308, 310, 312, 
314, 316, 318, 320, 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 
374, 376, 378, 380, 382, 384, 386, 388, 390, 392, 394, 396, 398, 400, 402, 

20 404, 406, 408, 41 0, 41 2, 41 4, 41 6, 41 8, 420, 422, 424, 426, 428, 430, 432, 

434, 436, 438, 440, 442, 444, 446. 448. 450. 452, 454, 456, 458. 460, 462, 
464, 466, 468, 470, 472, 474, 476, 478, 480, 482, or 484, or encoding a 
functional equivalent, derivative or bioprecursor of said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence 
25 which is more than 70% similar, preferably more than 80% similar, more 

preferably more than 90% similar and most preferably more than 97% 
similar to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 
10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 
50, 52, 54, 56, 58, 60, 62, 64, 66, 68, 70, 72, 74. 76, 78, 80, 82, 84, 86. 88, 

30 90, 92, 94, 96, 98, 100, 102, 104, 106. 108. 110, 112, 114, 116, 118, 120, 

122, 124, 126, 128, 130, 132, 134, 136. 138, 140, 142, 144, 146, 148, 150, 
152, 154, 156, 158, 160, 162, 164, 166. 168, 170. 172, 174, 176, 178, 180, 
182, 184, 186, 188, 190, 192, 194. 196. 198. 200, 202, 204, 206, 208, 210, 
212, 214, 216, 218, 220, 222, 224, 226, 228. 230. 232, 234, 236, 238, 240, 

35 - 242, 244, 246, 248, 250, 252, 254, 256. 258. 260, 262, 264, 266, 268, 270, 

272, 274, 276, 278, 280, 282, 284, 286. 288. 290, 292, 294, 296, 298, 300, 
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302, 304, 306. 308, 310, 312, 314. 316. 318. 320. 322, 324, 326, 328. 330. 
332. 334, 336, 338. 340. 342, 344. 346, 348, 350, 352, 354, 356. 358. 360. 
362, 364. 366. 368. 370. 372, 374, 376. 378. 380, 382, 384, 386. 388. 390, 
392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 420, 
5 422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446. 448, 450, 

452, 454, 456. 458. 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 480, 
482, or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% identical, preferably more than 80% identical, more 

10 preferably more than 90% identical and most preferably more than 97% 

identical to any of the amino acid sequences shown in SEQ ID NOs 2, 4, 6, 
8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 32, 34, 36, 38. 40. 42, 44, 46, 
48, 50, 52, 54, 56, 58, 60, 62, 64, 66. 68. 70. 72, 74. 76, 78, 80, 82, 84, 86, 
88, 90, 92, 94, 96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116, 118, 

15 120, 122, 124, 126, 128, 130, 132, 134, 136, 138. 140. 142, 144, 146, 148, 

150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 176. 178. 
180, 182, 184, 186, 188, 190, 192, 194, 196, 198, 200, 202, 204. 206, 208, 
210, 212, 214, 216, 218, 220, 222, 224, 226, 228, 230, 232, 234, 236, 238, 
240, 242, 244, 246, 248, 250, 252, 254, 256, 258, 260, 262, 264, 266, 268, 

20 270, 272, 274, 276, 278, 280. 282. 284, 286, 288. 290. 292. 294. 296. 298. 

1 300, 302, 304, 306, 308, 310. 312, 314, 316, 318, 320, 322, 324. 326, 328. 

330, 332. 334, 336, 338, 340, 342, 344, 346, 348, 350, 352, 354, 356, 358, 
360, 362, 364, 366, 368, 370, 372, 374, 376, 378, 380, 382, 384, 386, 388, 
390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 416, 418, 

25 420, 422, 424, 426, 428. 430. 432, 434, 436, 438, 440, 442, 444, 446, 448, 

450, 452, 454, 456, 458, 460, 462, 464, 466, 468, 470, 472, 474, 476, 478, 
480, 482, or 484; 

(d) a nucleic acid molecule comprising a sequence as represented in any of 
SEQ ID NOs 1, 3, 5. 7, 9. 11. 13, 15. 17. 19. 21. 23. 25, 27, 29. 31. 33, 35, 

30 37, 39, 41 . 43. 45, 47, 49, 51 . 53, 55. 57, 59, 61 , 63, 65, 67, 69, 71 , 73, 75, 

77, 79, 81, 83. 85. 87. 89, 91. 93, 95. 97. 99, 101. 103. 105, 107, 109, 111, 
113, 115, 117, 119, 121, 123, 125, 127, 129, 131, 133, 135, 137, 139, 141, 
143, 145, 147, 149, 151, 153, 155, 157, 159, 161, 163, 165, 167, 169, 171, 
173, 175, 177, 179, 181, 183, 185, 187, 189, 191, 193, 195, 197, 199. 201. 

35 203, 205, 207, 209, 21 1 , 21 3. 21 5, 21 7, 21 9, 221 , 223, 225. 227. 229, 231 , 

233, 235, 237, 239, 241, 243, 245, 247, 249, 251, 253, 255, 257, 259, 261, 
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263, 265, 267, 269, 271, 273, 275. 277, 279, 281, 283, 285, 287, 289, 291, 
293, 295, 297, 299, 301. 303, 305, 307. 309, 311, 313, 315, 317, 319, 321, 
323, 325, 327, 329, 331, 333, 335, 337, 339, 341, 343, 345, 347, 349. 351. 
353, 355. 357. 359. 361, 363, 365, 367, 369, 371, 373, 375, 377, 379, 381, 
5 383, 385, 387, 389, 391 , 393, 395, 397, 399, 401 . 403, 405. 407, 409, 41 1 , 

413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435, 437, 439. 441. 
443. 445. 447, 449, 451, 453, 455, 457, 459, 461, 463, 465, 467, 469, 471, 
473, 475, 477, 479, 481 or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more 
10 than 80% identical, more preferably more than 90% identical and most 

preferably more than 97% identical to any of the nucleic acid sequences 
shown in SEQ ID NOs 1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 
31, 33, 35, 37, 39, 41, 43, 45, 47, 49, 51, 53, 55. 57, 59, 61, 63, 65, 67, 69, 
71, 73, 75, 77, 79, 81, 83, 85, 87. 89, 91, 93, 95. 97. 99, 101, 103, 105, 107. 

15 109. 111, 113, 115, 117, 119, 121, 123, 125, 127, 129, 131, 133, 135, 137, 

139, 141, 143. 145, 147, 149, 151, 153. 155, 157, 159, 161, 163, 165, 167, 
169, 171, 173, 175, 177, 179, 181, 183, 185, 187, 189, 191, 193. 195, 197, 
199. 201, 203, 205, 207, 209, 211, 213, 215, 217, 219, 221, 223, 225, 227, 
2*29. 231, 233, 235, 237, 239, 241, 243, 245, 247, 249, 251, 253. 255, 257, 

20 259, 261 , 263, 265, 267, 269. 271 , 273. 275. 277, 279, 281 , 283, 285, 287, 

289, 291, 293, 295, 297, 299, 301, 303. 305, 307, 309, 311, 313, 315, 317. 
319, 321, 323. 325, 327, 329, 331, 333. 335, 337, 339, 341, 343, 345, 347, 
349, 351, 353, 355, 357, 359, 361, 363, 365, 367, 369, 371, 373, 375. 377. 
379. 381, 383, 385, 387, 389, 391, 393, 395, 397, 399, 401, 403, 405, 407, 

25 409. 411, 413, 415, 417, 419, 421, 423, 425, 427, 429, 431, 433, 435. 437. 

439, 441. 443, 445, 447, 449, 451, 453, 455, 457, 459, 461, 463. 465, 467, 
469, 471 , 473, 475, 477, 479, 481 or 483; and 

(f) a nucleic acid sequence encoding a functional fragment of any of the 
nucleic acid sequences as specified in a) to e), 

30 (g) the complement of any of the nucleic acid sequences as specified in a) to f), 

for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 



2. Use of a polypeptide which is involv d in a pathway ventually leading 
35 to programmed cell death of y ast or fungi, said polypeptide being sel cted from : 
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(a) a protein having an amino acid sequence as represented in any of SEQ ID 
NOs 2, 4, 6, 8, 10, 12. 14, 16, 18, 20, 22. 24, 26, 28. 30. 32. 34. 36. 38. 40. 
42, 44, 46. 48, 50, 52, 54, 56, 58. 60, 62, 64, 66, 68, 70. 72. 74. 76. 78. 80, 
82, 84, 86, 88, 90, 92, 94, 96, 98. 100, 102, 104, 106. 108. 110, 112. 114, 
116. 118, 120, 122, 124, 126, 128, 130, 132, 134, 136. 138. 140, 142, 144, 
146, 148, 150, 152, 154, 156, 158, 160, 162, 164, 166, 168, 170, 172, 174, 
176, 178, 180, 182, 184, 186, 188, 190. 192. 194. 196, 198, 200, 202, 204, 
206. 208, 210, 212, 214, 216, 218, 220, 222, 224. 226. 228, 230, 232, 234, 
236. 238, 240, 242, 244, 246, 248, 250, 252, 254, 256, 258. 260, 262, 264, 
266, 268, 270, 272, 274, 276, 278, 280, 282, 284, 286, 288, 290, 292, 294, 
296, 298, 300. 302. 304, 306, 308, 310, 312, 314, 316, 318, 320, 322, 324, 
326. 328, 330. 332, 334, 336, 338. 340. 342. 344. 346, 348, 350, 352, 354, 
356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376. 378. 380. 382, 384, 
386, 388, 390, 392, 394, 396, 398, 400, 402, 404, 406, 408, 410, 412, 414, 
416, 418, 420, 422, 424, 426, 428, 430, 432, 434, 436. 438. 440, 442. 444, 
446, 448, 450, 452, 454, 456, 458, 460, 462, 464. 466. 468. 470, 472, 474, 
476. 478, 480, 482, or 484, or encoding a functional equivalent, derivative or 
bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is more than 70% similar, 
preferably more than 80% similar, more preferably more than 90% similar 
and most preferably more than 97% similar to any of the amino acid 
sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20. 22, 24, 
26, 28, 30, 32, 34, 36, 38, 40, 42. 44, 46, 48, 50, 52. 54, 56, 58, 60, 62, 64, 
66, 68, 70, 72, 74, 76, 78, 80, 82, 84, 86, 88. 90. 92, 94, 96, 98, 100, 102, 
104, 106, 108, 110, 112, 114, 116. 118. 120, 122. 124, 126, 128, 130, 132, 
134, 136, 138, 140, 142, 144, 146, 148, 150, 152, 154. 156. 158, 160, 162, 
164, 166, 168, 170, 172, 174, 176. 178. 180. 182. 184, 186, 188, 190. 192, 
194, 196, 198, 200, 202, 204, 206. 208, 210, 212, 214, 216, 218, 220, 222, 
224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246, 248, 250, 252, 
254, 256, 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278. 280, 282, 
284, 286, 288, 290, 292, 294, 296, 298, 300, 302, 304. 306. 308, 310, 312, 
314, 316, 318, 320, 322, 324, 326, 328. 330. 332. 334. 336. 338, 340, 342, 
344, 346, 348, 350, 352, 354, 356, 358, 360, 362. 364, 366, 368, 370, 372, 
374, 376, 378. 380, 382, 384. 386, 388, 390, 392, 394, 396, 398, 400, 402, 
404, 406, 408, 410, 412, 414, 416, 418, 420. 422, 424, 426, 428, 430, 432, 
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434, 436, 438, 440, 442, 444. 446, 448. 450. 452, 454. 456. 458, 460, 462, 
464, 466. 468. 470. 472. 474. 476. 478. 480, 482, or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 80% identical, more preferably more than 90% 

5 identical and most preferably more than 97% identical to any of the amino 

acid sequences shown in SEQ ID NOs 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 
24, 26, 28, 30, 32, 34, 36, 38, 40, 42, 44, 46, 48, 50. 52. 54, 56, 58. 60, 62, 
64, 66, 68, 70. 72, 74, 76. 78, 80, 82, 84, 86. 88, 90, 92, 94. 96. 98, 100, 
102, 104, 106. 108. 110. 112. 114. 116. 118, 120, 122, 124, 126, 128, 130, 

10 132. 134. 136, 138. 140. 142. 144. 146. 148, 150, 152, 154, 156, 158, 160, 

162, 164. 166. 168, 170, 172, 174. 176, 178, 180, 182, 184, 186, 188, 190, 
192, 194, 196, 198, 200, 202. 204. 206. 208, 210, 212, 214, 216, 218, 220, 
222, 224, 226, 228, 230, 232, 234, 236, 238, 240, 242, 244, 246, 248. 250, 
% 252, 254. 256. 258, 260, 262, 264, 266, 268, 270, 272, 274, 276, 278, 280, 

15 282, 284, 286, 288, 290, 292, 294. 296, 298, 300, 302, 304, 306, 308, 310, 

312, 314, 316, 318. 320. 322, 324, 326, 328, 330, 332, 334, 336, 338, 340, 
342. 344. 346, 348. 350. 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 
372, 374, 376. 378, 380. 382. 384, 386, 388, 390, 392, 394, 396, 398, 400, 
402, 404, 406. 408. 410. 412. 414, 416, 418, 420, 422, 424, 426, 428, 430, 

20 432, 434, 436. 438. 440. 442. 444, 446, 448, 450, 452, 454, 456, 458, 460, 

462, 464, 466. 468. 470. 472. 474, 476. 478. 480. 482, or 484; and, 

(d) a functional fragment of any of said proteins as defined in a) to c), 

for the preparation of a medicament for treating diseases associated with yeast or 
fungi. 



25 



3. A pharmaceutical or fungicidal composition comprising a nucleic acid 
molecule as defined in daim 1 or a polypeptide as defined in claim 2 together with a 
pharmaceutically acceptable carrier diluent or excipient therefor. 



30 4. A vaccine for immunizing a mammal against yeast or fungal Infections 

comprising at least one nucleic acid molecule as defined in claim 1 or at least one 
polypeptide as defined in claim 2 in a pharmaceutically acceptable carrier. 

5. A genetically modifi d yeast or fungus in which modification results in 
35 th over xpression or under xpr ssion of at least one of the nucleic acids as defin d in 
claim 1 or the polypeptides as defined in claim 2, which overexpression or 
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underexpression of said nucleic acid or polypeptide prevents or delays apoptosis of 
said genetically modified yeast or fungus. 

6. A method of identifying compounds which selectively modulate 
5 expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast or fungi or in metabolic pathways in which said 
polypeptides are involved, which method comprises: 

(a) contacting a compound to be tested with yeast or fungal cells having a 
mutation which results in overexpression or underexpression of at least one 

10 of the polypeptides as defined in claim 2, in addition to contacting wild type 

cells with said compound, 

(b) monitoring the growth, death rate or activity of said mutated cells compared 
to said wild type cells; wherein differential growth or activity of said mutated 
yeast or fungi cells is indicative of selective action of said compound on a 

1 5 polypeptide in the same or a parallel pathway, 

(c) alternatively monitoring the growth, death rate or activity of said mutated 
cells compared to mutated cells which were not contacted with the 
compound to be tested, wherein differential growth or activity of said 
mutated yeast of fungi cells is indicative of selective action of said 

20 compound on a polypeptide in the same or a parallel pathway, 

(d) alternatively monitoring changes in morphologic and/or functional properties 
of components in said mutated cells caused by the addition of the 
compound to be tested. 

25 7. A method of identifying compounds which selectively modulate 

expression or functionality of polypeptides involved in a pathway eventually leading to 
programmed cell death of yeast and fungi or in metabolic pathways in which said 
polypeptides are involved, which method comprises: 

(a) contacting a compound to be tested with yeast or fungal cells transformed, 
30 transfected or infected with an expression vector comprising an antisense 

sequence of at least one of the nucleic acid sequences as defined in claim 
1, which expression results in underexpression of said polypeptide, in 
addition to contacting on or more wild typ c lis with said compound, 

(b) monitoring th growth, death rat or activity of said transformed, transfected 
35 or infected c lis compared to said wild type cells; wh r in differential growth 

or activity of said transformed, transfected or infected yeast or fungal cells is 
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indicative f selective action of said compound on a polypeptide in the same 
or a parallel pathway, 

(c) alternatively monitoring the growth, death rate or activity of said 
transformed, transfected or infected cells compared to transformed, 

5 transfected or infected cells which were not contacted with the compound to 

be tested, wherein differential growth or activity of said mutated yeast of 
fungi cells is indicative of selective action of said compound on a 
polypeptide in the same or a parallel pathway, 

(d) alternatively monitoring changes in morphologic and/or functional properties 
10 of components in said transformed, transfected or infected cells, caused by 

the addition of the compound to be tested. 



8. A method of identifying compounds which bind to or modulate the 
properties of polypeptides which are involved in a pathway eventually leading to 

1 5 programmed cell death of yeast or fungi, which method comprises: 

(a) contacting a compound to be tested with at least one of the polypeptides as 
defined in claim 2, 

(b) detecting the complex formed between the compound to be tested and said 
polypeptide, 

20 (c) alternatively, examining the diminution of complex formation between said 

polypeptide and a binding partner, caused by the addition of the compound 
being tested. 

(d) alternatively, examining the alteration in the functional activity of the 
polypeptide, caused by the addition of the compound being tested. 

25 

9. A method of identifying compounds which selectively modulate 
expression of polypeptides which are involved in a pathway eventually leading to 
programmed cell death of yeast or fungi which method comprises: 

(a) contacting host cells transformed, transfected or infected with an expression 
30 vector comprising a promoter sequence of a nucleic acid molecule as 

defined in claim 1 joined in frame with a reporter gene, 

(b) monitoring increased or decreased expression of said reporter gene caused 
by the addition of the compound being t sted. 
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10. A method according to any of claims 6 to 9 wher in said yeast or fungus 
is chosen from Saccharomyces cerevisiae, Schizosaccharomyces pombe, Candida 
albicans, or Aspergillus fumigatus. 

5 1 1 . A compound identifiable according to the method of any of claims 6 to 9. 

12. A compound according to claim 1 1 for use as a medicament. 

13. A method for preparing a pharmaceutical composition for treating 
10 diseases associated with yeast or fungi comprising admixing a compound according to 

claim 12 with a suitable pharmaceutical^ acceptable carrier. 

14. Use of a compound according to claim 11 or 12 for the preparation of a 
medicament for treating diseases associated with yeast and fungi. 

15 

15. Use of a compound according to claim 1 1 or 12 or a genetically modified 
organism as defined in claim 5 for the preparation of a medicament for modifying the 
endogenic flora of humans and other mammals. 

20 16. Use of a compound according to claim 12 where the yeast or fungus is 

chosen from Candida spp., Aspergillus spp., Microsporum spp. ( Trichophyton spp M 
Fusarium spp. ( Zygomycetes spp., Botritis, spp., Cladosporium spp., Malassezia spp. ( 
Epidermophyton floccosum, Blastomyces dermatitidis, Coccidioides immitis, 
Histoplasma capsulatum, Paracoccidioides brasiliensis, Cryptococcus neoformans, 

25 and Sporothrix schenckiL 



17. A nucleic acid sequence encoding a polypeptide which is involved in a 
pathway for programmed cell death of yeast or fungi selected from: 

(a) a nucleic acid encoding a protein having an amino acid sequence as 
represented in any of SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 
306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 
346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406; 408, 410, 412, 416, 418, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 
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454, 476, 478, 480, 482 or 484, or encoding a functional equivalent, derivative 
or bioprecursor of said protein; 

(b) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% similar, preferably more than 80% similar, more 
preferably more than 90% similar and most preferably more than 97% similar to 
any of the amino acid sequences shown in SEQ ID NOs 286, 288, 290, 292, 
296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 326. 328, 
330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 366. 368, 
370. 372. 374, 376, 380, 382, 384. 386, 388, 390, 392, 394, 398, 402, 404, 406, 
408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 436, 438, 440. 442, 
444. 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484; 

(c) a nucleic acid molecule encoding a protein having an amino acid sequence 
which is more than 70% identical, preferably more than 80% identical, more 
preferably more than 90% identical and most preferably more than 97% 
identical to any of the amino acid sequences shown in SEQ ID NOs 286, 288, 
290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 322, 324, 
326, 328, 330, 332, 338. 342, 344, 346, 348, 352, 354, 356, 358, 360, 362, 364, 
366, 368, 370. 372, 374, 376, 380. 382. 384, 386, 388, 390, 392, 394, 398. 402, 
404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428. 430, 432, 434, 436, 438, 
440, 442, 444, 446, 448, 450. 452, 454, 476, 478, 480, 482 or 484; 

(d) a nucleic acid molecule comprising a sequence as represented in any of SEQ 
ID NOs 285, 287, 289, 291. 295. 297, 299. 301, 303, 305, 307, 309, 311, 315, 
31 7, 31 9, 321 , 323, 325, 327, 329, 331 , 337, 341 , 343, 345, 347, 351 , 353, 355, 
357, 359, 361, 363, 365, 367, 369, 371, 373, 375, 379, 381, 383, 385, 387, 389, 
391 , 393, 397, 401, 403. 405, 407, 409, 41 1 , 415, 417, 421. 423, 425, 427, 429. 
431 . 433, 435, 437, 439, 441 , 443, 445, 447, 449. 451 . 453. 475. 477. 479, 481 
or 483; 

(e) a nucleic acid sequence which is more than 70% identical, preferably more than 
80% identical, more preferably more than 90% identical and most preferably 
more than 97% identical to any of the nucleic acid sequences shown in SEQ ID 
NOs 285, 287, 289, 291 . 295, 297, 299, 301 , 303, 305, 307, 309, 311,31 5, 31 7, 
31 9. 321 , 323, 325, 327, 329, 331 , 337, 341 , 343, 345, 347, 351 , 353, 355, 357, 
359, 361, 363, 365, 367. 369, 371, 373, 375. 379. 381, 383, 385, 387, 389, 391, 
393, 397, 401 , 403, 405. 407, 409, 41 1 , 415, 417, 421 , 423, 425, 427, 429. 431 , 
433, 435, 437, 439, 441, 443, 445, 447, 449. 451, 453, 475, 477, 479, 481 or 
483; and, 
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(f) a nucleic acid sequence encoding a functional fragment of any f the nucleic 
acid sequences as specified in a) to e), 

(g) the complement of any of the nucleic acid sequences as specified in a) to e). 

5 18. A nucleic acid according to claim 16 characterized in that it is derived 

from Candida albicans. 

19. A nucleic acid molecule capable of selectively hybridizing to a nucleic 
acid sequence as defined in claim 1 or the complement thereof. 



10 



20. A nucleic acid sequence according to any of claim 17 to 19 which is 

mRNA 



21. A nucleic acid sequence according to any of claims 17 to 19 which is 

15 DNA. 

22. A nucleic acid sequence according to any of claims 17 to 19 which is 

cDNA. 

20 23. An antisense molecule comprising a nucleic acid sequence capable of 

selectively hybridizing to the nucleic acid sequences according to any of claims 17 to 
22. 

24. An isolated protein which is involved in a pathway for programmed cell 
25 death of yeast or fungi selected from: 

(a) a protein having an amino acid sequence as represented in any of SEQ ID NOs 
286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 310, 312, 316, 318, 320, 
322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 352, 354, 356, 358, 360, 
362, 364, 366, 368. 370, 372, 374, 376, 380, 382, 384, 386, 388, 390, 392, 394, 

30 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 426, 428, 430, 432, 434, 

436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 478, 480, 482 or 484, or 
encoding a functional equivalent, derivative or bioprecursor of said protein; 

(b) a protein having an amino acid sequence which is mor than 70% similar, 
pr f rably more than 80% similar, more preferably mor than 90% similar and 

35 most preferably more than 97% similar to any of the amino acid sequences 

shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 306, 308, 
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310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 346, 348, 
352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 382, 384, 
386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 422, 424, 
426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 454, 476, 
5 478. 480, 482 or 484; 

(c) a protein having an amino acid sequence which is more than 70% identical, 
preferably more than 80% identical, more preferably more than 90% identical 
and most preferably more than 97% identical to any of the amino acid 
sequences shown in SEQ ID NOs 286, 288, 290, 292, 296, 298, 300, 302, 304, 

10 306, 308, 310, 312, 316, 318, 320, 322, 324, 326, 328, 330, 332, 338, 342, 344, 

346, 348, 352, 354, 356, 358, 360, 362, 364, 366, 368, 370, 372, 374, 376, 380, 
382, 384, 386, 388, 390, 392, 394, 398, 402, 404, 406, 408, 410, 412, 416, 418, 
422, 424, 426, 428, 430, 432, 434, 436, 438, 440, 442, 444, 446, 448, 450, 452, 
454, 476, 478, 480, 482 or 484; and, 

15 (d) a functional fragment of any of said proteins as defined in a) to c) 

25. An expression vector comprising a nucleic acid sequence according to 
any of claims 17 to 23. 

20 26. An expression vector according to claim 25 which comprises an 

inducible promoter. 

27. An expression vector according to claim 25 or 26 which comprises a 
sequence encoding a reporter molecule. 

25 

28. A host cell transformed, transfected or infected with the vector of any of 
claims 25 to 27. 

29. A nucleic acid molecule according to any of claims 17 to 23 for use as a 
30 medicament. 

30. A polypeptide according to claim 24 for use as a medicament. 

31 . An antibody capable of specifically binding to a polypeptide according to 
35 claim 24. 
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32. An antibody according to claim 31 for use as a medicament. 

33. A pharmaceutical composition comprising an antibody according to 
claim 31 or 32. 

5 

34. Use of an antibody according to claim 31 or 32, or an antibody capable 
of binding to at least one of the polypeptides as defined in claim 2, for the preparation 
of a medicament for treating diseases associated with yeast and fungi. 

10 35. Use of an antibody according to claim 34 where the fungus is Candida 

albicans. 

36. A nucleic acid probe which comprises a fragment of at least 15 
contiguous nucleotides of a nucleic acid molecule as defined in claim 17 and which 

1 5 selectively hybridises with any of said nucleic acid molecules. 

37. A nucleic acid primer which comprises a fragment of at least 15 
contiguous nucleotides of a nucleic acid molecule as defined in claim 17 and which 
selectively amplifies any of said nucleic acid molecules. 

20 

38. A genetically modified mammalian cell or non-human organism in which 
modification results in the overexpression or underexpression of at least one of the 
nucleic acids as defined in claim 1 or a human homologue thereof or at least one of the 
polypeptides as defined in claim 2 or a human homologue thereof, which 

25 overexpression or underexpression of said nucleic acid or polypeptide prevents or 
delays apoptosis of said genetically modified mammalian cell or in said genetically 
modified non-human organism. 

39. A method for identifying compounds for stimulating or inhibiting 
30 apoptosis comprising the use of at least one of the nucleic acid sequences as defined 

in claim 1 or a human homologue thereof and/or at least one of the polypeptides as 
defined in claim 2 or a human homologue thereof and/or a genetically modified 
mammalian cell or non-human organism according to claim 38. 

35 40. A compound identifiable according to the method of claim 39. 
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41 . A compound according to claim 40 for us as a medicament. 

42. A method for preparing a pharmaceutical composition for treating 
proliferative disorders or for preventing apoptosis in certain diseases comprising 

5 admixing a compound according to claim 40 or 41 with a suitable pharmaceutical^ 
acceptable carrier. 

43. Use of a compound according to claim 40 or 41 for the preparation of a 
medicament for treating proliferative disorders or for preventing apoptosis in certain 

10 disorders. 

44. Use of a nucleic acid molecule selected from any of the nucleic acid 
molecules as defined in claim 1 or a human homologue thereof for treating proliferative 
disorders or for the prevention of apoptosis in certain diseases. 

15 

45. Use of a polypeptide selected from any of the polypeptides as defined in 
claim 2 or a human homologue thereof for treating proliferative disorders or for the 
prevention of apoptosis in certain diseases. 

20 46. A pharmaceutical composition for use as a medicament for treating 

proliferative disorders or for the prevention of apoptosis in certain diseases comprising 
a nucleic acid molecule as defined in claim 1 or a human homologue thereof or a 
polypeptide as defined in claim 2 or a human homologue thereof together with a 
pharmaceutical^ acceptable carrier diluent or excipient therefor. 

25 

47. A vaccine for immunizing mammals against proliferative disorders or for 
preventing apoptosis in certain diseases comprising least one nucleic acid molecule as 
defined in claim 1 or a human homologue thereof or at least one polypeptide as defined 
in claim 2 or a human analogue thereof in a pharmaceutical^ acceptable carrier. 

30 

48. Use of an antibody according to claim 31 or 32 or an antibody capable 
of binding to at least one of the polypeptides as defined in claim 2 or a human 
homologue ther of for th preparation of a medicament for treating proliferate 
disorders or for th prevention of apoptosis in certain diseases. 

35 
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55 

49. An expression vector comprising a human homologue of a nucleic acid 
sequence as defined in claim 1 . 

50. An expression vector according to claim 49 which comprises an 
inducible promoter. 

5 

51. An expression vector according to claim 49 or 50 which comprises a 
sequence encoding a reporter molecule. 

52. A host cell transformed, transfected or infected with the vector of any of 
10 claims 49 to 51. 

53. A nucleic acid molecule comprising a human homologue of at least one 
of the nucleic acid sequences as defined in claim 1 . 

15 54. An antisense molecule comprising a nucleic acid sequence capable of 

selectively hybridising to the nucleic acid molecule of claim 53. 

55. A polypeptide encoded by a nucleic acid molecule according to claim 

53. 

20 
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FIG. Is 

YAR061W, 704 bp, CDS: 501-704 (SEQ ID NO 1) 
AAAATTTGGCACTTCAGAGCTTATCGTATCTT 

CAGCCCGTTTAGGAATGCATAAAAGCAAATAGGATTCGTTACAACTGCTGCAGGACTCTT 
TAGGACTGCATCAAGGTAAGCCTCGCTGCACCTAAACGCAAAATGTGGTTGTAACCTTTT 
TAATTTTTTTCTTGAACTTGTTGAGTCGTAAT 

AATGTAATGGAATCGGCGTTACTCGCATGTGCAGATATCAGCGACAAAAAGTGTTGTAGG 

GACGTTTCGATACCAAAATTTCCTAAATACAGCGCAGGAACATCACTACGCTAAACAAAT 

CGTAGCGCATACATCTGATCGAAAAAAGACAGTTCCCAAAACAATGACATATGAAGAGAC 

CAGCATCAAAATTTTCATCATTAACAGCATGGCTAAAAGTTATTGTTTAATA 

CCTGATTGACGAACCAAGAAATGCCTTATCACTATTTATTTTTC 

TGGCCACGTCCAATGTTGTTTCAGGAAGTACACAAGCATGCCTGCCAGTGGGCCCGAGGA 
AAAATGGGATGAATGTCAACTTTTATAAATACTCATTACTGGATTCAACAACGTATTCCT 
ACCCGCAATATATGACTTCTGGATATGCCTCGAATTGGAATTAG 

YAR061W, 67 aa (SEQ ID NO 2) 

MPYHYLFLALFTYLATSNWSGSTQACLPVGPRKNGMNVNFYKYSLLDSTTYSYPQYMTS 
GYASNWN 

YAR073W, 1712 bp, CDS: 501-1712 (SEQ ID NO 3) 

AGTGGCTCATGATCTGTAAATGATCGGTTGACCGCAGTATTATATAATAACATCCGTATA 
AGTACATATACTACCATGTCTGTTCTCT^ 

CTAACCGCCGCGCCGCGCAGGTACCCCGCGCATCTCTTCTTCTCGAAGAAAGCGGAAAAA 

ACAAAAAAAAAAGTATAAATAGTGGAGTCTTTTCCCATTTAACATTTAGAAAAA 

AATGGAAATTTCTTGCCGAACATTTAACCGGAGACCCTTGGCGGCTTTTTC 

TGGGCTAGTACATTTTACCTAGTATGCTGGGAACTTTTT1TCCCT 

TTGCCTTACTTTTCTTATCATTTTTTATATAACCAATTTCAAAAATACTT^ 

ATAGACGCATTTTGTTTATTACAAATTAAAAGAATCAAATATAATATGTGCAATTAATAA 

CTCCACAAGTAGCGAAAGCAATGGCCGCCATTAGAGACTACAAGACCGCACTAGATCTTA 

CCAAGAGCCTACCAAGACCGGATGGTTTGTCAGTGCAGGAACTGATGGACTCCAAGATCA 

GAQGTGGGTTGGCTTATAACGATTTTTTAATCTTACCAGGTTTAGTC 

CTGAAGTTAGCCTACAGACCAAGCTAACCAGGAATATTACTTTAAACATTCCATTAGTAT 

CCTCTCCAATGGACACTGTGACGGAATCTGAAATGGCCACTTTTATGGCTCTGTTGGATG 

GTATCGGTTTCATTCACCATAACTGTACTCCAGAGGACCAAGCTGACATGGTCAGAAGAG 

TCAAGAACTATGAAAATGGGTTTATTAACAACCCTATAGTGATTTCTCCAACTACGACCG 

TTGGTGAAGCTAAGAGCATGAAGGAAAAGTATGGATTTGCAGGCTTCCCTGTCACGGCAG 

ATGGAAAGAGAAATGCAAAGTTGGTGGGTGCCATCACCTCTCGTGATATACAATTCGTTG 

AGGACAACTCTTTACTCGTTCAGGATGTCATGACCAAAAACCCTGTTACCGGCGCACAAG 

GTATCACATTATCAGAAGGTAACGAAATTCTAAAGAAAATCAAAAAGGGTAGGCTACTGG 

TTGTTGATGAAAAGGGTAACTTAGTTTCTATGCTTTCC^ 

AGAAGTACCCATTAGCGTCCAAATCTGCCAACACCAAGCAACTGTTATGGGGTGCTTCTA 

TTGGGACTATGGACGCTGATAAAGAAAGACTAAGATTATTGGTAAAAGCTGGCTTGGATG 

TCGTCATATTGGATTCCTCTCAAGGTAACTCTATTTTCCAATTGAACATGATCAAATGGA 

TTAAAGAAACTTTCCCAGATTTGGAAATCATTGCT^ 

CTGCCAATTTGATTGCTGCCGGTGCGGACGGTTTGAGAATTGGTATC 

TTTGTATTACCCAAAAAGTTATGGCTTGTGGTAGGCCACAAGGTACAGCCGTCTACAACG 

TGTGTGAATTTGCTAACCAATTCGGTGTTCCATGTATGGCTGATGGTGG 

ATTGGTCATATTATTACCAAAGCTTTGGCTCTTGGTTCTTCTACTGTTATGATGGGTGGT 

ATGTTGGCCGGTACTACCGAATCACCAGGTGA 

YAR073W, 403 aa (SEQ ID NO 4) 

MAAIRDYKTALDLTKSLPRPDGLSVQELMDSKIRGGLAYNDFLILPGLVDFASSEVSLQT 
KLTRNITLNIPLVSSPMDTVTESEMATFMALLDGIGFIHHNCTPEDQADMVRRVKNYENG 
FINNPI VI S PTTTVGEAKSMKEKYGFAGF PVTADGKRNAKLVGAI TSRDI QFVEDNSLLV 
QDVMTKNPVTGAQGITLSEGNEILKKIKKGRLLVVDEKGNLVSMLSRTDLMKNQKYPLAS 
KS ANTKQLLWGAS IGTMDADKERLRLLVKAGLDWI LDS SQGNS I FQLNMIKWIKETFPD 
LEIIAGNVVTKEQAANLIAAGADGLRIGMGTGSICITQKVMACGRPQGTAVYNVCEFANQ 
FGVPCMADGGVQKHWSYYYQSFGSWFFYCYDGWYVGRYYRITR 



WO 01/02550 



2/161 



PCT/BE00/00077 



YBL048W, 812 bp, CDS: 501-812 (SEQ ID NO 5) 

GGGAGAAGCTTATCTTACTGTAGAAGAAAATGGGATTGCGTTACTCCATATATATTGAAA 

ATCCGTTATCTTCCCCATCATCATCGTATAAATCAATAAACGACCCGTTATTCCACTCTC 

AGCATCGATCGCAAAAAAACGTGAGCTTCATCACCTACGGTTGTAGACATTGCAAGACAC 

ATCTTTCCAGTTCCTTCCAGATTATTTCTAGAGATTATAGGGGTAGGAC 

ATTTAATGAACAAAGTTGTTAATGTCGTTGAAGGAAAGGTCGAGCT^CGAAGAATG 

CTGGCGACTACTTAGTCTGTGATATTCTTTGTCATTGGTGCAAGAGGAA 

AATACTTGCAGAGCAGCAATGATGATCAGCAGTATAAGGAAGGAAAGTTTATCTTAGAGC 

TGAAAAACATTTGTAAATGTACTTGATGTCTTCCTTTGTCTGCTATCTAGCACCTCTCGT 

CTTTTAGTGCTTTTTAGCGTATGATTCTTTTTAAGAA 

TGATTGGGTATATTTCTATTCGTGTTTCATTACTGGTCTGGGTTAATTG^ 

GGTCCAG1TGTTTTCAAGTAGCCTTTATTTTTTC 

ATACTTTTTTTTATTCAAAGAAAATTAAACAGATAATCTCTT 

TTTTTTCTTACAGGGCCATTGACTTATC^ 

TTTTCAATAATGTCGTGTTTCCCATGTTGTAA 

YBL048W, 103 aa (SEQ ID NO 6) 

MILFKNLVFLPSILIGYISIRVSLLVWVNWVLVWSSCFQVAFIFSLWYFILSIYTFFYSK 
KIKQIISYEPSYFVFSYRAIDLCPERVLLYFFCIFNNWFPML 

YBL051C, 2507 bp, CDS: 501-2507 (SEQ ID NO 7) 

GGG AAATATCAATTCCCGTATTTCAATGTTAGTAATTTGCCTTCGTAAATTACGGAATC^ 

CATAGCTTTCATTTTGTTCCTTTGATATATTTCCCTACTACATACTCTTTTCAATAACTC 

TACAGGGTCTGACATTTTTAACTTTCAGGTTAATGATGGTGTTCTTACTATATTC 

TCGTACAGAAGTTAGTTCAGATAAACTGCTTCGGTGCTGCCCACTTCTTATCATTACTTC 

AACTTTACCTTCCCTATACCTGTGTGTCCTTATTAATTCAAGTTAATCCGAGGTAATAGA 

TTAGGGTAACCTTCAATGATGTCACGAAACACGGATGCTCCAACTTTGCGAT^ 

GGAAAAGAATAACAATTAAAGGCAGCCTTTCAGCTGAGATTACCAGCAGGTCTTTGGAGA 

TTAGCGCAAGAAGAAGTGTGATATAGTACTCATAGAGGCAGGCTACAGACTAGGGAAAGC 

GTGTTCAACAACAATAAGAAATGGAGACCAGTTCTTTTGAGAATGCTCCTCCTGCAGCCA 

TCAATGATGCTCAGGATAATAATATAAATACGGAGACTAATGACCAGGAAACAAATCAGC 

AATCTATCGAAACTAGAGATGCAATTGACAAAGAAAACGGTGTGCAAACGGAAACTGGTG 

AGAACTCTGCAAAAAATGCCGAACAAAACGTTTCTTCTACAAAT^ 

CCAATGGTGCTTTGGACGATGATGTTATCCCAAATGCTATTGTTATTAAAAACATTCCGT 

TTGCTATTAAAAAAGAGCAATTGTTAGACATTATTGAAGAAATGGATCTTCCCCT^ 

ATGCCTTCAATTACCACTTTGATAACGGTATTTTCAGAGGACTA 

CCACTCCTGAAGAAACTACTCAAGTGATAACTTCTTTGAATGGAAAGGAAATCAGCGGGA 
GG AAATTGAAAGTGGAATATAAAAAAATGCTTCCCCAAGCTCAAAGAGAAAGAA^ 
GGGAGAAGAGAGAGAAAAGAGGACAATTAGAAGAACAACACAGATCGTCATCTAATCTiT 
CTTTGGATTCTTTATCTAAAATGAGTGGAAGCGGAA^ 

TATTCTCGACTCTAATGAACGGCATTAATGCTAATAGCATGATGAACAGTCCAATGAATA 
ATACCATTAACAATAACAGTTCTAATAACAACAATAGTGGTAACATCATTCTGAACCAAC 
CTTCACTTTCTGCCCAACATACTTCTTCATCG 

CCCAGATGTCCACTGAGAGATTTTATGCGCCTTTACCATCAACTTCCACTTTGCCTCTCC 

CACCCCAACAACTGGACTTCAATGACCCTGACACTTTGGAAATTTATTCCCAATTA 

TATTTAAGGATAGAGAAAAGTATTATTACGAGTTGGCTTATCCCATGGGTATATCCGCTT 

CCCACAAGAGAATTATCAATGTTTTGTGCTCGTACTTAGGGCTAGTAGAAGTATATGATC 

CAAGATTTATTATTATCAGAAGAAAGATTCTGGATCATGCTAATTTACAATCTC^ 

AACAACAAGGTCAAATGACATCTGCTCATCCTTTGCAGCCAAACTCCACTGGCGGCTCCA 

TGAATAGGTCACAATCTTATACAAGTTTGTTACAGGCCCATGCAGCAGCTGCAGCGAATA 

GTATTAGCAATCAGGCCGTTAACAATTCTTCCAACAGCAATACTATTAACAGTAATAACG 

GTAACGGTAACAATGTCATCATTAATAACAATAGCGCCAGCTCAACACCAAAAATTTCTT 

CACAGGGACAATTCTCCATGCAACCAACACTAACCTCACCTAAAATGAACATACACCATA 

GTTCTCAATACAATTCCGCAGACCAACCGCAACAACCTCAACCACAAACACAGCAAAATG 

TTCAGTCAGCTGCGCAACAACAACAATCTTTT1TAAGACAACAAGCTAOT 

CCTCAAGAATTCCATCCGGTTATTCTGCCAACCATTATC 

TACTdAGAAATTCTCAAATTTCACCTTC^ 
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TATCCCAAGCGCAACCACCAGCACAGTCCCAAACTCAACAACGGGTACCAGTGGCATACC 

AAAATGCTTCATTGTCTTCCCAGCAGTTGTACAACCTTAACGGCCCATCTTCAGCAAACT 

CACAGTCCCAACTGCTTCCACAGCACACAAATGGCTCAGTACATTCTAA 

AGTCTTATCACGATGAGTCCATGTTGTCCGTCACACAATTTGAATAGTGCCGACTTGATCT 

ATAAATCTTTGAGTCACTCTGGACTAGATGATGGCTTGGAACAGGG 

TAAGCGGACTGGATTTACAAAACCAAAACAAGAAGAATCTATGGTAA 

YBL051C, 668 aa (SEQ ID NO 8) 

METS SFENAPPAAINDAQDNNINTETNDQETNQQS I ETRDAIDKENGVQTETGENS AKNA 
EQNVSSTNLNNAPTNGALDDDVI PNAIVIKNI PFAIKKEQLLDI IEEMDLPLPYAFNYHF 
DNGI FRGLAFANFTTPEETTQVITSLNGKEI SGRKLKVEYKKMLPQAERERI EREKREKR 
GQLEEQHRSSSNLSLDSLSKMSGSGNNNTSNNQLFSTLMNGINANSMMNSPMNNTINNNS 
SNNNNSGNIILNQPSLSAQHTSSSLYQTNYNNQAQMSTERFYAPLPSTSTLPLPPQQLDF 
NDPDTLEIYSQLLLFKDREKYTYELAYPMGISASHKRIINVLCSYLGLVEVYDPRFIIIR 
RKILDHANLQSHLQQQGQMTSAHPLQPNSTGGSMNRSQSYTSLLQAHAAAAANSISNQAV 
NNSSNSNTINSNNGNGNNVIINNNSASSTPKISSQGQFSMQPTLTSPKMNIHHSSQYNSA 
DQPQQPQPQTQQNVQSAAQQQQSFLRQQATLTPSSRIPSGYSANHYQINSVNPLLRNSQI 
SPPNSQIPINSQTLSQAQPPAQSQTQQRVPVAYQNASLSSQQLYNLNGPSSANSQSQLLP 
QHTNGSVHSNFSYQSYHDESMLSAHNLNSADLIYKSLSHSGLDDGLEQGLNRSLSGLDLQ 
NQNKKNLW 

YBL066C, 3674 bp, CDS: 501-3674 (SEQ ID NO 9) 

ATCCCAAGAAGAAGATTAGACTGATTTTTACCTACCCTTCCACCGTCGGAAGAAACACTT 

CTGAAGTGTTAAGGGTAATCGACGCCTTGCAATTGACTGACAAGGAGGGCGTAGTAACTC 

CAATTAATTGGCAGCCAGCTGACGATGTCATTATTCCTCCCTCTGTCTCCAATGATGAGG 

CGAAGGCTAAATTTGGTCAATTTAATGAAATTAAACCCTATTTAAGA 

AATAAGCTTTGAAATAAACGACTTTACTATATACAGGTATATGAAGTATCTCTAACTAAA 

ACTTTTATCTATCTTTCATTCTTATTATATCTCATCTCGTACGAAGGGCCGCTCATTGGA 

TCATTTTTCTTTACATACCGTAAAGGAATGGCGTTAAAAATATATATATGAAAATC 

TAATAAACTCTCTGCAGAAACCTTAATGTCAAAGGTCCCGTATACAGATTATATTGGCTC 

TGCGTATACGCATTCTCGTCATGGTGAAGGATAATCGAGATTCTGACCAAGACCAAGATT 

TTAGTTCTGCTCACATGAAAAGACAACCGGAGCAGCAACAGTTGCAACAGCACCAGTTCC 

CAAGTAAGAAACAACGAATATCTCACCATGATGACAGTCATCAAATCAACCATAGACCAG 

TTACCTCATGTACACATTGTAGACAGCACAAAATCAAATGCGATGCTAGTCAAAATTTCC 

CTCATCCTTGCTCCAGATGCGAAAAAATTGGTCTCCACTGTGAAATCAATCCTCAATTCA 

GGCCTAAGAAGGGCTCACAGTTGCAACTACTGAGACAAGATGTGGATGAAATCAAATCTA 

AACTCGATACTCTTCTGGCCAATGACAGCGTTTTCGTTCATCTTTTACAACAG 

TGGGCAATAGCCTTTTGAATAAGCTCAATCTGCATCCAACTCCAACTCCGGGTACTATTA 

TCCCTAACCCAGATTCTTCTCCTTCCTCAGGTTCTCCAACTTCTTCCGCGGCTCAACGAG 

ATTCTAAGGTTTCAGTTCAAACTTATTTGTCCAGGGAACCCCAACTCTTACAAGCAAATC 

AGGGCAGCAATACGAATAAATTTAAAGCAAATAATGAAGCATCTTCTCACATGACGTTGC 

GCGCATCTTCTTTAGCGCAAGATTCGAAAGGCTTGGTTGCAACAGAGCCAAATAAGCTGC 

CCCCGCTGCTAAATGACTCAGCATTGCCTAATAATTC 

TGCAAATGGCTTTTTATAAGAACAACTCTGCAGGTAACAOTCCGAACGGCCCCTTCTCTC 

CAATTCAAAAAACATATTCCCCTCATACTACGTCGACCACCGTTACAACGACAACAAATC 

AACCACCATTTGCAGCAACAAGCCACGTAGCAACAAATAACAATGCAGATAGGACGAAGA 

CGCCGGTAGTAGCCACCACCACGACTATGCCATTATTGCCTTCGCCGCATGCAAATGTAG 

ATGAGTTTGTACTGGGCGATATTAGTATTTCCATTGAAAAAGCGAATAG^ 

TTTTCGTGACTAGGTATCTGCCGTATTTTCCTATTATGTATTCCAATAACGCCACCGAAT 

TATACTCCCAATCTCAGTTGCTTTTCTG^ACCGTG^ 

CTGAACCGACGATGTATTGCAAGCTAAGCTCTTTGATCAAGCAACTTGCCATAGAGACCT 

GCTGGATAAGAACACCTAGATCCACACATATTTCGCAAGCT^ 

GGCCTTTGCCTAACCAAAAAGTCCTAGATGATTGTTCTTACCGTTTTC 

AGTCACTGTCTTATCAATTAGGTTTGCACAGAGGTGAATTCATTTCTGAATTCAC 

CTCAAACATCAATGCCAAATGCAGAAAAGTGGAGAACTAGGACTTGGCTCGGAATATTTT 

TTGCCGAACTTTGTTGGGCGAGTATCCTTGGTTTGCCAC^ 

TATTAGAAAAAGCCTTATCCTGTGGTGACGAAGAATCAGAAGAAGATAACAATGACAGTA 
TTGACAATAACAACAATGATAAAAGGAACAAGAAAGACGAGCCGCACGTTGAAAGTAAAT 
ACAAACTACCGGGCAGTTTTAGAAGATTGCTCAGCCTGGCGAATTTCCAAGCAAAATTGT 
CTCATATCATTGGTTCTTCCACTTCCAGTCCTGATGGTTTATTGGAACCAAAGTATCGTG 
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CTGAGACACTGTC(^TCTTGGGAAAAGA^ 

AGAGTGACGATACTGTCAACATTTATTTTCTTTATGTTAAATTAACTC 

CATTCCTACCCGAAACACCTCCTACCGATCAAATTCCATATGTCACAGAGGCCTATCTAA 

CAGCTACTAAAATTGTCACTCTATTGAATAATCTTTTAGAAACACACCAATO 

TGCCTATTTATATTAGACAAGCTGCTACATTTTCTGCACTGATTCTCTTTAAATTGCAGT 

TGACTCCTTTACTTCCTGACAAATATTTTGATTCAGCAAGGGAATCCGTGGTCACTATCC 

ATAGACTTTATAGAAATCAGTTAACTGCGTGGGCCACTAGTGTTGAGAATGATATTTCGA 

GAACTGCAAGTATGTTAGAAAAACTGAACTTCGTACTGATCATGCATCCAGAAGTTTTTG 

TGGAAGAAGACGGTATTATTTCTAGGATGAGATCACATTTAACAGGGTCTCTATTCTATG 

ATTTGGTTTGGTGTGTTCACGAGGCGAGAAGAAGGGAAATGGATCCCGAATATAACAAGC 

AAGCCTTAGAGAAAGCCGCTAAGAAAAGAAAATTTTCCTCAAATGGTATCTACAATGGCA 

CTTCGTCTACGGGTGGCATAACGGACAGAAAACTATATCCATTGCCACTATATAACCATA 

TCTCCAGAGATGACTTTGAAACTGTAACAAAAACAACACCAAGTGGAACCACTGTTACCA 

CTTTAGTTCCTACTAAGAATGCCTTAAAGCAGGCAGAAAAGCTAGCCAAGACAAATAACG 

GAGATTCTGACGGTTCTATAATGGAGATTAACGGGATACCTCTTTCCATGCTCGGGGAAA 

CAGGCAGCGTAAAATTTCAAAGTTTATTCGCTAATACCTCGAATAGTAACGATTATAATA 

ATAATAGGACGTTATTGGATGCGTCTAATGACATATCAATTCCCTCTAATTCAATTTATC 

CAGTGGCTTCTGTCCCCGCTTCGAATAACAATCCACAAAGTACTAAGGTAGACTATTATA 

GTAACGGACCTAGTGTAATTCCTGATCTCTCCATGAAAAGATCAGTAAGCACTCCCGTTA 

ATCATTTTCCTGCGTCCGTTCCAGGGTTAAGGAACCACCCCGTTGGCAACTTATCTAATA 

ATGTTACATTGGGAATAGACCACCCTATTCCAAGGGAGCACAGTAATTTACAAAATGTCA 

CCATGAATTATAATAATCAATTCAGCAACGCCAACGCGATTGGAAGATCACAAAGTAGTA 

TGTCCCATTCACGTACACCTTTGTTTCGGTCAATATATGACAGTTGGATTCCGCGTCCGA 

CCCCGGTCCTCTAA 

YBL066C, 1057 aa (SEQ ID NO 10) 

MVKDNIU5SDQDQDFSSAHMKRQPEQQQLQQHQFPSKKQRISHHDDSHQINHRPVTSCTHC 
RQHKIKCDASQNFPHPCSRCEKIGLHCEINPQFRPKKGSQLQLLRQDVDEIKSKLDTLLA 
NDSVFVHLLQQIPMGNSLLNKLNLHPTPTPGTIIPNPDSSPSSGSPTSSAAQRDSKVSVQ 
TYIjSREPQLLQANQGSNTNKFKANNEASSHMTLRASSLAQDSKGLVATEPNKLPPLLNDS 

alpnnskeslppalqmafyk1wsagntpngpfspiqktysphttsttvttttnqppfaat 
shvatnnnadrtktp wattttmpll ps phanvdefvlgdi s i s iekanrlhhifvtryl 
pyfpimysnnatelysqsqllfwtvmltaclsdpeptmycklsslikqlaietcwirtpr 
sthi sq alli lc i wplpnqkvlddcs yrfvglaks ls yq lglhrgefi s eftrtqtsmpn 
aekwrtrtwlgi ffaelcwas ilglp ptsqtdyllekal scgdeeseednnds i dnnnnd 
krnkkdephveskyklpgsfrrllslanfqaklshi igs sts spdgllepkyraetls i l 

GKELDLLAKTLNFQSDDTVNI YFLYVKLTVCCFAFLPETPPTDQI PYVTEAYLTATKIVT 

LLNNLLETHQLIELPIYIRQAATFSALILFKLQLTPLLPDKYFDSARQSWTIHRLYRNQ 

LTAWATSVENDISRTASMLEKLNFVLIMHPEVFVEEIX5IISRMRSHLTGSLFYDLVW 

EARRREMDPEYl^QALEKAAKKRKFSSNGIYNGTSSTGGITDRKLYPLPLYNHISRDDFE 

TVTKTTPSGTTVTTLVPTKNALKQAEKLAKT^ 

SLFANTSNSNDYNNNRTLLDASNDISIPSNSIYPVASVPASNNNPQSTKVDYYSNGPSVI 
PDLSMKRSVSTPVNHFPASWGLRNHPVGNLSNNVTLGIDHPIPREHSNLQNVTMNYNNQ 
FSNANAIGRSQSSMSHSRTPLFRSIYDSWIPRPTPVL 

YBL078C, 854 bp, CDS: 501-854 (SEQ ID NO 11) 

TAGTGGAGTACGAATTAGTTAAAGATACTATCGACTTTGAAGCCATTGTCAAAGAACATT 

TTGATATGTTAAGCAAGACCTGTAGATCCGACATTGCCAAATATGACGGCTCAAAGACAG 

ACCCAATTGGTGATGAAGAACAATCTATTAATGACACCATTTTCAAATTAAAAGTGTTCA 

AATTATGAAAACAACTCATATAAATACGTACAAATTTTTCTOTACTCGAAGTGATATAG 

TGTATATGTGTAAGTTTACGTTTAAGTTAGAGTCATGTAATGCTAACTGTCTCCACCGAT 

AATGTTGTATAATACCCGTGAAATCATAGCACATGATATATCATCACCCGGAGGCCGGTT 

ATTTTCGGCGGCGGCAAAAATATTTGGTATAATTATGGAAATACAAAAAGGGGAACCA^ 

AAAGGTTGAGGAGGGGATTGATAAGAGAATCTAATAATTGTAAAGTTGAGAAAATCATAA 

TAAAAATAATTACTAGAGACATGAAGTCTACATTTAAGTCTGAATATCCATTTGAAAAAA 

GGAAGGCGGAGTCGK5AGAGGATTGCTGACAGGTTCAAGAATAGGATACCTGTGATTTGCG 

AAAAAGCTGAAAAGTCAGATATTCCAGAGATTGATAAGCGTAAATATCTAGTTCCTGCTG 

ACCTTACCGTAGGGCAATTTCTTTATGTTATAAGAAAGAGAATTATGCTACCCCCTGAGA 

AGGCCATCTTCATTTTTGTCAATGATACTTTGCCACCTACTC 

TATATCAAGAACACAAGGATAAGGACGGGTTTTTGTATGTCACTTACTCAGGAGAAAATA ' 
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CATTTGGCAGGTAG 

YBL078C, 117 aa (SEQ ID NO 12) 

MKSTFKSEYPFEKRKAESERIADRFKNRIPVICEKAEKSDIPEIDKRKYLVPADLTVGQF 
VWIRKRIMLPPEKAIFIFVNDTLPPTAAI^ 

YBR072W, 1145 bp, CDS: 501-1145 (SEQ ID NO 13) 
GCAGCAGCAACTCCGTGTGTACCCCTAACTCCGTGTGTACCCCTAAAGAACCTTGCCTGT 
CAAGGTGCATTGTTGGATCGGAATAGTAACCGTCTTTACATGAACATCCACAACCAACGA 
AAGTGCTTTTTCAAGCATTGCTTGATTTCTAGA 

ATGCGTCCAAAAATATAGGGTGCTCGTAACAGTAAGGTATTCGCACTTAGCGTGCTCGCA 

ACACAAAATTAAGTAATATGCGAGTTTTAGATGTCCTTGCGGATCTATGCACGTTCTTGA 

GTGGTATTTCATAACAACGGTTCTTTTTCACCCTTATTCCTAAACATATAAA 

CCATTAGTTAGAGATCTGTTTTTAATCCATTCACCTTTCATTCTACTC 

AAAACCACCGATAAAGATATATCAGATCTCTATTAAAACAGGTATCCAAAAAAGCAAACA 

AACAAACTAAACAAATTAACATGTCATTTAACAGTCCATTTTTTGATO 

TCAACAACGAAGTTGATGCCTTTAACAGATTGCTGGGTGAAGGCGGCTTAAGAGGCTACG 

CACCAAGACGTCAGTTAGCAAACACACCCGCAAAGGATTCTACTGGCAAGGAAGTTGCTA 

GACCAAATAACTATGCTGGCGCTCTTTATGATCCCAGAGATGAAACCTTAGATGATTGGT 

TCGACAATGACTTGTCCCTGTTCCCATCTGGTTTCGGTTTCCCTAGAAGTGTCG 

CAGTTGATATTTTGGACCATGACAACAACTACGAGTTGAAAGTCGTTO 

AAAGCAAGAAGGACATTGATATTGAGTACCATCAAAACAAGAACCAAATTTTC 

GTGAAATTCCATCTACCTTGAATGAAGAGAGTAAAGACAAGGTCAAGGTCAAGGAGAGCA 

GCTCTGGTAAGTTCAAGAGAGTCATCACTTTGCCAGACTACCCAGGTGTGGATGCAGACA 

ACATTAAAGCAGACTACGCAAATGGTGTTTTGACATTAACAGTTCCAAAATTGAAGCCT 

AGAAGGATGGTAAGAACCACGTCAAGAAGATTGAGGTTTCTTCTCAAGAATCGTGGGGTA 

ACTAA 

YBR072W, 214 aa (SEQ ID NO 14) 

MSFTTSPFFDFFDNINNEVDAFNRLLGEGGLRGYAPRRQLANTPAKDSTGKEVARPNNYAG 
ALYDPRDETLDDWFDNDLSLFPSGFGFPRSVAVPVDILDHDNNYELKVWPGVKSKKDID 
IEYHQNKNQILVSGEIPSTLNEESKDKVKVKESSSGKFKRVITLPDYPGVDADNIKADYA 
NGVLTLTVPKLKPQKDGKNHVKKIEVSSQESWGN 

YBR073W, 3377 bp, CDS: 501-3377 (SEQ ID NO 15) 
AGAAGGATGGTAAGAACCACGTCAAGAAGATTGAGGTTTCTTCTCAAGAATCGTGGGGTA 
ACTAAAGTGACCTCGCTCTATAGTGTTGTCCCTC^ 
TGGCTTGAAACATATGTCATCACATCTGAGCGATTTTACCTC 

TATATGAGTTGATGAATAAATAGTTATAAAAACTTGCTTTGGCTTCGATATATGACCGTO 
ATTTTTGACTAAGTTTTAACGAAGGAATCTAACCTCGTTCTTGTAATTACCAAAATC 
AACAACGCGCTGTTGGAGGTATCTCTATGGATGTGGCTTGAAATATGGATGTCTTGCCTA 
CTTCTACTTCTGGGAAAGGCATTTTTACTC^ 

AAAAATAAAACGCGAAGAGCTAAAAAAAAAAAAGAAAACCTACTATAAATAACCGATTAG 

AATCGAGTTTTTGTATTGAAATGGCGGTAATAAGCGTTAAACCTCGACGAAGAGAGAAGA 

TCCTACAGGAGGTAAAAAACAGCTCGGTATATCAAACGGTATTTGATTCCGGTACTACTC 

AAATGCAGATACCGAAATATGAGAACAAGCCATTCAAGCCTCCAAGAAGGGTTGGATCAA 

ATAAGTACACACAACTCAAACCAACCGCCACTGCAGTCACAACAGCCCCTATATCTAAAG 

CCAAAGTTACTGTCAACTTGAAAAGAAGCATTTCGGCGGGACCTACTTTAAATCTTGCCA 

AGAAGCCGAATAATCTGTCCTCAAATGAAAACACTAGATATTTTACTATCATGTACAGGA 

AGCCTACTACCAAAAAGCACAAGACTTGGAGTGGTGATGGCTACGCTACCTTAAAAGCCA 

GTAGCGATAAGTTATGCTTTTATAACGAAGCAGGGAAATTTCTTGGGTCAAGTATGCTAC 

CAAGTGATTCAGATTCTCTCTTCGAAACTCTTTTCAAAGCAGGCTCCAATGAA 

TGGATTACGAATTGAAGGAAAATGCAGAAATACGTAGCGCCAAAGAAGCCTTATCACAAA 

ACATGGGAAATCCCAGCCCACCGACCACAAGCACAACAGAAACAGTGCCTTCTACGAAGA 

ATGACGGTGGCAAATACCAAATGCCTCTGTCTCAGCTGTTTTCACTAAACACTGTGAAAA 

GATTCAAATCAGTAACAAAGCAAACAAATGAACACATGACCACAGTACCTAAAACCAGTC 

AAAATTCCAAAGCCATWU^TATTATCCAGTATTTGATGTCAACAAAATCGATAATCCTA 

TAGTAATGAACAAAAATGCAGCCGCTGAAGTTGACGTAATTGTTGATCCATTACTGGGCA 

AATTCTTGCGCCCTCATCAGAGGGAAGGGGTGAAGTTCATGTATGATTGCTTAATGGGCT 

TGGCAAGACCAACTATTGAAAATCCGGATATCGATTGTACTACTAAAAGTTTAGTGTTAG 
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AAAATGACTCAGATATTAGTGGATGCCTTTTGGCTGATGATATGGGTTTAGGTAAAACAC 
TAATGAGTATAACTTTGATTTGGACATCAATTAGGCAAACTC 

CATGTTCGCAATCAGGCATACCATTAACTGGACTTTGTAAGAAGATTTTAGTCGTTTC 

CCGTTACTTTAATAGGAAATTGGAAAAGAGAATTTGGAAAATGGOT 

TAGGTGTTTTGACATTAAGCTCAAGGAATTCTCCTGATATGGATAAAATC 

ATTTTTTAAAAGTGCAACGAACTTATCAAGTCTTGATTATTGGCTACG 

GTGTTTCTGAAGAATTAGAGAAAAATAAACATTTGATTC 

GCCATCGACTAAAAAACGGGGCTTCTAAAATTTTAAATACGCTGAAGAGTTTAGACATAA 

GAAGGAAGCTTTTGCTTACGGGAACTCCTATACAAAATGATCTTAATGAGTTT^ 

TTATAGATTTCATAAACCCAGGAATCCTTGGAAGCTO 

TTATCCCTATAACTAGAGCCAGAGACACTGCAAACAGATACAACGAAGAATTGTTGGAAA 

AGGGGGAAGAAAGGTCAAAAGAGATGATAGAAATTACGAAAAGATTTATTTTGAGACGAA 

CAAATGCGATTTTAGAAAAGTACCTTCCTCCAAAGACGGATATAATTTTATTCTGTAAAC 

CATACAGCCAACAGATATTGGCATTCAAAGATATTTTGCAGGGCGCACGTO 

GACAATTGACGTTCAGTTCTTCGCTAGGACTAATAACATTACTGAAAAAGK5TTTGTAA^ 

CTCCTGGATTGGTTGGCTCAGATCCCTATTACAAATCACATATAAAGGATACCCAATCTC 

AGGACAGCTATAGTCGTTCTTTGAACTCTGGTAAGTTAAAGGTATTAATGACATTACTAG 

AAGGTATTAGGAAGGGTACCAAGGAGAAGGTCGTCGTAGTGTCTAACTACACTCAAACAT 

TGGATATAATTCAAAATTTGATGAATATGGCTGGGATGTCACATTGCAGACTCG^ 

CCATACCTGCTAAACAAAGGGACTCTATCGTCACATCTTTCAATCGGAATCCAGCCATAT 

TTGGATTCTTGTTGAGTGCAAAATCGGGAGGTGTAGGATTGAATCTAGTCGGTCGTTCGC 

GACTTATTTTATTTGATAATGATTGGAATCCTTCAGTAGATTTGCAAGCGATGTCACGAA 

TTCATAGAGATGGTCAAAAAAAGCCGTGCTTCATATATAGACTTGTCACAACTGGGTGTA 

TCGATGAGAAAATATTGCAAAGGCAATTAATGAAGAACAGTTTGAGCCAAAAATTTCTAG 

GTGACTCGGAGATGAGAAATAAAGAATCTTCTAATGATGATCTTTTCAATAAAGAGGACT 

TGAAGGACCTGTTTTCTGTCCATACAGATACCAAGAGTAACACACATGACTTAATTTGTT 

CTTGCGATGGTTTAGGTGAGGAAATTGAATATCCTC 

TAGAGCTGAGAAAGGGTAGCACTACGACATGGACAAGTGCGCTGGATTTACAAAAGAAAA 
TGAATGAAGCAGCCACCAACGATGATGCCAAAAAGTCACAATACATTAGGCAATGTCTCG 
TTCATTATAAGCATATCGATCCAGCAAGACAAGATGAATTATTTGATGAGGTTATCACAG 
ATTCGTTCACCGAATTGAAAGATAGTATTACCTTTGCGTTTGTAAAGCCCGGCGAGATAT 
. GTCTCAGAGAACAATGA 

YBR073W, 958 aa (SEQ ID NO 16) 

MAVI SVKPRRREKI LQEVKNS S VYQTVFDSGTTQMQI PKYENKPFKPPRRVGSNKYTQLK 

PTATAVTTAPI SKAKVTVNLKRS I S AGPTLNLAKKPNNLS SNENTRYFTIMYRKPTTKKH 

KTWSGDGYATLKASSDKLCFYNEAGKFLGSSMLPSDSDSLFETLFKAGSNEVQLDYELKE 

NAEIRSAKEALSQmGNPSPPTTSTTETVPSTKNDGGKYQMPLSQLFSLNTVKRFKSWK 

QTNEHMTTVPKTSQNSKAKKYYPVFDVNKIDNPIVMNKNAAAEVDVIVD^ 

REGVKFMYDCLMGLARPTIENPDIDCTTKSLVLENDSDISGCLLADDMGLGKTLMSITIjI 

WTLIRQTPFASWSCSQSGIPLTGLCKKILWCPVTLIGNWKREFGKWLNLSRIGVLTLS 

SRNSPDMDKMAVRNFLKVQRTYQVLIIGYEKLLSVSEELEKNKHLIDMLVCDEGHRLKNG 

ASKILNTLKSLDIRRKLLLTGTPIQNDLNEFFTIIDFINPGILGSFASFKRRFIIPITRA 

RDTANRYNEELLEKGEERSKEMIEITKRFILRRTNAILEKYLPPKTDIILFCKPYSQQIL 

AFKDILQGARLDFGQLTFSSSLGLITLLKKVCNSPGLVGSDPYYKSHIKDTQSQDSYSRS 

LNSGKLKVLMTLLEGIRKGTKEK\AAA^SNYTQTLDIIENLMNMAGMSHCRLDGSIPAKQR 

DSIWSFNRNPAIFGFLLSAKSGGVGLNLVGRSRLILFDNDWNPSVDLQAMSRIHRDGQK 

KPCFIYRLVTTGCIDEKILQRQLMKNSLSQKFLGDSEMRNKESSNDDLFNKEDLKDLFSV 

HTDTKSNTHDLICSCDGLGEEIEYPETNQQQNTVELRKRSTTTOT 

DDAKKSQYIRQCLVHYKHIDPARQDELFDEVITDSFTELKDSITFAFVKfGEICLREQ 

YBR086C, 3341 bp, CDS: 501-3341 (SEQ ID NO 17) 
AGATCCTAAAACAGCACGAAGCATATTATTGCGCATAATTTGTTCTTGTAGGATCTTTTC 
TTGACATTTTTTTTCACTCTGCGAGAAACTTCTC^ 
CAAACAAGGGCACTTTTTTTTATCTTTTTTTTT^ 

TCCACCACTACATCAGTGTGAAAGACTGTAAAAGCTTTCTGATAAATAAGCACTTTCCAT 
ATTTTTCAACTGAAAAATAGTTTTCTTTTTGCAGCTATTATTC 

CCCTTTTTTCCCCGTTGCAATTATTTCTATAAGGGAAGCTGGAAATAGGGGGCTGGAA^ 
GATATTTGAACAGTCGCTCCAATAACCGTTCTCACCATGATT 

TACTGTTTCGGTCGATTTATGGCTAATTTGTCAAATACATTTGAAAAAGATTAAAACAA^ 
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CACAAGCGGTTGAGCATACTATGTCGCAGACAATTACATCTCTAGATCCGAATTGTGTTA 

TTGTATTCAATAAAACTTCGAGTGCAAACGAGAAGAGTTTGAATGTCGAATTCAAACGTO 

TGAATATACATTCTATTATCGAACCTGGCCATGATCTGCAAACAAGCTATGCGTTTATO 

GAATCCATCAGGATAATGCGAAACCGCTTTTTTCATTTTTGCAGAATC 

AATCCATCATACCATATCATGATACTGAATTGTCCGATGATTTGCATAAACTGATTTC 

TCAGCAAATCAAAAATACTGGAGGCTCCAAAACAGTATGAGTTGTACAACCTATCGAATT 

TGACCAATAATCCCAAACAATCCTTATATTTTGCATTCTTACAGAACTATA 

TGATTCCCTTCTCCTTTTTTGGATTATCAATTAGATTTTTATOT 

TCAATTCCACATACTCGCTGTTCGCCATCCTATGGACATTGTCATTT 

TTTATAAATATGAACCATTTTGGTCTGATAGACTGAGTAAATACTCATCA1TTTCTACC 

TTGAGTTTCTTCAAGATAAACAGAAAGCCCAAAAAAAAGCTAGTTCGGTTATCATGTTGA 

AGAAATGTTGTTTTATTCCTGTGGCTTTGT 

TATATTGTTTTGCGTTGGAAATTTTCTACAAGCAAATTTATAA^ 

TCTTGTCTTTTTTGCCTACTATACTTATTTGCACGTTTACTCCG^ 

ACAACAAATATTTCGTAGAACCAATGACAAAGTGGGAAAATCATAGCAGTGTTGTGAATG 

CAAAGAAATCTAAAGAAGCTAAGAACTTTGTTATTATTT^ 

TATTAATTACACTATTTCTTTATCTGCCAATGGGGCATTTGTO 

CTAAGGTTTTCAATGCCTTTTCAATATTGGCCCGTTTACCTACCCATGAT^ 

TTATTGATACAAAGCGCTATGAAGATCAATTTTTCTACTTTAT^ 

TTCAATTTAGCATGGAAAACTTTGTTCCAAGCCTTGTTAGCATT^ 

ATGGACCAAATCCTAACTTTGTCAAAGCTGAGAGTGAAATCGGTAAAGCTCAACTCAGCT 

CATCAGATATGAAAATTTGGTCAAAGGTTAAGTCGTACCAAACAGACCCCTGGGGAGCAA 

CATTTGATTTGGACGCCAACTTCAAAAAGCTTCTTCTACAATTCGGGTATCTTGTTATGT 

TTTCTACAATTTGGCCACTAGCTCCATTTATCTGTTTGAT^ 

AAGTCGATTTGAGGAAAGCTGTGCTTTATAGTAAACCTGAGTATTTTCCATTTCCAA 

ACGATAAGCCATCCTCTGTGTCTAATACCCAAAAACTGACGGTTGGTCTATGGAACTCTG 

TCTTAGTTATGTTCTCCATCTTAGGTTGTGTTATCACTGCTACTTTGACCTATA 

AGAGCTGTAATATACCAGGTGTCGGCGCTCATACTTCCATCCATACGAATAAAGCTTGGT 

ACCTAGCAAATCCAATAAACCACTCGTGGATAAATATTGTACTATATGCTGTTTTTATTG 

AGCATGTTAGTGTTGCTATTTTCTTCCTTTTCTCTAGTATTTTC 

ACGTTGCAAATGGCATTGTGCCAAAGCATGTAGTTAACGTGCAAAACCCACCAAAACAAG 
AAGTCTTTGAAAAAATTCCCTCCCCTGAATTTAATTCGAATAACGAAAAAGAA 
AAAGAAAAGGGTCTGCGAATGAGAAGTTGCACCAAGAACTCGGTGAGAAACAGCCTGCCT 
CTTCTGCCAATGGATATGAGGCACATGCTGCCACTCATGCCAACAATGATCCGTCTTCTT 
. TATCCTCAGCCTCCTCGCCTTCATTATCTTCTTCTTCTTCT 

TCAAAGCTGTTGATAACGATACAGCCGGATCTGCTGGTAAAAAGCCATTGGCCACAGAAA 

GTACTGAAAAAAGAAATTCTTTGGTGAAGGTGCCTACCGTTGGCTCATATGGTC 

GCGCCACTTTACCAGAAACAATTCCAACATCTAAAAATTACTACTTAAGGTTTGATGAGG 

ACGGTAAATCCATTAGGGATGCGAAATCCAGTGCAGAATCTTCCAACGCCACCAATAACA 

ACACCTTAGGCACGGAAAGTAAGCTTTTGCCAGATGGTGACGCCGTTGATGCACTAAGTA 

GAAAAATTGATCAAATACCCAAAATTGCTGTTACTGGTGGCGAAAATAACGAAAATACCC 

AGGCCAAAGACGATGCTGCCACTAAGACTCCACTCATTAAAGATGCAAATATTAAGCCTG 

TTGTCAACGCAGCnXSTTAAGGATAACCAATCGAAGGTTTCAGTGGCTACTGAAC 

AAAAGACTGAAGTAAGCACGAAAAATGGCCCATCAAGATCTATTTCCACGAAGGAAACTA 

AGGATTCTGCGAGACCATCTAATAACAATACTACTACTACTACTACTACAGATGCTACTC 

AGCCCCACCATCATCATCACCACCACCGCCATCGTGATGCTGGAGTGAAGAATGTCACGA 

ACAATTCTAAGACAACCGAATCCTCTTCCTCTTCATCGGCGGCAAAGGAAAAACCAAAAC 

ATAAAAAGGGGCTATTGCATAAGCTGAAAAAGAAGCTTTAA 

YBR086C, 946 aa (SEQ ID NO 18) 

MSQTITSLDPNCVIWNKTSSANEKSLNVEFKRLNIHSIIEPGHDLQTSYAFIRIHQDNA 
KPLFSFLQNLDFIESIIPYHDTELSDDLHKLISISKSKILEAPKQYELYNLSNLTNNPKQ 
SLYFAFLQNYIKWLIPFSFFGLSIRFLSNFTYEFNSTYSLFAILWTLSFTAFWLYKYEPF 
WSDRLSKYSSFSTIEFLQDKQKAQKKASSVIMLKKCCFIPVALLFGAILLSFQLYCFALE 
IFYKQIYNGPMISILSFLPTILICTFTPVLTVIYNKYFVEPMTKWENHSSVVNAKKSKEA 
KNFVIIFLSSYVPLLITLFLYLPMGHLLTAEIRTKVFNAFSILARLPTHDSDFIIDTKRY 
EDQFFYFIVINQLIQFSMENFVPSLVSIAQQKINGPNPNFVKAESEIGKAQLSSSDMKIW 
SK^SYQTDPWGATFDLDANFKKLLLQFGYLVMFSTIWPLAPFICLIVNLIVYQVDLRKA 
VLYSKPEYFPFPIYDKPSSVSNTQKLTVGLWNSVLVMFSILGCVITATLTYMYQSCNIPG 
VGAHTS I HTNKAWYLANPINHSWINI VLYAVF I EHVSVAI FFLF S SILKS SHDDVANGI V 
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PKHWNVQNPPKQEVFEKIPSPEFNSNNEKELVQRKGSANEKLHQELGEKQPASSANGYE 
AHAATHANNDPSSLSSASSPSLSSSSSSSKTGWKAVDNDTAGSAGKKPLATESTEKBNS 
LVKVPTVGS YGVAGATLPETI PT SKNYYLRFDEDGKS I RDAKS S AES SNATNNNTLGTES 
KLLPDGDAVDALSRKIDQI PKIAVTGGENNENTQAKDDAATKTPLI KDANIKPWNAAVN 
DNQSKVSVATEQTKKTEVSTKNGPSRSISTKETKDSARPSNNNTTTTTTTDA 
HHRHRDAGVKNVTNNSKTTESSSSSSAAKEKPKHKKGLLHKLKKKL 

YBR093C, 1904 bp, CDS: 501-1904 (SEQ ID NO 19) 

ACGTATTTGGAAGTCATCTTATGTGCGCTGCTTTAATGTTTTC 

GTCTATAAACTTCAAACGAAGGTAAAAGGTTCATAGCGCTTTTTCTTTGTC 

AAATATATATTAAATTAGCACGTTTTCGCATAGAACGCAACTGCACAATGCCAAAAAAAG 

TAAAAGTGATTAAAAGAGTTAATTGAATAGGCAATCTCTAAATGAATCGATACAACCTTG 

GCACTCACACGTGGGACTAGCACAGACTAAATTTATGATTCTGGTCCCTGTTTTC 

GATCGCACATGCCAAATTATCAAATTGGTCACCTTACTTGGCAAGGCATATACCC 

GGATAAGGGTAAACATCTTTGAATTGTCGAAATGAAACGTATATAAGCGCTGATGTT^ 

CTAAGTCGAGGTTAGTATGGCTTCATCTCTCATGAGAATAAGAACAACAACAAATAGAGC 

AAGCAAATTCGAGATTACCAATGTTTAAATCTGT^ 

TGGCCAATGCAGGTACCATTCCCTTAGGCAAACT 

AAAAAGATATCTTCCCATTTTTGGGTGGTGCCGGACCATACTACTCTTO 

ATGGTATTTCTCGTGATTTGCCTGAAGGTTGTGAAATGAAGC 

GACATGGTGAAAGATACCCTACTGTCAGTCTGGCTAAGACTATCAAGAGTACATGGTATA 

AGTTGAGCAATTACACTCGTCAATTCAACGGCTCATTGTCATTCTTGAACGATG 

AGTTTTTCATCCGTGATGACGATGATTTGGAAATGGAAACCACTTT^ 

ATGTTTTGAACCCATACACTGGTGAAATGAACGCCAAGAGACATGCTCGTGACTTCTTGG 

CTCAATACGGTTACATGGTCGAAAACCAAACCAGTTTCGCCGTTTTTACCTCTAATTCTA 

AGAGATGTCATGACACTGCTCAATATTTCATTGATGGTTTAGGTGACCAATO 

CCTTGCAGACTGTCAGTGAAGCTGAATCCGCTGGTGCCAACACTTTGAGTGCTTGTAACT 

CATGTCCTGCITGGGACTACGATGCCAATGATGACATTG 

ACTTGGATGACATTGCCAAGAGATTGAACAAGGAAAACAAGGGTTTGAACTTC 

CTGACGCTAGTACTTTATTCTCGTGGTGTGCATTTGAAGTGAACGCTAAAGGTTACAGTG 

ATGTCTGTGATATTTTCACCAAGGATGAATTAGTCCATTACTCCTACTACCAAGACTTGC 

ACACTTATTACCATGAGGGTCCAGGTTACGACATTATCAAGTCTGTCGGTTCCAACTTGT 

TCAATGCCTCAGTCAAATTATTAAAGCAAAGTGAGATTC 

GTTTTACCCACGATACCGATATCCTAAACTTTTTGACCACCGCTGGTATAATTGACGACA 
AAAACAACTTAACTGCCGAATACGTTCCATTCATGGGCAACACTTTCCACAGATCCTGGT 
ACGTTCCTCAAGGTGCTCGTGTCTACACCGAAAAATTCCAATGTTCTAACGACACCTACG 
TCAGATACGTCATTAACGATGCTGTTGTTCCAATTGAAACCTGTTCCACTGGTCCAGGGT 
TCTCTTGTGAAATCAATGACTTCTACGACTATGCTGAAAAGAGAGTAGCCGGTACTGACT 
TCCTAAAGGTCTGTAACGTCAGCAGCGTCAGTAACTCTACTGAATTGACCTTCTACTGGG 
ACTGGAACACTACTCATTACAACGCCAGTCTATTGAGACAATAG 

YBR093C, 467 aa (SEQ ID NO 20) 

MFKSWYS ILAASLANAGTI PLGKLADVDKIGTQKDIFPFLGGAGPYYSFPGDYGI SRDL 
PEGCEMKQLQMVGRHGERYPWSLAKTIKSTWYKLSNYTRQFNGSLSFUJDDYEFFIRDD 
DDLEMETTFANSDDVLNPYTGEMNAKRHARDFLAQYGYMVENQTSFAWTSNSKRCHDTA 
QYFIDGLGDQFNITLQTVSE^SAGANTLSACNSCPAWDYDANDDIVNEYDTTYLDDIAK 
RLNKENKGLNLTSTDASTLFSWCAFEWAKGYSDVCDIFTKDELVHYSYYQDLHTYYHEG 
PGYDIIKSVGSNLFNASVKLLKQSEIQDQKVWLSFTHDTDILNFLTTAGIIDDKNNLTAE 
YVPFMGNTFHRSWYVPQGARVYTEKFQCSNDTYVRYVINDAVVPIETCSTGPGFSCEIND 
FYDYAEKRVAGTDFLKVCNVSSVSNSTELTFYWDWNTTHYNASLLRQ 

YBR181C, 1563 bp, exonl: 501-506, intronl: 507-858, exon2 : 
859-1563 (SEQ ID NO 21) 

TAACTTCTCAACATAATTATGTAAAAAATTATCTCATTAAGCCAGATAGCAAATATATCA 
CATATTGCATTGATTAATTTGAGAAAAATATACATGTATCTTTTCAGTTAATTTTA 
AAATAAATTATTTCCTTACTTTTTTTTCTACAGTTTGCACCA 
TCCATACATCTTTGAACTCCATACATCTTATTTTTTTTC 

GCATACAGGCCGCTTATCTTCATGCCGGCCCATCATCCTAGGAAACTCTTTCGGTATGGG 
CCAAGGGCAGGCGAAAATCCTATGTGCGTGGAGCTGATACAATCTCGGCTGGCTTGGTTT 
GTAGGGCACGGTCAATGAATGCCTGATGGGAGAAAAATTCATCTTTATGAAAAGTGATCT 
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TAATTTGAATAGTGTGCCCTTC^ 

GAATAGACGACTGAGCCATCATGAAGGTATGTAATATCACCCAAATCCTTAGAATTCTAA 

TGAATCAGCACGCGCTAACCGGCTGTTTCTGACTGTTIK^TAAACGTATACCCACAAATT 

AGTGCACTATAATAAAAATTCTCAAGAACAACGTTGTTTAAACGAGATAATTCCCTCTAA 

TATACACGTACCGACACTTAGGAAAATATCTCGCTAAGTTCAAATTAAGGAATGAAAAAG 

GAATTTACGAAAAGGGTTTAGAAATATCAATGAAAATAAGAAAAACCTGTAACGGAAGAA 

AGGACAGCAGGGATTCGTTGGAATTTGTCGATATTGGCTTCGGACAACTra 

TGGTATTATTTATAACAGTTGAACATTTCTTACCCAGTCAACGGGTCTCAA 

GAAATTGATGATGAACACCGTATTCGTGTTTTCTTCGACAAGAGAATCGGTCAAGAAGTC 

GATGGTGAAGCCGTTGGTGATGAATTCAAGGGCTACGTCTTCAAGAT^ 

GACAAACAAGGTTTCCCAATGAAGCAAGGTGTTTO 

TTGACCAAGAACGTTTCTTGTTACAGACCAAGACGTGATG 

GTCAGAGGTGCCATTCTTGGTCCAGATTTGGCTGTC 

GGTGAACAAGAATTGGAAGGTCTAACTGACACTACTGTTCCAAAGAGATTGGGTCCAAAG 
AGAGCTAACAACATCAGAAAGTTCTTCGGTTTGTCCAAGGAAGATGACGTTCGTGATTTC 
GTCATCAGAAGAGAAGTCACCAAGGGTGAAAAGACTTACACCAAGGCTCCAAAGATCCAA 
AGATTGGTTACTCCTCAAAGATTGCAAAGAAAGAGACACCAAAGAGCTTTGAAGGTCAGA 
AACGCTCAAGCTCAAAGAGAAGCTGCTGCCGAATACGCTCAATTGTTGGCTAAGAGATTG 
TCTGAAAGAAAGGCTGAAAAGGCCGAAATCAGAAAGAGAAGAGCTTCTTCTTTGAAGGCT 
TAA 

YBR181C, 236 aa (SEQ ID NO 22) 

MKLNISYPVNGSQKTFEIDDEHRI RVFFDKRIGQEVDGEAVGDEFKGYVFKI SGGNDKQG 
FPMKQGVLLPTRIKLLLTKNVSCYRPRRIX5ERKRKSVRGAIVGPDLAVLALVIVKKGEQE 
LEGLTDTTVPKRLGPKRANNIRKFFGLSKEDDVRDFVIRREVTKGEKTYTKAPKIQRLVT 
PQRLQRKRHQRALKVRNAQAQREAAAEYAQLLAKRLSERKAEKAEIRKRRASSLKA 

YCL007C, 893 bp, CDS: 501-893 (SEQ ID NO 23) 

ATTACTTTAAATTGTTTGTCTATTCCAACATAATCATTAGCAGCACATGTCGAGCAACAG 

ATAAACACAGCAGCGGCACGGTGAACCACATAAGTGTATGTGCACACGCGTGTTTTGTGC 

AGTGTATTACCAACTTGCGCATGCAAGGATATCACACTCCTGTTTCTGC 

TAAAACGCTTCCACGGGACATGGGTTCTAATTATGGAGAAGATCAAGCTTTGAAATGGCC 

CGTTTACACATTTTGATACAACCGTAGACGGCGTCTCGTTTCAAAGACCGTGTGGTTC 

TATCAGTATATACTCATTGTCTTTTTCAAAAAATCTCTGGGTTGTTTAGATGC^ 

TTTCTATTCGTATTTATTTTTATGTATACTT^ 

ACGTCACTTGGCTTGATATACTCGACGCTTTATTCTGCAAATTCAGGTCTC 

CGGCGTGGAGCCACCAAGGGATGGAGCTGGCAAAGGAACGTAATGGCCCACATCAAAAAC 

ATCATGGCCAATGTCAAAATCACTGTACTTCTCCAAACACTGTACG 

ACAAACTCTTGTTAGTAAAAAAGAAAGGGAAACTAGTAATATGGAGACACATCGTAAAAA 

AAATGTTGCACATACGCTTGGTTGTTCTTTGGAGCCATTATCCAGAACAGCACGGACATG 

GCACTAACCACTATGAATACACCAACAACAGTATAGCTAAATTGGACGCGCAGAGAGTTA 

GTAGAAGAAGAAGGAAGAAAAGGGAAGCGGAGAGAAGAGATTATGACACATACAAACTAC 

TCATTACTCTTTGTTCTTTATTATTCGTTGGACCTTTGTTO 

YCL007C, 130 aa (SEQ ID NO 24) 

MELAKERNGPHQKHHGQCQNHCTSPNTVRQNKTNKLLLVKKKGKLVIWRHI 
WLWSHYPEQHGHGTNHYEYTNNS I AKLDAQRVS RRRRKKREAERRDYDTYKLL ITLCS L 
LFVGPLFLKV 

YCL016C, 1430 bp, CDS: 501-1430 (SEQ ID NO 25) 
ACATGACCTAATTTATAGCTTAGGGTTCTTTTTTGTCAATTCTATGCGTA 
GCACCACGATGGTGATCGAAATCTCTAGGAGTAGCATACCACAGCGATATTATTTAGTAG 
TAGGCGGTTTATTATCTTTGTCCCTTTATACTO 

GGCAGCGTATAGTATAACCAGAAAAAAGTGAAAAATAAACTAAAAAAGCACTATGAGATG 
AACGGTAAAAATCCACCAGAGATTTGCTCACTAATAATCCTGTACCATGTCCATCAACCT 
ACATTCCGCACCCGAGTATGATCCATCTTATAAGCTGATCCAGTTGACACCAGAGTTACT 
GGATATAATACAGGATCCGGTTCAAAATCACCAGTTAAGGTTTAAGTCATTGGACAAAGA 
CAAGTCTGAAGTTGTACTGTGTTCGCACGACAAGACTTGGGTGCTGCAAGCAGCGCAAAC 
ATTCAAACACAGTTCTACTAATGAGAGAATTTGTTCCTGAACAACCTATTACTTTCGACG 
AAACGCTCTTGTTTGGACTGTCCAAGCCGTACATGGACGTCGTGGGATTCGCCAAGACTG 
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AATCAGAATTTGAGACCAGAGAGACACATGGCGAATTGAACTTGAATTCAGTACCAATAT 

ACAACGGAGAACTGGATTTCTCCGACAAAATCATGAAGAGGTCATCTACAAAGGTTATCG 

GGACCCTGGAAGAACTACTTGAGAACTCACCATGTTCTGCGCTAGAAGG 

GGCATAAGATTGGTGGATCTGTGAAAGACGGTGTGTTGTGTATTCTTTCACA^ 

TTTTCAAAGCACTGCATGTACTACTGATGAGCGCAATGGCAGAATCACTCGATCTACAGC 

ATCTGAATGTTGAGGATACACATCACGCTGTGGGGAAGGACATTGAGGACGAGTTCAATC 

CATACACAAGAGAAATCATTGAAACAGTGCTGAATAAATTTGCTGTTCAAGAGCAAGAGG 

CTGAAAACAATACGTGGCGCTTGAGAATACCGTTTATAGCTCAGTGGTACGGGATTCAAG 

CGCTAAGGAAATATGTTTCTX^AATAAGCATGCCAATTGATGAGTTCCTCATCAAGTGGA 

AGTCCCTTTTCCCACCTTTCTTCCCATGTGACATTGACATTGACATGCTGCG 

ATTTCAAGCCTACCGATAAGACTGTCCAGTATATAGCGAAAAGCACACTACCAATGGACC 

CCAAAGAACGGTTTAAAGTCCTGTTTAGGCTACAGTCACAGTGGGACTTGGAGGATATC 

AGCCTCTAATTGAAGAACTAAATTCAAGAGGTATGAAAATAGACAGTTTCATCATGAAGT 

ATGCCCGCCGTAAAAGACTGGGCAAAAAGACCGTGGTCACGAGCAGGTAG 

YCL016C, 309 aa (SEQ ID NO 26) 

MREFVPEQPITFDETLLFGLSKPYMDWGFAKTESEFETRETHGELNLNSVPIYNGELDF 
SDKIMKRSSTKVIGTLEELLENSPCSALEGISKWHKIGGSVKDGVLCILSQDFLFKALHV 
LLMSAMAESLDLQHLNVEDTHHAVGKDIEDEFNPYTREIIETV^ 

LRIPFIAQWYGIQALRKYVSGISMPIDEFLIKWKSLFPPFFPCDIDIDMLRGYHFKPTDK 
WQYIAKSTLPMDPKERFKVLFRLQSQWDLEDIKPLIEELNSRGMKIDSFIMKYARRKRL 
GKKTWTSR 

YCR052W, 1952 bp, CDS: 501-1952 (SEQ ID NO 27) 

GTCATCGACAGCAAATTGCTGGAAGAGTTCAAGGACAACGTGAGATACACCTTGGAAAAT 

GACCCTGAGGAAGGAGCCGATGAGGCCACTCTGCAACGCAGGAGGCAGTTGGAACAGATC 

ATTACGGGAGACAACGCTGAGGAGGAGTTGGAAAGGTACATCCGTGCTATGGTCAGAGAG 

CAGATGCTGGGCCAGGGCTCCATGGCGGGTTCCGGGGACGAACCAGATTCCAAGAGAAGA 

AAATAACGACCCAGCACAAAGGCTCTTACAGCTTGCTAAAAGAAATTGAACGCGACGCTA 

CATGAACTACTTCITTCTCTTACATAGTCTTTTCCCTTATGTATCTTTTCTC 

TAGACGTTCTTACAAGGTAAAATTTCACCGCGTTTTT^^ 

AGAGTGAAAGAAAAGCAACAAATATACAGTTCACAAGGCAGCTTCGTATAGTAATACAGC 

ACGAAAAACAGCTCATAGAAATGGTAACACAGACCAATCCGGTCCCTGTTACATATCCAA 

CGGATGCTTATATCCCCACGTATCTGCCCGATGATAAGGTCTCCAATCTGGCAGATTTGA 

AAAAATTGATAGAAATGGATTCCAGACTAGATTTGTATCTGACAAG^ 

CGTCCATCAATTTACCTACAAACACCAAGACCAAGGACCATCCCCCCAATAAAGAGATGC 

TGAGGATTTACGTCTACAACACTACGGAAAGCAGCCCTCGCAGCGATTCTGGCACCCCAG 

CGGACTCAGGCAAGACTACATGGACACTGAGAATAGAAGGTAAGCTTCTGCACGAGTCCG 

CAAACGGAAAGCACCCATTTAGTGAGTTTTTGGAAGGTGTCGCGGTCGACTTTA 

TGAAACCGCTGGGCATGGGCAAGAAGAGGAAACGCGATTCGTCATTGAGCCTTCCTTTGA 

ATCTGCAACAACCCGAATACAATGATCAAGATAGCACCATGGGCGATAACGACAACGGCG 

AGGATGAGGACAGTGCAGAGGCAGAATCCAGGGAGGAAATTGTAGACGCACTGGAATGGA 

ACTACGATGAAAACAACGTTGTGGAGTTTGATGGTATCGACATCAAGAGGCAAGGCAAGG 

ATAATTTGCGATGCAGTATAACCATCCAGTTGAGGGGTGTCGACGGTGGAAAAGTACAGT 

ACTCGCCCAACTTAGCTACCTTGATAGGTATGCAAACGGGCTCCGTTAATGACGCGGTTT 

ATTCGATCTACAAGTACATTTTGATCAACAATCTGTTTGTTACGGAACAAACAGAGGCTC 

AAGATGGTTCCAACGATGCCGAAGACAGCAGTAACGAGAATAACAATAAAAACGGTGCTG 

GTGACGATGATGGCGTCGAGGGAAGTACTCCAAAGGATAAGCCCGAATTGGGTGAAGTGA 

AGCTAGATTCACTCTTACAAAAGGTATTGGATACAAACGCCGCGCACCTCCCCTTGATGA 

ATGTTGTGCAAACCGTGAACAAACTGGTATCACCCCTACCGCCCATCATCCTAGATTATA 

CAATTGATCTTTCCAAAGATACCACCTATGGTGCTACCACCTTGGATGTAGATGTGTCGC 

ACATTCTCCACCAGCCTCAACCCCAGCCAAATTTACAAAAAGAGGAAGAAACAGATGCTG 

AAGACACAGCAAAACTACGTGAAATCACAAAGCTTGCCTTGCAGTTGAACTCTAGTGCTC 

AAAAATACCAGTTTTTCCACGAACTGTCTTTGCATCCAAGAGAAACGCTGACTCAOT 

TATGGTCTTCCAAGCAAAACGAGCTTGTGCTGCAGGGCGACCAATACTTCAATGAAGATG 

CTGCAAGAACGAGTGACATATACAGTAACAACAACAATGACAGGTCACTAATGGGCAATA 

TCTCACTACTGTACTCCCAAGGAAGACTATAA 

YCR052W, 483 aa (SEQ ID NO 28) 

MVTQTNPVPVTYPTDAYIPTYLPDDKVSNLADLKKLIEMDSRLDLYLTRRRLDTSINLPT 
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NTKTKDHPPNKEMLRIYVYNTTESSPRSDSGTPADSGKTTWTIjRIEGKLLHESANGKHPF 

SEFLEGVAVDFKRLKPLGMGKKRKRDSSLSLPLNLQQPEYNDQDSTMGDNDNGEDEDSAE 

AESREEIVDALEWNYDENNVVEFDGIDIKRQGKDNLRCSITIQLRGVDC^ 

LIGMQTGSVNDAWSIYKYILINNLFVTEQTEAQDGSNDAEDSSNENNNKNGAGDDDGVE 

GSTPKDKPELGEVKLDSLLQKVLDTNAAHLPLMNWQTVNKLVSPLPPIILDYTIDLSKD 

TTYGATTLDVDVSHILHQPQPQPNLQKEEETDAEDTAKLREITKIJVLQLNSSAQKYQFFH 

ELSLHPRETLTHYLWSSKQNELVLQGDQYFNEDAARTSDIYSNNNNDRSLMGNISLLYSQ 

GRL 

YCR064C, 911 bp, CDS: 501-911 (SEQ ID NO 29) 

AGGTTTTAACGCGTTATCTTTGTTCCGAAAAAAAA 

GCGTCGCGTTCTCGCGTCTGTTTTGTTTTTTC 

GTCGTCTTTGACGAAGGAGACGAAAACCTCTTCTAAAACGTTGGGAGAGAGATAATTACA 

TGGCCAGAACAATACTGCAACGTGCATATAGTCGTTAGTCTGTGCTTGCACATCCACGGC 

AGCCGCAGTGGACGCACTGATGGAAGGACACCTGTGTGCCCTTTTTGCGTC 

CTAACTGTGCACGAGGCACCCTGCAGATGCAAGTGCTACCGTTGTTAGTTTCG 

GAATGCAGCGCAGACAGCACAGTTTTTCATACCC^ 

ATTTATCAGCATACTTTTCCTTTATCAACCAATCGTAAAGGTCTTTGGAG 

TCTTGTAGTACAGAGTATATATGTATCTAGAGCGCTGGTGGTGGAGTTGCATTATCTCCC 

AGAGCTGCTCATTGGACTTTGCTGCGAGCTTAGACGACTTGTCCTTTTGGGCATCTCTGA 

GTTGGATTTCGAAATCTGTGAGGGTTGGCTTGATTTTTTC 

TGGATCTTCTGGTCTTTATGCGCGGCATGTCGTTOTGTGAGGTC 

AGTATTTCACTTTCCGTTGTGAACGACAAATGTACTATGCGTTCAAGAGCCAACGCAGTA 
TCATCGTCAAAGTTCCTACCACAACGCGTGTGATTGATCTTGTACTGGTTGTAAATGTGC 
TAAGTCTGTGA 

YCR064C, 136 aa (SEQ ID NO 30) 

MYLERWWWSCIISQSCSLDFAASLDDLSFWASLSWISKSVRVGLIFSNPSGAGLDLLVFM 
RGMSFCEVSFASLDGCRGVYIDDESLRKFFFFFQYFTFRCERQMYYAFKSQRSIIVKVPT 
TTRVIDLVLWNVLSL 

YCR073W-A, 1448 bp, CDS: 501-1448 (SEQ ID NO 31) 

GTTTATGGCTGGAATGACTTGATAATCTCTTCACGAGCTO 

CCAGAACTCTCCCGCCTTCAGCCGCTTTTTGTTGCTGTGT^ 

TTTTCACCTACAAGGAACTACCTTTTATAGCCACCCTAAGTAAAACAACATTAGCTTAGC 

ATCCTCAATTCTTATCGTATGTTGTTGCTGCTATTTOT 

TTTTTTACATAAGGTACCAAGGCAAGAGAAAAGACCCGCGAAATTTTCAAT^ 

AGGGTTAATACGAAATATGTTAAGGTCTAGTTTCCAAAAAATGAAGAAAATGTGATTAGA 

CATCCTGGGGAAATTAGGTTTAAATAGGGCGGGCGCTACAGGGGTTTTCCTAAC 

CAATGATAATAGTGGCATCATCATCGTCATATCCAGTGTAGGTATGGACTAGAACAGAAA 

GCAATTTGCAGCAAGACAATATGACTACGACGGTACCCAAGATATTCGCGTTTCACGAGT 

TTTCAGACGTGGCAGAGGCCGTAGCTGACCATGTAGTCCACGCGCAAGACGGTGCATTGG 

CTCCAAAGAACGAGAGGAAACACTCTGTTCCCAACATCAGCATGAATGCACTGGATATGA 

CGAGAGAGGCCTCTTGCAAAAGCACAGCATCTGCCGCGGAAGGGAAAAGTGGTAGCAGTG 

GTAGTGGCAGTGGTAGCAGTAAGCCCAAAAAGGAGAAACGGTTCAAGATTGCTCTCTCCG 

GTGGGTCATTGATCGAAGTGCTACACGAAGGTCTGCTAAAACGAGACGATGTACGGTGGG 

GAGACTGGGACATTTACITTGC^GACGAGAGACTTGTACCCTTC 

ATTATGGATGCGCCAAAAGGAAGATTTTGGACCTGATAGACACGGCGAAGTATGGAACTC 
CGAAGGTGTACCACATTGACGAGTCATTGATTGACGACCCGCAAGAATGCGTTGATAACT 
ATGAAAAGGTGCTAATCCGCGGGTTTGCCGGTAGAGATTCCGTCAAACTTCCGATGTTCG 
ACTTGTTCCTGCTTGGTTGTGCCCCCGATGGT^ 

AGGACAATCTACGTGAGAAACTTGCATGGGTGGTGCCCGTGGAGAACGCTCCTAGTGGGC 
CCTCGACCAGAATTTCGCTGACTATACCTGTAATC^ 

TTGTCGAAGGTGCAACCAAGGCGCCCATCATCAAGACCATTATGGAAAGGCCTGAAAAGG 
GCCTACCTAGCAGTATTGTCAACGAAGGTGCTGCTGGTCGTGTATCATGGTTTGTTGACG 
ACGATGCTCTTACGGACGTCCTCGTCACCAAAAAAAAGTATAAATTCCACCAAGGTTTGT 
CTATTTAA 

YCR073W-A, 315 aa (SEQ ID NO 32) 
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MTTTWKIFAFHEFSDVAEAVADHVVHAQIX3ALAPKNERKHSVPNISMNALDMTREASCK 
STASAAEGKSGSSGSGSGSSKPKKEKRFKIALSGGSLIEVLHEGLLKRDDVRWGDWDIYF 
ADERLVPFSSNESNYGCAKRKILDLIDTAKYGTPKVYHIDESLIDDPQECVDNYEKVLIR 
GFAGRDSVKLPMTOLFLLGCAPIX5HIASLFPNFQDNLREKLAWVVPVENAPSGPSTRISL 
TI PVICHSHRVTFWEGATKAPI IKTIMERPEKGLPSSIVNEGAAGRVSWFVDDDALTDV 
LVTKKKY KFHQGLS I 

YDL010W, 1196 bp, CDS; 501-1196 (SEQ ID NO 33) 
TAGTAATTAGTTTCTTATGATGGATTTAATG^ 

GAGGATAATCTACTTGCAGCATGAATGAAAATAGTAAGCCAGTAAGGATGCACTGACAGA 

CTCAGCTACCGATTAGTGTTGTTGACTTTTCCGCAAGATCCTTTTC 

TAGTCATCCCTCCACACAAGATTCGCTCTTAAGTAGTGGCGCAGGCTGTTCGCTTTTAAG 

CATAGTGCTTAATGTCGAAGGCTTTATAGATCCCAAATACTACGCCTTGAGAAATTGAAT 

GCACTAGCAGTTAGTTAACTTTCTGGAACGCGCATGACGCGTCCCGGGGCGCCTGAGGCG 

GAGCGTTCGCGAAATCGGGAAAACATTATACTGGGAAAGATCACTATCTATTCTCT 

GAACTTTTAAGCAAATTATCGTAAGATAGAAAAGACGAAACCTTAGCAACCTAGCGGTTT 

AATATAGAAACAATTTTATTATGATACCTTCCAATAAGAGAAATGCTA 

TTACAACGCTATTATTGTTGTTAGTGTTTTTCGTAGCGCAAAATGCG 

TAGAGATAAAAGAGGAAACTTCTAAAGCATTTAGTACTAATATGGACAATATGGCTGGAG 

GATCTTCCAGGGAATATGCTGCTATGCCGACTTCTACCACGAATAAGGGGAGCTCTGAAG 

TAGACGAAGAAATTAATGAAATAAAACAGAAGGTGGGACTCCAACAGCCCATAGCATCGG 

TTGATGATAGTTTGTCGGCCATTAAAAACGATAAAGGGTCGCGAAT^ 

ATGTTCAAAAAGAATACTCCCTCATACTAGACTTGTCTCCGATTATAATATTTAGTAAAA 

GCACCTGTTCATATAGCAAGGGCATGAAGGAACTGCTTGAAAATGAGTATCAGTTTATCC 

CAAACTACTATATTATAGAACTTGACAAACATGGACATGGGGAAGAGCTGCAAGAATATA 

TCAAGTTGGTGACCGGTAGAGGAACTGTTCCAAACCTTTTGGTTAATGGAGTATCAAGAG 

GAGGTAATGAAGAAATCAAGAAACTGCACACTCAAGGGAAACTTTTAGAATCATTACAAG 

TCTGGAGTGATGGTAAATTCTCGGTTGAGCAACGTGAAAAACCTTCCAATAATTGA 

YDL010W, 231 aa (SEQ ID NO 34) 

MIPSNKRNARILSITTLLLLLWFVAQNANFLTVEIKEETSKAFSTNMDNMAGGSSREYA 
AMPTSTTNKGSSEVDEEINEIKQKVGLQQPIASVDDSLSAIKNDKGSRITKAFNVQKEYS 
LILDLSPIIIFSKSTCSYSKGMKELLENEYQFIPNYYIIELDKHGHGEELQEYIKLVTGR 
GTVPNLLVNGVSRGGNEEIKKLHTQGKLLESLQVWSDGKFSVEQREKPSNN 

YDL036C, 1889 bp, CDS: 501-1889 (SEQ ID NO 35) 
TCAAATCCAGCTTCTTTTGAAGCAATATTGTCA 

AGGATAAGAATTTACGCTATTCAGATGCTAGTGCATCTGAAAATTATCTGGTCAAGCCCA 

CAATACCAGGTACGACTCCTGATCCAATAATTGAGGCGCAGAACGATAATGATAGTAGTG 

ATAGTAGCGGCATAGATTTGATAGCCTTCTTAAGAAATGGACCAT^ 

TCGCGATGTTTGAAAATGGAAAGTAAGGAACGTAATACAAATTGACAAGTAGCCGACATG 

AATGACGCTCACTTCTCTTATATATGTTAGGTAGTATATGCATTATAGAATTTATTCATT 

GAAGCAATGTGATTCCTCGATAAGTAAGCTTTTTTTCTC 

AACAAAAGACCGAGTTAAGAAAAAGTTCATAAAAAACTTTTGAAAATGGATGAGTGCTCG 

TATAATGGAATAGGAAACTTATGCAAAGAAATAATAGGTTAAGAAATTTGTTTACAGTGC 

CAGTAATAATGGCTCGACAACTCAAAAGGAATGCATTATCTGCAGGTCTTGCTTTTGCAG 

GTAATGCAACCTCAAATGAGTTTGATGAACATTTGCAAAATGAGGTTGAAAGAGAGAGGG 

AAATTCAAAAGAAAAAAAAAATAAAGCGAACTCAATCAAAAAAATCGCCAGATTTGATTA 

ATAAATCTACTTTTCAATCACGAACGATAGGCAGCAAAAAAGAGAAACATAGACAACTAG 

ATCCAGAGTATGAAATTGTCATCGATGGCCCTCTAAGGAAAATCAAGCCCTACCATTTTA 

CGTACAGGACCTTTTGCAAAGAGCGTTGGAGAGATAAAAAATTGGTTGATGTCTTTATAT 

CTK5AATTTCGAGATCGTGAATCTGAATATTATAAAAGAACAATCGAAAACG 

ATATAAACGATGAAACTGCGGACTTATCTACTGTAATTCGCAATGGTGACCTGATTACGC 

ATCAGGTACATAGACATGAACCTCCAGTCACTTCCAGGCCTATCAAAGTTATTTTTGAAG 

ATGATAACATAATGGTTATTGATAAACCGAGCGGTATACCTGTTCACCCAACTGGCCGAT 

ATCGGTTCAATACAATTACGAAAATGCTTCAAAATAATCTCGGATTTGTTGTGAACCCAT 

GTAATAGGTTAGATAGGCTTACAAGTGGATTAATGTTTTTGGCAAAAACTCCGAAGGGAG 

CCGATAATATCGGCGATCAACTAAAAGCTCGAGAAGTCACTAAGGAATACGTGGCCAAGG 

TAGTTGGAGAATTTCCAGAAACGGAAGTAATTGTTGAAAAACCTCTAAAACTGATCGAGC 

CAAGGCTTGCTCTTAATGCAGTTTGTCAAATGGACGAGAAAGGAGCCAAACATGCAAAAA 



WO 01/02550 



13/161 



PCT/BE00/00077 



CTGTTTTTAACAGAATCAGCTACGACGGTAAAACGAGTATTGTAAAGTGCAAACCGCTTA 
CCGGGCGATCACATCAAATTAGAGTACATTTACAGTACTTAGGCCACCCAATTGCTAACG 
ATCCTATTTATTCCAATGATGAAGTATGGGGTAACAATCTCGGAAAAGGCGGCCAGGCTG 
ACTTCGATATAGTTATTACTAAGCTAGACGUIAATAGGGAAAAGAAAACCTGCTAAAAGTT 
GGTTCCATAGTAATGGCGGGTACGGTGAGGTATTAAGGCAAGAAAAATGTTCTATTTGTG 
AATCTGATTTGTATACTGATCCTGGCCCCAATGATC 

TATACGAATCAACTGAGACTGAAGAAGGAACCGAAAAGAAAAAGTGGTGCTACAAAACAG 
AGTATCCAGAATGGGCTCTGAGAAGATAG 

YDL036C, 462 aa (SEQ ID NO 36) 

MQRNNRLRNLFWPVIMARQLKRNALSAGLAFAGNATSNEFDEHLQNEVEREREIQKKKK 
IKRTQSKKSPDLINKSTFQSRTIGSKKEKHRQLDPEYEIVIDGPLRKIKPYHFTYRTFCK 
ERWRDKKLVDVFI SEFRDRESEYYKRTI ENGDVHINDETADLSTVI RNGDLITHQVHRHE 
PPVTSRPIKVIFEDDNIMVIDKPSGIPVHPTGRYRFNTITKMLQNNLGFVVNPCNRLDRL 
TSGLMFLAKTPKGADNIGDQLKAREVTKEYVAKWGEFPETEVIVEKPLKLIEPRLALNA 
VCQMDEKGAKHAKTVFNRISYDGKTSIVKCKPLTGRSHQIRVHLQYLGHPIANDPIYSND 
EVWGNNLGKGGQADFD I VI TKLDE IGKRKPAKSWFHSNGGYGEVLRQEKC S ICESDLYTD 
PGPNDLDLWLHAYLYESTETEEGTEKKKWCYKTEYPEWALRR 

YDL083C, 1364 bp, exonl : 501-909, intronl: 910-1341, exon2: 
1342-1364 (SEQ ID NO 37) 

TATTCCGACTAGAAAAAAATTAAATTTTCTAACTACAAA 

GGATGTAACAGGAAATGTATGGGTCACATATTAATAGCTTGTTTTACTCCATAAAAGAGT 

CTGATATTCAGAAAAAACACCCATACATGTTGAAAAATAATGCATTCTGAAA 

TTGAAAAATGTATGCGATCTAGGAAAAACTGAATTTTCCTTAGGTTC 

AGAAGGATGCTGTGGCCTTTGACCTGGGCGGAAATTCTCTCTGTTTCCCTCTA 

GAAACAGAACTGGTAGCAGTTCGTTCCGGCCAGGCCGCGTGAGCCTATACCACCGAATAT 

TATCCTAGCGCAGAGAGTAACACTGGCAAAGTCAAAAGTAAATGCCATGTAAAATGTATA 

GGTTACGCAGTAGACTATTTAATATATACCTTTTTATTTAG^^ 

GCAAGAGAATAAGCAACAAGATGTCTGCCGTCCCAAGTGTCCAAGTATGTTAAATAATTT 

AAACGATGTCACGAATTTGTGAGGGATATTGAAACCATGCAGTGAG 

AGAACCATATCACCTGAATAAGACGGGTGGGGCAAGCACTAGATGCGAATCATAGTTTTA 

GAACAACGGATCACCATTTCACACGTTAAAGACCGAGTAGAAATAACCAATAAATTGTGT 

GGGAAAATATTATACTTAATTTCTCTGTGGAGTAAAGTAATGAGCGTCTTTTGCGGTCTT 

ATTTATTCATTCGCTCCCCTTGCAATGAATTTTGAACAGAATGCTCCAAAGAGG 

CAGGGTACCTCACTTGTTTCACCCTTTTACACAGTTCATAATATTT^ 

TTTCTGTTTTACTAACATGTGACACGAAATGTTTTTC 

TTGGTAAGAAGAAATCAGCTACCGCTGTTGCCCACGTCAAGGCCGGTAAGGGTTTGATTA 
AGGTCAACGGTTCTCCAATCACTTTGGTTGAACCAGAAATCCTAAGATTCAAGGTCTACG 
AACCATTATTGTTGGTTGGTTTGGACAAGTTCTCCAACATCGATATCAGAGTTAGAGTCA 
CTGGTGGTGGTCATGTTTCTCAAGTCTACGCCATCAGACAAGCTATTGCTAAGGGTTTAG 
TCGCTTACCACCAAAAGTACGTTGACGAACAATCCAAGAACGAATTGAAGAAGGCCTTCA 
CCTCTTACGACAGAACTTTGTTGATCGCTGATTCTAGAAGACCAGAACCAAAGAAATTCG 
GTGGTAAGGGTGCTCGTTCTAGATTCCAAAAATCTTACCGTTAA 

YDL083C, 143 aa (SEQ ID NO 38) 

MSAVPSVQTFGKKKSATAVAHVKAGKGLIKVNGSPITLVEPEILRFKVYEPLLLVGLDKF 
SNIDIRVRVTGG^HVSQVYAIRQAIAKGLVAYHQKYVDEQSKNELKKAFTSYDRTLLIAD 
SRRPEPKKFGGKGARSRFQKSYR 

YDL125C, 1088 bp, exonl: 501-597, intronl: 598-708, exon2: 
709-1088 (SEQ ID NO 39) 

TTCAAAATACGAGTAAAGGAGATCCTAGGTGTGGATTAGTAAGGGGAGTGTGGCAACTTC 
CTTTTTCCGGTTAATTCTCCGCGCTTTCGTT^ 

ACGCATGGAGGCTTCTACAAAACAGCGTGCCGTTTTGATGGCATGAGCAGGGGGCGCAAA 
GGAAACACCGGTAAATCGCGCAAGACCTTGTTGGCCACGTAGCCTCAAAGGTTGAATTGA 
CACTTGTCTACAGAACTTGAAAAGTACAAAAGGAGGTCACATAAAACAGTAAGCTTGAGA 
AGCTTTAAGATATGGTGCGAATCGTTACAGAATATTCCTTGCAGAAATAATGGCGGGTCC 
GTTCTCTTCTGAAGAAGTTACCGCCCTACTGAAGCATTGCTGTACGATCGTGTAATGTGA 
TGTGTGTTCGACTGGAAAGCGGAGAACATTATGAAGTAAAAGGACAATCAGCACGCCTTC 
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CAGACTTTTAAGAAACATTGATGGAGCCATTGATATCGGCACCGTACCTAACAACAACAA 
AAATGTCTGCTCCTGCTACGCTTGATGCTGCCTC^ 

TGTCACATTACTAATAAAGAGCTTACACTCACACCAATGATGGCGATAGTCTCTATGTAG 

TACATATACATAAAGCAGAATACTAACAATCGATCCGCTATGCAACAGGCGAAATTCCAT 

CCTTCAAATTGATTGAAACAAAGTACTCGTATGCTTTCTTGGACATCCAACCT 

AAGGTCATGCTTTAATCATTCCTAAGTACCATGGTGCGAAGTTGCATGACATC 

AATTCCTTACCGATGCTATGCCGATTGCCAAGAGACTGGCCAAGGCAATGAAGTTGGACA 

CTTATAATGTGTTGCAGAATAATGGTAAAATTGCGCATCAAGAAGTCGACCACGTCCACT 

TCCATTTGATTCCTAAGAGAGATGAGAAAAGTGGTTTGATTGTAGGGTGGCCAGCCCAAG 

AAACGGACTTCGATAAGTTGGGCAAGCTACACAAGGAATTGCTTGCCAAACTAGAAGGCT 

CCGATTAG 

YDL125C, 158 aa (SEQ ID NO 40) 

MEPLISAPYLTTTKMSAPATLDAACIFCKIIKSEIPSFKLIETKYSYAFLDIQPTAEGHA 
LI I PKYHGAKLHDI PDEFLTDAMPI AKRLAKAMKLDTYNVLQNNGKI AHQEVDHVHFHLI 
PKRBEKSGLIVGWPAQETDFDKLGKLHKELLAKLEGSD 

YDL133C-A, 578 bp, CDS: 501-578 (SEQ ID NO 41) 

AAAGGTGGTTGGAGACTTTGTGTTGTAGCTTAGAATTTC 

ACCTCTTCTCCTCTTTCGACACTTCGTTTATTTCCACTTTC 

TTCAGAATGCTTTCTTTATTTCACGACGGTTACCACACCCGTACACCCTTATCTCA 

ACCAGTACCTTTCCTTATTAGATTCATCTTATT^ 

CGACGCGTGTCGCACCATGGAAAAGGTGTCGCAGCTGCGATGCTATCCATTTACCCGTCA 
TCATTGCTGGCAGAAATCCCATCTTCCTCTGCTGGGGTGATTTATATATATGGAG 
ACGAATGTAATATTTCTGAATGTTAAATAATTGTTATCCGTCATTATTGTTTCACTTC^ 
TCTTTGAAATTTCGCTTGTTTTCTGTTTTCATCTT^ 

TCATATCGACTTAATTCCAAATGAGAGCTAAGTGGAGAAAGAAGAGAACTAGAAGACTTA 
AGAGAAAGAGACGGAAGGTGAGAGCCAGATCCAAATAA 

YDL133C-A, 25 aa (SEQ ID NO 42) 
MRAKWRKKRTRRLKRKRRKVRARSK 

YDL136W, 1268 bp, exonl: 501-503, intronl: 504-908, exon2 : 

909^1268 (SEQ ID NO 43) 

CATGCGGACCTTGTGTGTTTTGTTTCTAGATTGTTTC 

AAACCACTGTATAGTTGTATAAGATAGGATAATGATGGTGCACTGAAAATAAACTTACTA 

GCTCTTTAATATTGCAACGGCTTGTAACGGGCGCCATGATGACATTCAGAATTATACCAC 

TACTATATGAAAAAATGAAAAGAGGCCCTGCTTTGAACCCGTACATTTTATTCTAT 

TTGCATCTCTGGTTTGCCTGACGGCAGCGAGTCCAACACAAAGTCTGGCAT^ 

ATTTTCCACCATGGATTCAGCACCCAAACATTTGAATTTTTTTTCATGTC 

TTTTACTGAAGATGAGGGTAAATAGAGGCCTGCAATCGTCATCATATGAGAAATGGATAT 

ATTGAAAATCTACTCACATCTCTTTTTTGGGGGTTTGGTAGTACAGTGAG 

AGAACCAAATAGGACTAAAAATGGTATGTAGAGATGAATATACATGAAACGGACGTGATA 

TAATGTGCTATGGAAGAAAAAAGTCTCCTTTAATGTCTGCAGGATAAATAATCAAGTGGT 

CTGAAGAAAATTTACAGCTACAGTATTACTGCAAACCTTGCAGGCAAATATCAGAGAGAT 

CTCACCAGCTACAACTTGGTAACAGAAATTTATAAGTTTATGGCACTTGTTAAAATTGTT 

TGGAAGTTTTCGAAATTATAATATTGGTCTTCAGAAACCTGGAACCACATGTC 

TTTTTTGGATAATGCATTGCACAGAGCGTATTAGTGTATACGAGAAT 

ACTGGCTCATAAAAACAGGAACTTTTACTAACAGTTATGATTTTTTGTT 

ATCAATAGGCCGGCGTTAAAGCTTACGAACTAAGAACCAAATCCAAGGAACAATTAGCTT 

CTCAATTGGTTGACTTGAAAAAGGAGTTGGCTGAATTGAAGGT^ 

CATCTTTGCCAAAGATCAAGACCGTCAGAAAGAGTATCGCCTGTGTCTTGACCGTCATCA 
ACGAACAACAAAGAGAAGCTGTTAGACAATTATACAAGGGTAAGAAGTACCAACCAAAGG 
ACTTGAGAGCCAAGAAGACCAGAGCTTTGAGAAGAGCTTTGACCAAATTCGAAGCTTCCC 
AAGTTACCGAAAAGCAAAGAAAGAAGGAAATCGCTTTCCCACAAAGAAAGTACGCTATCA 
AGGCTTAA 

YDL136W, 120 aa (SEQ ID NO 44) 

MAGVKAYELRTKSKEQIASQLVDLKKELAELKVQKLSRPSLPKIKTVRKSIACVLTVINE 
QQREAVRQLYKGKKYQPKDLRAKKTRALRRALTKFEASQVTEKQRKKQIAFPQRKYAIKA 
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YDL167C, 2660 bp, CDS: 501-2660 (SEQ ID NO 45) 

TGGGTGTCGTCAAACAGGATGCCGTGGAATCATACGAACCGCACATTGTGGTAGAGCTAC 

AAAGCGATACGAAAGAAGATATGGTATCTAACGTATCCCGTATTGTTGCTTGGGAAAAGA 

TGTGGTTAGAACAACATCCAGATGGAGTCACAAATGAATATCAAGGGCCTCGTAGCGATG 

ACGAAGACGATGAAGACAGTGAGTAGGCGTTCCATAACTTTGTGTATCTACATATATACA 

TATATAATTGTAAATTAGTAACAGTAGTAATAGTAGTGCCTATTATAAAGGGTTTTCTTT 

AAGTAATGTCATGTACTTGTTTAATGTGACTTTGGTAATATATTTO 

GATGCCCAGTGGAAAAGTTTAAAGTGAAAAATTTTTCAACACATA 

GGTTTTGATGCAAATAGCATTACTAAAGAAGAGC 

TGATTTTTGATACAGAAATTATGCACTATGTGGTACTAGAGCTGCAAGTTC 

CAGATACCCCCAAGGATCAATGTCGCATTGCGAATATAGCATTTCAAATTGTC 

AAACATTAGTATGCCATTATGGGACCAATTCTTTACCGAGCATTGAAGTAAACGGGACGA 

CAAAGAGTTTGGAGAGTGCAATGGTGCAATTGGACAAGGATATTCATGACG 

ACGACGACTTTGTTCTTGTTTCCCTGTATTCAACATGGCATATCCGTG 

GTCAAGCGAGAGATGATGGGTTTATTCTTACTTCTTATTTACAACATCCGAAAGT^ 

ACTTATGGAAGGAATTCGATAGATGGTGTGTCAACCATCCGGAGATTTTC 

AAGCAATCTCCAACAACAATTGTAATACTAAAAGTATTAGTATTAATGCAGCCAAAAATA 

CGAAGGATTTGGACGAAATAGTTAGAATATTGGAAGtTTCAATCCCAACTGAAGAGGCAG 

GCTCTGTTCCAGAGATATACTCTCTTTTAAAAAGGACAACGGATATATTAATACAATTGC 

ACAAAAAGTGTACTTCCCCTGAAGATATGGAATCTGTCTTAACAAAACCATATGACTC 

ACACCGATATTAGAGCGTTTTTGCAAGAGAAATCTAAGATTTTGTACATGAACAATT^ 

CGCCCGACACAACTCAAAGTGAGTTGGAATCATGGTTTACCCAATATGGTGTTAGACCAG 

TTGGGTTTTGGACTGTCAAAAACATCGTAGAAGATACGTCTAACGTTAATAATAACTGGA 

GTCTAAATAACAGTCCCTATGTGGAAGATCAAGATAGTATCTCAGGATTTGTTGTCTTC 

AAACACATGAAGAAGCAACTGAAGTACTAGCGTTGAATGGGAGATCAATCCTATCTAATC 

TGGCAAACACTAAGCAACCAAGGGTGGTGGAACATGTCCTTGAGCTTCAAC 

CCGGAGTACTCGATAAGGCTCAAGAAATTTTATCGCCTTTCCCTCAAAGTAAAAACAi^ 

CAAGACCAGGTGACTGGAATTGCCCATCTTGTGGTTTTTCAAACTOT 

CATGTTTTAGATGTTCTTTTCCGGCACCATCAAATAGTCAAATACATACTGCGAACTCAA 

ACAATAATGTTAACAGTAGTAGAAATAATTTAAACAATCGCGTGAACTCGGGATCTTCAA 

GCAATATTAGTAACACTGCAGCGAATCACCCCTATGGTGCCCCTGAGTTCAACATGATTG 

CTAACAACACGCCAGCAGCTTTAACATACAATAGAGCTCATTTTCCTGCAATTACGCCAT 

TGTCGCGACAAAATTCATTGAACATGGCACCATCGAACAGTGGGTCGCCGATAATTATAG 

CGGATCATTTTTCGGGAAATAATAATATAGCCCCAAATTATCGTTATAATAATAATATTA 

ACAATAACAACAATAATATTAACAATATGACCAATAATAGATATAACATTAATAACAACA 

TCAACGGTAATGGGAATGGTAATGGGAACAACAGTAATAACAATAACAATCATAATAACA 

ATCATAATAACAATCATCATAATGGTAGTATCAATAGTAATAGTAATACCAATAATAATA 

ATAATAATAACAATGGTAACAATAGTAATAATTGTAATTCCAATATCGGTATGGGAGGAT 

GTGGCTCCAACATGCCATTTAGAGCAGGAGATTGGAAGTGTTCCACGTGCACGTATCATA 

ACTTTGCTAAAAACGTAGTGTGCTTACGCTGTGGTGGTCCAAAATCAATAAGCG 

CAAGTGAAACCAAT^TTACATAGATTCATCAACATTTGGACCAGCGTC 

GTAATAACAATATTTCTGTTAATACTAATGGTGGTAGCAATGCTGGTCGCACCGATC 

ACGATAACAAAGGTCGTGATATTAGTTTGATGGAATTTATGTCACCACCGTTATCGATGG 

CAACAAAGTCAATGAAGGAGGGAGATGGGAATGGTAGCTCGTTTAACGAGTTCAAAAGTG 

ACAAAGCTAACGTTAATTTTTCCAATGTTGGTGAT^ 

ATAGTTCAATACGTTGGTAG 

YDL167C, 719 aa (SEQ ID NO 46} 

MHYWLELQVAHLPDTPKDQCRIANIAFQIVNAETLVCHYGTNSLPSIEVNGTTKSLESA 
MVQLDKDIHDVIGNDDFVLVSLYSTWHIRVTLPRQARDDGFILTSYLQHPKVFDLWKEFD 
RWCVNHPEILGQKKAISNNNCNTKSISINAAKNTKDLDEIVRILEVSIPTEEAGSVPEIY 
SLLKRTTDILIQLHKKCTSPEDMESVLTKPYDSHTDIRAFLQEKSKILYMNNLPPDTTQS 
ELESWFTQYGVRPVGFWTVKNIVEDTSNVNNNWSLm 

EVLALNGRSILSNLANTKQPRVVEHVLELQPSSTGVLDKAQEILSPFPQSKNKPRPGDWN 
CPSCGFSNFQRRTACFRCSFPAPSNSQIHTANSNNNVNSSRNNLNNRVNSGSSSNISNTA 
ANHPYGAPEFNMI ANNTPAALTYNRAHFPAITPLSRQNSLNMAPSNSGSPI 1 1 ADHFSGN 
NNIAPNYRYNNNINNNNNNINNMTNNRYNINNNINGNGNGNGNN 
NGSINSNSNTNNNNNNNNGNNSNNCNSNIGMGGCGSNMPFRA 

CLRCGGPKSISGDASETNHYIDSSTFGPASRTPSNNNISVNTNGGSNAGRTDGNDNKGRD 
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ISLMEFMSPPLSMATKSMKEGDGNGSSFNEFKSDKANVNFSNVGDNSAFGNGFNSSIRW 
YDL184C, 578 bp, CDS; 501-578 (SEQ ID NO 47) 

AACAAGAAAACCCTTCCGTTGATCnTAGATTTCTTAGAGGTTCATGAACTAGAAAGCGAC 

TTGAACAAAGTCATCCTTCAAGAATCGAAATCTCAAGAGAAAAACAAAATTTAATC 

TTGTCCACTATCTCATGTAAATATACATAACAGGTATTCCTGAGCGTTCGAAAATTAGAC 

TGTACTTTTCTGATGCGCTCCCGTACACCTTTGACATATACAAACATCCGCA^ 

AGCTTTCTTTCTAGAATTTTTTCCACGCGCTCTCGATCAATGAACT 

ACCCCTAACTTTTTCCCAGGCAAGGCTGGCCTCATTACCCTACCCGAAAGTTTCACTTTA 

CCCCATGGCAGATGGACGATATTTTAACAAGACGAAACTGACCTCGTCTTCTATAAAACT 

GGACTTCTAAGCAACTCTCATTTATCTTATATCCGTTCCATTTTGTACTAAAAGAACCAG 

ACCACATCGATTCAATCGAAATGAGAGCCAAGTGGAGAAAGAAGAGAACTAGAAGACTTA 

AGAGAAAGAGACGGAAGGTGAGAGCCAGATCCAAATAA 

YDL184C, 25 aa (SEQ ID NO 48) 
MRAKWRKKRTRRLKRKRRKVRARSK 

YDL191W, 1354 bp, exonl : 501-503, intronl : 504-994, exon2 : 
995-1354 (SEQ ID NO 49) 

TATTGACGTTTCGCTCTCAGGTCCACCGTGTTCTCAAAAGATACTTTTAAAACCTAA 

ACACGAAATCATATTATGATAATTCAGAATGATAGTGTGGTACTGTGTCAATTGACTGTT 

CAAGACTGAAGAGGATCTTTGATTTGTTGTTACTCAACAAATA^ 

CTCAATCTGGGGACTGTATTAATCTCAGACCCATACATATCTACACCCATAACTTTTTAC 
ATTTAATTTTTTATCACATAATAGGTAGOTTAAATTGTAAAGTCGCAAAAAAAAAT^ 
GCGCAGCCTCTCCGK5GTGAACCCCACGACAACTTACCTGGCACTCCATGCACTAACGGGC 
GGGTTTGGGCAGGATTCCAGCATGAATTTTGCAAAATTC 

GTAATATAATGTTAAGCATACGCTGTCGATTAGCACTATTATTGACCGTAGAATAGGTAC 

AGTGAGACAGTATATTCGAAATGGTATGTTTGAGATGAACAAAATAATAAAGACTGACAA 

CTGCAGAACAGAGAGGATCATAGCAACCTAGTGCAAGAAAGAGCCTCGAAGCGTTAAACT 

TTTGGAACGTAATTCATCCGTTGGCTATGTCTATTCAATACAGTTAGAATA^ 

TAATCAAGTATATCGGATTATTCGCAAGCAAAGAATCAAGGAAAAGAAAGTGAAAATAGC 

ATACATCTTTAAATTCAGAGGTTTTGCTGAATTTTAATAGGGAA 

TTGGCCGTAGATCGCCTAGCGTTTGACCAAATTTAATTCTCCTAATTTTT^ 

AAAGCCTTCCAACGAAATAAATTAGTTATTGGTTTTTTTTCTCTGTO 

GATGCCTGTGCTTGTTAGTTCATTATAAGTGCTAATAAAATACTAACGTTAATAAAAATT 

TGGAATATTATTTCATTTTTTATCCTATTAATAG 

AAC CAAATCC AAGGAAC AATTGGCTTCTC AATTGGTTGACTTC 

ATTGAAGGTCCAAAAGTTGTCCAGACCATCTTTGCCAAAGATCAAGACCGTCAGAAAGAG 
TATCGCCTGTGTCTTGACCGTCATCAACGAACAACAAAGAGAAGCTGTTAGACAATTATA 
CAAGGGTAAGAAGTACCAACCAAAGGACTTGAGAGCCAAGAAGACCAGAGCTTTGAGAAG 
AGCTTTGACCAAATTCGAAGCTTCCCAAGTTACCGAAAAGCAAAGAAAGAAGCAAATCGC 
TTTCCCACAAAGAAAGTACGCTATTAAGGCTTAA 

YDL191W, 120 aa (SEQ ID NO 50) 

MAGVKAYELRTKSKEQLASQLVDLKKELAELKVQKLSRPSLPKIKTVRKSIACVLTVINE 
QQREAVRQLYKGKKYQPKDLRAKKTRALRRALTKFEASQVTEKQRKKQIAFPQRKYAIKA 

YDR103W, 3254 bp, CDS: 501-3254 (SEQ ID NO 51) 
ATCAAGTTTCCTTTAAAGGGATATATAACAGATTCTAAAACTGACAGAAATATTTCGAGT 
GAAGAAGAAGCGTTAAATATTGGATCTTTCCGCAGTTCTACTCTGATACATTTTTC 
AGGAGAGTCATTTAGAAGGCGTATTGCTCAATAGTA^ 

TAATTAAAAAATATAAAGGTAGTGATTAGACGACACATGTCCATAGGTAACCTGTCATAA 
TTTTGAACAATTTCCCTTCTTTTCTTTTT 

AATTTACACATCATGTACTTTTCTGCATCAAAATATGAAAGGCGATAGTAGCTAAAGAAA 

ATACCGAGAATTTCCTCGAAAAGTTGACGACAAAAGAAAGGCATAAAAAAGTAATTTGAA 

AATATTTTAAAACTGTTTTAACCCATCTAGCATCCGCGCTAAAAAAGGAAGATACAGGAT 

ACAGCGGAAACAACTTTTAAATGATGGAAACTCCTACAGACAATATAGTTC 

ACAATTTTGGTAGCTCGACACAATATAGTGGTACCTTGTCGAGAACTCCCAACCAAATAA 

TAGAGCTAGAGAAGCCCAGTACTCTATCCCCATTGTCAAGAGGAAAAAAATGGACGGAAA 

AGTTAGCCAGGTTCCAAAGAAGTAGTGCTAAAAAGAAAAGATTCTCACC^CTCCTAT^ 
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CCTCCTCTACATTTTCGTTCTC^^ 

ATGAAGACGGTAACCTAATGAATACACCTT 

ACCCTCACAGAACATCGTCTTTGCCAAGACCTAATTCCAATCTC 

^GTAACCTATCCCGAGCAAATGAGCCCCCAAGGGCCGAAAATTTATCAGATAATATACCAC 
CCAAGGTCGCTCCATTTGGCTATCCAATACAAAGAACCTCTATTAAAAAATC 
ATGCTTCTTGTACGTTATGTGACGAGCCTATTTCTAACAGAAGAAAGGGAGAGAA 
TAGAGCTTGCATGTGGCCACTTAAGTCACCAAG 

CTTCAAAGGCAGACGTTCGTGCGCTATTTCCTTTTTGTACCAAATGTAAAA 
ACAAAGCCGTTCAATGCATTCCAGAAAATGATG^CTAAAGGATATTCTAA 
TTTTGATTCATAAGATTCCTGATTCTC^ 

CTTATTCACCACTCTTGCCTCCTTTTGGGTTATCCTATACACCTGT^ 

TATATTCTCAAGCTCCAAGTCTAAACCCAAATCTCATATTGGCTGCACCCCCCAAGGAAA 

GAAACCAAATTCCACAAAAAAAATCAAACTATACATTTTTACATTC 

GAAGAATTCCGTCCGGAGCAAACTCTATCTTAGCAGACACCTCTGTAGCGTTGTCAGCTA 

ATGATTCTATTTCTGCTGTTTCCAATTCGGTAAGAGCAAAGGATC 

CGTTGCCGCTGTTAAGGTCATATTTTATTCAAATTCTTTTGAACAATTTC 

TGCAGGATTGGAGAATAGACGGGGACTATGGATTACTAAGGTTGGTAGACAAATTGATGA 

TTTCCAAAGATGGTCAGAGATATATACAATGCTGGTGTTTCTO 

TAATAGCAGAAGTGGATAACGATGTTGATGTTTTGGAAATTAGACTAAAGAATTTAGAAG 
TATTTACACCTATTGCCAACTTGAGAATGACTACACTCGAAGCTTCAGTACTCAAATGCA 
CCTTAAATAAACAACATTGCGCCGATTTATCAGATCTTTACATTGTTCAGAATATAAATT 
CTGACGAAAGCACAACTGTACAGAAATGGATATCAGGTATATTGAATCAGGATTTTGTAT 
TCAATGAGGACAATATCACTTCGACCCTGCCTATTCTTCCCATC 

AAGATGTTGGTAATGGTAGGCACGAGACGAGTACCTTTCTAGGTTTAATCAATCCTAACA 
AAGTTGTTGAAGTTGGAAATGTGCACGATAATGATACTGTAATCATAAGGAGGGGATTCA 
CCTTAAATTCAGGAGAATGTTCTAGGCAGAGTACTGTCGACAGTATACAATCTGTTCTAA 
CCACGATAAGCTCAATTCTTTCCCTTAAACGAGAAAAACCTGATAATTTGGCAATAATCT 
TACAGATCGATTTTACGAAATTGAAGGAAGAAGACAGTTTAATTGTTGTTTATAACAGTC 
TAAAAGCTTTAACCATTAAATTTGCGCGTTTGCAGTTTTGTT^ 

ATGTTCTGGACTATGGATCGGTATTACACAAGATAGATTCACTAGATTCCATCTCAAATC 

TCAAATCAAAGAGTTCCTCGACACAATTTTCACCTATTTGGTTGAAAAATACTCTATAT 

CCGAAAATATTCATGAACATTTGGGTATTGTTGCTGTATCAAATAGTAATATGGAAGCAA 

AAAAATCCATACTATTTCAAGATTACAGATGCTTTACAAGTTTTGGAAGAA 

ATGAATTGAAGATTAAGGTGGGCTATTTGAACGTTGACTACAGTGATAAAATTGATGAAC 

TAGTCGAGGCCAGCTCCTGGACTTTTGTTTTAGAAACTCTTTC 

GTTTTGATGAACATGATGACGATGACGAAGAGGATAATGATGATTCGACCGATAATGAAC 

TTGATAATAGTTCAGGATCACTGTCGGATGCTGAATCTACAACTACTATTCATATTC 

CTCCATTTGATAATGAAAATGCTACCGCAAATATGGTGAATGACAGAAACCTTCTCACTG 

AGGGTCAACATAGCAATATAGAAAACTTAGAAACTGTCGCTTCTTCAGTACAGCCAGCTC 

TGATTCCTAATATTAGATTTTCACTTCATTCTGAGGAGGAAGGTACTAATGAAAATGAAA 

ATGAAAATGATATGCCAGTATTATTACTTAGTGATATGGATAAAGGAATCGATGGCATAA 

CCAGACGCAGTTCATTCTCGAGTCTTATAGAGAGCGGTAATAACAACTGTCCCCTCCATA 

TGGATTATATATAG 

YDR103W, 917 aa (SEQ ID NO 52) 

MMETPTDNIVSPFHNFGSSTQYSGTLSRTPNQIIELEKPSTLSPLSRGKKWTEKLARFQR 
SSAKKKRFSPSPISSSTFSFSPKSRVTSSNSSGNEIXa*^ 

LPRPNSNLFHASNSNLSRANEPPRAENLSDNIPPKVAPFGYPIQRTSIKKSFLNASCTLC 
DEPI SNRRKGEKI IELACGHLSHQECLI ISFGTTSKADVRALFPFCTKCKKDTNKAVQCI 
PENDELKDILISDFLIHKIPDSEIiSITPQSRFPPYSPLLPPFGLSYTPVERQTIYSQAPS 
LNPNLILAAPPKERNQIPQKKSNYTFLHSPIX5HRRIPSGANSILADTSVALSANDSISAV 
SNSVRAKDDETKTTLPLLRSYFIQILLNNFQEELQDWRIIX3DYGLLRLVDKLMISKDGQR 
YIQCWCFLFEDAFVIAEVDNDVDVLEIRLKNLEVFTPIANLRMTTLEASVLKCTLNKQHC 
ADLSDLYIVQNINSDESTTVQKWISGILNQDFVFNEDNITSTLPILPIIKNFSKDVGNGR 
HETSTFJ^LINPNKVVEWGNVHDNDTTC 

SLKREKPDNIAIILQIDFTKLKEEDSLIV\mJSLKALTIKFARLQFCFVDRNNYVLDYGS 
VLHKIDSLDSISNLKSKSSSTQFSPIWLKNTLYPENIHEHLGIVAVSNSNMEAKKSILFQ 
DYRCFTSFGRRRPNELKIKVGYLNVDYSDKIDELVEASSWTFVLETLCYSFGLSFDEHDD 
DDEEDNDDSTDNELDNSSGSLSDAESTTTIHIDSPFDNENATANMVNDRNLLTEGEHSNI 
ENLETVASSVQPALIPNIRFSLHSEEEGTNENENENDMPVLLLSDMDKGIDGITRRSSFS 
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SLIESGNNNCPLHMDYI 

YDR238C, 3422 bp, CDS: 501-3422 (SEQ ID NO 53) 

CCGTGTCAAGATCTAACACGGTAGTCAGCTACTACACAAGGTCTCAGAACAGAATGAGAA 

GTGGAACACTGGATAATGATTACGTGAACAGACAAAAGCTTCCTACACATATCTCTCTTC 

AAGATTATCGTGATGCTAATGCTAGAAGTAATATATCGCGTCAGGACTCTGTCTCCACAA 

CGAACTCTGATGTGGTAGACCTCAGCTATTCTCTGGGGCATGGCTO 

CTGATTCAGACCCAGAATGATATCCITCTCTGTAGTTTTGTAGATGTC 

TTATGGAACAGCATTTTAGAAAAGTATTACCCAGCTTATCACTTCGTTTT^ 

CCGTGTACTCGCTACACGTAGAAAGAAATCAGAAAACAACAGCTCGACAAGTGAAATTTG 

ACGTTCATTAAGACTCAGTTAAGATTGCCTTGAGAATAAACAAAAGTAATCACAGTTAAC 

TATTGAACAAGAGTGCACCTATGACTTCAOT 

TCGATCCTTCTCCGAGTATGGAGACTTACT^^ 

AGGGATCTGATGAACAAAAAATTGACACGATGAAATCAATTTTAGTTACAATG 
GAAATCCAATGCCTGAATTGTTGATGCACATAAT^ 
AGGAATTAAAAAAGCTTTTGTACTTCTACTGGGAAATTG 
GAAAATTGAGACATGAAATGATTCTTGTCTGTAATGC 

CTAATGAATATATTAGAGGTAACACATTAAGGTTTTTAACGAAATTGAGAGAGGCCGAAC 
TCTTAGAACAGATGGTTCCCTCTGTCTTAGCGTGCTTGGAATACCGTCATGCATATGTTC 
GTAAGTATGCAATCCTAGCAGTTTTCTCCATTTTCAAGGTC 

ATGCTAAAGAAATCATCAATTCGTTCATAGTAGCTGAAACTGATCCAATATGTAAAAGAA 

ATGCATTTATTGGGTTAGCTGAATTAGATCGTGAAAATGCCTTACACTA 

ATATTGCTGATATAGAAAACCTAGACCCTTTATTACAAGCTGTCTT^ 

GACAAGATGCAAACAGGACCCCTGCTTTGAAAGCCCAATATATCGAATTATTC 

TGCTTTCGACCACGACTTCCGATGAAGTCATCTTCGAGACCGCATTAGCCCTAACTGTGT 

TGTCTGCCAATCCAAATGTCTTGGTTCCTGCGGTTAACAAATTG 

AGGTTTCTGATAATAACATTAAGTTAATTGTTCTAGACCGTATTCAAGACATCAATGCTA 
ATAACGTAGGTGCTTTGGAAGAGTTAACCCTGGATATTTTGAGAGTCTTGAATGCAGAAG 
ATTTAGACGTTCGTTCAAAGGCGCTTGATATTTCAATGGACTTGGCCACATCCAGA 
CTGAAGATGTTGTTCAGCTTTTGAAGAAAGAGCTGCAAACA 

AAGACAAGGCAATGCAGTACAGACAATTGTTAATAAAAACTATTCGTACCGTGGCTGTAA 

ACTTTGTAGAAATGGCAGCAAGTGTTGTTTCGCTATTATTAGATTTCATCGGTG 

ACTCGGTTGCCGCCAGTGGTATCATTGCCTTTATCAAAGAAGTGATCGAAAAATACCCAC ' 

AACTTAGAGCCAATATCCTTGAAAACATGGTTCAAACGCTAGACAAAGTGAGATCTGC 

AAGCTTACCGCGGTGCATTATGGATTATGGGTGAGTATGCTGAAGGAGAAAGTGAGATAC 

AACATTGTTGGAAGCACATTCGTAACAGCGTAGGTGAAGTTCCTATCCTTCAATCAG 

TCAAAAAGTTAACACAAAACCAAGAACACACCGAAGAAAATGAGGTTGACGCTACCGCCA 

AGCCAACTGGTCCAGTTATTCTACCAGACGGTACGTATGCCACTX3AAAGCGCTTTCGATG 

TGAAGACTTCTCAAAAGTCAGTTACCGATGAAGAACGTGATTCTAGACCTCCAATTCGCC 

GGTTTGTTTTAAGTGGTGATTTCTACACAGCTGCCATTCTGGCCAA 

TTGTTTTAAAATTCGAAAACGTTTCCAAGAACAAAACTGTCATCAATGCTCTAAAGGCGG 

AAGCTTTACTAATTTTAGTTAGTATTGTAAGAGTG 

AAATTGATGAAGATTCTTTAGAGAGAGTTATGACATCT^ 

TTAATCCTGAGGAAAAGAAGGAAGAAGTTAAACTTCTGGAGGTTGCATTCCTGGACACC^ 

CCAAATCCTCATTCAAGAGACAAATTGAAATTGCAAAGAAGAACAAGCATAAGAGAGCAT 

TAAAAGACAGTTGCAAAAACATCGAACCAATTGATACGCCGATTTCTT^ 

CTGGTGTGGATTCTACTAATGTGCAAAAAGATAGTATTGAAGAAGA 

TGAAAGGAGATGCAATCCACGCTACTAGCAGCTCTAGTATTTCGAAGCTGAAGAAGATAG 

TACCTTTATGTGGCTTTTCTGATCCAGTTTACGCCGAGGCTTGTATTACAAACAATCAA 

TTGACGTCGTATTAGATGTTCTTCTTGTTAATCAAACGAAAGAAACATTGAAAAACCTAC 

ATGTGCAATTTGCAACTCTTGGTGATTTGAAGATTATTGACACACCACAGAAGACCAACG 

GTGTCATTTTCGGTAATATTATTTATGATGGTGCGCATGGTGAAGATGCT 

TTTTAAACGACGTTCATGTTGACATTATGGATTATATCAAACCAGCCACTGCTGACGATG 

AACATTTCCGTACCATGTGGAATGCATTTGAGTGGGAGAACAAAATATCGGTC 

AACTACCAACATTGCATGCTTATTTGAGAGAACTGGTCAAGGGAACT 

T AAC ACCATC AG AGTCGTTGGG AGAAGATG ATTGTAGGTTC TTAAGTTGTAATCTGTATG 

CGAAGTCGTCCTTTGGTGAAGATGCCCTAGCCAACTTGTGTATCGAAAAGGATTCCAA^ 

CCAATGATGTCATAGGTTATGTTCGTATCCGATCAAAGGGACAAGGTTTGGCTCTC 

TAGGTGACAGAGTGGCATTGATTGCTAAGAAGACCAATAAACTTGCTCTCACTCATGTTT 
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GA 

YDR238C, 973 aa (SEQ ID NO 54) 

MTSLSSQPAYTIiVFDPSPSMETYSSTDFQKALEKGSDEQKIDTMKSILVTMLEGNPMPEL 
LMHIIRFVMPSKNKELKKLLYFYWEIVPKIAEDGKLRHEMILV 

NTLRFLTKLREAELLEQMVPSVLACLEYRHAYVRKYAILAVFSIFKVSEHLLPDAKEIIN 
SFIVAETDPICKRNAFIGLAELDRENALHYLENNIADIENLDPLLQAVFVQFIRQDANRT 
PALKAQYI ELLMELLSTTTSDEVI FETAIJUjTVLSANPNVLVPAVNKLI DLAVKVSDNNI 
KLIVLDRIQDINANNVGALEELTLDILRVLNAEDLDVRSKALDISMDLATSRNAEDWQL 
LKKELQTTVNNPDQDKAMQYRQLLIKTIRTVAVNFVEMAASVVSLLLDFIGDLNSVAASG 
IIAFI1CEVIEOTPQLRANILENWQTLDKWSAKAYRGALWIMGEYAEGESEIQHCWKHI 
RNS VGEVPI LQSEI KKLTQNQEHTEENEVDATAKPTGPVI LPDGTYATE S AFDVKTSQKS 
VTDEERDSRPPIRRFVLSGDFYTAAILANTIIKLVLKFEWSKNKTVINALKAEALLILV 
SIVRVGQSSLVEKKIDEDSLERVMTSISILLDEVNPEEKKEEVKLLEVAFLDTTKSSFKR 
QIEIAKKNKHKRALKDSCKNIEPIDTPISFRQFAGVDSTNVQKDSIEEDLQLAMKGDAIH 
ATSSSSISKLKKIVPLCGFSDPVYAEACITNNQFDWLDVLLVNQTKETLKNLHVQFATL 
GDLKI IDTPQKTNVI PHGFHKFTVTVKVS S ADTGVI FGNI I YDGAHGEDARYVI LNDVHV 
DIMDYIKPATADDEHFRTMWNAFEWENKISVKSQLPTLHAYLRELVKGTNMGILTPSESL 
GEDDCRFLSCNLYAKS SFGEDALANLC I EKDSKTNDVIGYVRIRSKGQGLALSLGDRVAL 
IAKKTNKLALTHV 

YDR259C, 1652 bp, CDS: 501-1652 (SEQ ID NO 55) 

AAACTTTGTTCAAGATTATGCTTTCTTTGTAATTTTAAA 

ACTGCATGTGGATAAAAGTTTTTCGAATCGTTTGCAGGCAA 

AATGATTTCTGATACTCTTTGATTCCATTCTGTCATACTTTTOT 

AATTAAGTATTTCTTGGCCCTGCTTCTTTTCCTTTTGATT^ 

T1TAATTTCTGGAGAATCTCTTTTTTTGTCT 

TAGTATCGAGAGTAGACTATCTTTGGAAAGCAATGCGAGTTGAGAGATTGTGGAGTGTAC 
TACAGAACCAATATTAAACACAATCTTTCCTCAAACTGTAACA 

CCAATCGTGAATCCGATAGCATATACTTTTGTCTAGAAATTTCAATAAACAACAGAATAA 

CGAAGAGTGCTAAGGGACAAATGCAAAACCCTCCGTTGATTCGTCCCGATATGTATAATC 

AGGGAAGCAGCTCAATGGCTACTTATAATGCCTCTGAGAAGAATCTAAATGAGCATCCTT 

CTCCGCAAATTGCACAGCCdAGCACGTCCCAAAAGTTACCTTATAGAATAAATCCTACAA 

CCACTAATGGGGACACCGACATATCTGTTAACAGCAATCCTATCCAGCCTCCTTTGCCAA 

ACTTGATGCATCTATCTGGTCCGTCTGACTATAGATCGATGCATCAAAGTCCTATACATC 

CATCTTATATCATCCCTCCGCATTCAAATGAAAGAAAACAATCAGCTTCTTACAAC^ 

CTCAAAATGCTCATGTTAGTATTCAACCTTCCGTGGTATTCCCCCCTAAAAGTTATTCCA 

TATCTTATGC AC CTTATCAAATAAATC CCCCTTTACC AAATGGACTTCCG AACCAGAGCA 

tatcittoaataaggagtatattgcagaggagcaactatcaaccctcccatctcgc 
ccagtgttactactgcacctccttcht^ 

CTGATAATAATGATAATAATGATAATGTAACCAAACCTGTTCCTGATAAAGACACCCAAC 
TCATAAGTAGTTCAGGCAAAACTTTAAGAAATACTAGAAGAGCTGCTCAAAATAGAACCG 
CTCAAAAGGCATTTAGACAAAGGAAAGAAAAATACATCAAGAATCTCGAACAAAAATCAA 
AGATATTTGACGATTTACTAGCAGAAAATAATAACTTCAAATCATTAAACGATTCATT^ 
GAAATGACAACAACATTTTAATAGCTCAGCATGAAGCTATAAGGAATGCAATTACTATGT 
TAAGAAGTGAGTATGATGTCTTATGTAACGAAAACAACATGTTGAAGAATGAGAATAGTA 
TAATAAAAAATGAACACAACATGTCAAGAAATGAAAATGAAAACCTAAAACTTGAGAATA 
AACGCTTCCACGCTGAATATATACGAATGATCGAGGATATTGAAAATACTAAAAGAAAGG 
AACAAGAACAACGAGATGAAATAGAGCAACTAAAAAAAAAAATAAGATCCCTGGAGGAAA 
TAGTAGGGAGACACTCGGATAGTGCCACGTAA 

YDR259C, 383 aa (SEQ ID NO 56) 

MQNPPLIRPDMYNQGSSSMATYNASEKNLNEHPSPQIAQPSTSQKLPYRINPTTTNGDTD 

ISWSNPIQPPLPNLMHLSGPSDYRSMHQSPIHPSYIIPPHSNERKQSASYNRPQNAHVS 

IQPSWFPPKSYSISYAPYQINPPLPNGLPNQSISLNKEYIAEEQLSTLPSRNTSVTTAP 

PSFQNSADTAKNSADNNDNNDNVTKPVPDKDTQLI S SSGKTLRNTRRAAQNRTAQKAFRQ 

RKEKYIKNLEQKSKIFDDLLAENNNFKSLNDSLRNDNNILIAQHEAIRNAITMLRSEYDV 

LCNENNMLKNENSIIKNEHNMSRNENENLKLENKRFHAEYIRMIEDIENTKR^ 

IEQLKKKIRSLEEIVGRHSDSAT 



WO 01/02550 PCT/BEOO/00077 

20/161 



YDR294C, 2270 bp, CDS: 501-2270 (SEQ ID NO 57) 

ccgacagtacgacttaaaaaacaaaaacaacgtccaggtggaaaaagctgccgcaaatgg 

tacacggtttagatcaacaagatccaatacccctaattacacatgaatgtgacgtttcct 

aaaagaagtagcctgtataatatagagagattttatatactttcttaatgaattagactg 

tttctacaagtatttgacactggaaaaaaagagaaagtacatagagattggccaaatatt 

taaatctacacagttgcctatcgtttatcgccttattcttcagaaacatttc 

ctctggtgcattatttcatgttagttaccatatataccggccggccgcatcg^ 

tgattgaaaaaattggtatattttcagtacacatataaataaaaccctcaatttgcctct 

ccaaccgttataactattccagatcctcttta 

ggatttttccatctaatacaatgagtggagtatcaaataaaagagtatcaa 

ggtatggcatgccaattcatttactaagggaagaaggcgactttgcc 

taaccatcaacgaattaaaaatagccatacatggttacctcagaaataccccatggtaca 

acatgttgaaggattatttgtttgtgatcttttgtt 

atctgttgaaagtttatgggccggtgaggttagcagtgagaacatacgagcatagttcca 
gaagattgtttcgttggttattggactcaccatttttgag 
tcacaaaggtcaaacaatcgatcgaagacgaactaattagatcggactctcagttaatga 
atttcccacagttgccatccaatgggatacctc^^ 
. aattgaacgacttgataccacatacccaatggaaggaaggaaaggtctct 
accacggtggtgatgatttgatccacttacaaacaatcgcatacgaaaaatatt^ 
ccaatc^ttacatcccgatgtctttcctgccgtacgtaaaatggaatc 
ctatggttttaagaatgtttaatgccccttctgatacaggttgtggtaccac^ 
gtggtacagaatccttgcttttagcatgtctgagcgct^ 
gtggaatcaccgaaccagaaataattgctcccgtaac^^ 
ctgcttattactttggcatgaagctacgccacgtggagctagatccaacgacatatc^ 
tggacctgggaaaagtgaaaaaattcatcaataagaacacaattttact^ 
ctccaaactttcctcatggtattgccgatgatattgaaggattgggtaaaatagcacaaa 
aatataaacttcctttacacgtcgacagttgtctaggttc 
aaaaggctggttacaaaaatctgccattacttgactttagagtcccgggagtcacctc 
tatcatgtgacactcataaatatggatttgca^ 

gaaacagcgacttacgaatgcatcagtattacgtaaatcctgcttggactggcgggttat 

atggctctcctacattagcagggtccaggcctggtc^ 

ctatggtcaacatgggtgaaaatgggtacattgagtcgtc 

caatgaagtttaaaaaatacatccaggaaaacattccagacctgaatataatgggcaacc 

ctagatattc^gtcatttcattttcttcaaagaccttg^ 

ggttgtccaagaaaggctggcatttcaatgccctacaaaagccggttgcactac 

ccttcacgagattgagcgctcatgttgtggatgagatctgcgacattto 

tgcaagagttgaagagcgaatcaaattctaaacc^tccccagacggaactagcgctctat 

atggtgtcgccgggagcgttaaaactgctggcgttgcagacaaattgattgtgggat^ 

tagacgcattatacaagttgggtccaggagaggataccgccaccaagtag 

YDR294C/ 589 aa (SEQ ID NO 58) 

MSGVSNKWSINGWYGMPIHLLREEGDFAQFMILTINELKIAIHGYLRNTPWYNMLKDYL 

FVI FC YKLISNFF YLLKVYGPVRLAVRTYEHS S RRLFRWLLDS PFLRGTVEKEVTKVKQS 

IEDELIRSDSQLMNFPQLPSNGIPQDDVIEELNKLNDLIPHTQWKEGKVSGAVYHGGDDL 

IHLQTIAYEKYCVANQLHPDVFPAVRKMESEWSMVLRMF^APSDTGCGTTTSGGTESLL 

LACLSAKMYALHHRGITEPEIIAPWAHAGFDKAAYYFGMKLRH^ 

KFINKNTILLVGSAPNFPHGIADDIEGLGKIAQKYKLPLHVDSCLGSFIVSFMEKAGYKN 

LPLLDFRVPGVTSISCDTHKYGFAPKGSSVIMYRNSDLRMHQYYVNPAWTGGLYGSPTLA 

GSRPGAIWGCWATMVNMGENGYIESCQEIVGAAMKFKKYIQENIPDLNIMGNPRYSVIS 

FSSKTLNIHELSDRLSKKGWHFNALQKPVALHMAFTRLSAHVVDEICDILRTTVQELKSE 

SNSKPSPDGTSALYGVAGSVKTAGVADKLIVGFLDALYKLGPGEDTATK 

YDR430C, 3470 bp, CDS: 501-3470 (SEQ ID NO 59) 

ACGTCATTTTGTTCTTGTGGAGCTGGTGGTTCTTGTGGAGCAGATTC 

TCCTGTGGAACTTGTGGTTCTTGTGGAGCATCTG^ 

TCI^CGACTGGGGCATCGACAACAGATTCTGGTAGTTGCTCTACGTGAGTTTCTTGA 
TCAGACATTATCCTTATGGTTTTAGCGTAATTGCTTAATTTTGATTCCTTCA 
TATATTTAGAAGAGAGGAAATTATTTTTCTCATGTCCTTTTTAAATCCCTT^ 
AAAAAAAAGAATGTAAAAAATTTTGCCCTTCGTTTACAGTC 

CTATGATAAAGGTAGTAGTAAATCATTGAATTGTTGAACAAGCATTGACAGATATGATAA 
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CAAGCAATTGTAATCAATAAGCCACCAATTAGAAGGCTACTCAAAAGAATAAAGTTACTA 

TAAAATATACTGCGGTATATATGTTGCGGTTTCAGCGArTTGCGTC 

CACAGGCCGTTAGAAAATATCCAGTTGGAGGTATATTCCATGGTTATGAAGTGAGAAGAA 

TTCTACCGGTTCCGGAGCTGAGACTCACTGCGGTAGATTTGGTGCACTCCCAGACAG^ 

CCGAGCATTTGCATATTGATAGAGACGACAAGAATAATGTGTTCAGCATO 

CCAACCCTCCAGATTCCACTGGGGTCCCTCATATTCTAGAGCATA^ 

CTGTTAAATATCCAGTTAGGGACCCTTTTTTCAAAATGCTAAATA 

TCATGAACGCTATGACAGGTCCAGATTATACATTTTTTCCCTTTTC 

AAGATTTCGCTAATTTAAGAGGTGTTTATTTAGACTCCACCTTGAATCCG 

AAGAAGATTTTGATCAGGAGGGTTGGAGGTTGGAGCATAAAAACATCACAGACCCGGAGA 

GTAACATTGTTTTCAAAGGTGTTGTCTATAACGAAATGAAAOT 

ATTACTATTTCTGGAGTAAATTTCAAC^GTCTATTTATCCTTC 

GAGATCCTATGAAAATTACAGACTTGAGATACGGCGATCTCTTGGATTTCCATCACAAAA 

ATTACCATCCCTCCAATGCAAAAACTTTCACGTACGGTAACTTGCCATTGGTGGATACGT 

TAAAGCAATTAAATGAGCAGTTCAGTGGTTACGGGAAGAGAGCTCGAAAGGATAAGTTGT 

TAATGCCTATTGATTTAAAAAAAGACATAGATGTCAAGTTACTGGGTCAAATAGATACTA 

TGCTTCCACCGGAGAAGCAGACAAAAGCCTCAATK3ACGTGGATTTGTGGAGCGCCACATO 

ACACATATGATACCTTTTTGTTAAAAGTACTGGGGAATTTATTAATGG 

CTGTAATGTATCAAAAATTAATAGAATCAGGAATTGGTTTGGAGTTCTCCGTA^ 

GTGTTGAACCAACTACAGCAGTAAATTTGCTAACTGTTGGTATACAGGGCGTGAGTGATA 

TTGAAATATTTAAAGACACTGTAAATAATATTTTTCAAAACC^ 

CTTTTGACCGCAAGCGTATCGATGCC^TAATTGAACAATTGGAATTATCTAAGAAGGATC 

AAAAGGCTGACT1TGGACTTCAATTACTCTATTCTATACTACCTGGTTGG 

TCGATCCTTTTGAGAGCTTGTTGTTTGAGGACGTTTTGC 

AAACGAAAGGTGATACTTTATTCCAAGATTTAATCCGTAAATATATCGTTCATAAACCTT 
GTTTCACGTTTTCCATTCAGGGATCTGAAGAGTTCTCTAA^ 

AAACAAGACTGAGAGAAAAAATTACTGCCTTGGATGAACAAGACAAGAAAAACATCTTTA 

AAC GTGGTATACTGTT AC AGGAGAAAC AAAATGAAAAAGAAG ATTT ATCCTGTTTAC CTA 

CCTTACAAATAAAAGACATCCCAAGAGCTGGTGATAAATATTCAATCGAACAGAAGAATA 

ATACAATGTCTAGGATTACTGATACCAATGGTATCACATATGTCAGAGGTAAACGTTTAC 

TAAATGACATAATACCCTTTGAACTCTTCCCATACTTACCTTTATTTGCTGAATCGra 

CTAACCTAGGGACAACAACAGAATCCTTCAGTGAAATAGAAGATCAGATAAAATTACATA 

CGGGTGGTATATCAACACATGTAGAGGTTACATCTGACCCTAACACCACAGAGCCTCGCC 

TGATTTTCGGGTTTGACGGATGGTCTTTAAATTCGAAGACCGAC^ 

GGTCTAAGATCTTACTAGAAACTGATTTCCATAAAAACAGCGATAAATTGAAAGTTCTTA 
TCCGCTTATTAGCATCTTCAAACACATCTTCTGTAGCAGATGCCGGTCATGCATTTGCAA 
GGGGCTATTCTGCCGCACATTATAGATCAAGTGGAGCTATAAATGAGACCCTCAATGGTA 
TTGAGCAACTACAATTTATAAATAGATTGCACAGCTTGTTAGACAATGAAGAAACTTTCC 
AAAGAGAAGTTGTCGACAAGCTAACTGAATTGCAAAAGTACATTGTTGATACCAATAACA 
TGAATTTTTTTATCACCTCAGACTCTGATGTTCAAGCGA 

CAAAATTCATGGAGAGATTACCTCATGGCAGCTGCTTGCCCAATGGACCAAAGACTTC 

ATTATCCTCTTATTGGATCCAAATGTAAACATACTTTGATAAAATTTCCTTTCCAGGTCC 

ATTACACATCCCAAGCTTTATTGGGTGTGCCGTATACACATAAGGATGGCTCTGCACTTC 

AAGTTATGTCAAATATGCTAACATTCAAACATTTGCACAGAGAAGTCAGAGAAAAGGGTC 

GTGCTTATGGTGGTGGTGCTTCTTATAGCGCCTTAGCGGG 

ATAGGGATCCTCAGCCTTTGAAGAGTTTAGAAACCTTCAAGAATAGCGGGCGTTATATAC 
TGAACGATGCCAAGTGGGGCGTCACAGACCTTGATGAAGCTAAATTGACAATATTTCAAC 
AAGTAGACGCACCTAAAAGTCCCAAAGGAGAAGGCGTGACGTATTTCATGAGCGGTGTTA 
CAGACGATATGAAACAAGCAAGAAGGGAACAACTCTTAGACGTATCTCTCCTGGACGTTC 
ATAGAGTCGCCGAAAAATATCTACTAAACAAAGAAGGGGTGAGTACGGTCATTGGACCTG 
GAATCGAGGGGAAGACTGTTTCACCAAATTGGGAGGTGAAGGAACTGTAG 

YDR430C, 989 aa (SEQ ID NO 60) 

MLRFQRFASSYAQAQAVRKYPVGGIFHGYEVRRILPVPELRLTAVDLVHSQTGAEHLHID 
RDDKNNVFSIAFKTNPPDSTGVPHILEHTTLCGSVKYPVRDP 

PDYTFFPFSTTNPQDFANLRGVYLDSTLNPLLKQEDFDQEGWRLEHKNITDPESNIVFKG 
WYNEMKGQI SNANYYFWSKFQQS I YPSLNNSGGDPMKITDLRYGDLLDFHHKNYHPSNA 
KTFTYGNLPLVDTLKQI^EQFSGYGKRARKDK^^ 
TKASMTWICGAPQDTYDTFLLKVLGNLLMDGH^ 

VNLLTVGIQGVSDIEIFKDTVNNIFQNLLETEHPFDRKRIDAIIEQLELSKKDQKADFGL 
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QLLYSILPGWTNKIDPFESLLFEDVLQRFRGDLETKGDTLFQDLIRKYIVHKPCFTFSIQ 
GSEEFSKSLDDEEQTRLREKITALDEQDKKNIFKRGILLQEKQNEKEDLSCLPTLQIKDI 
PRAGDKYSIEQKNNTMSRITDTOGITYVRGKRLLiroi^^ 

ESFSEIEIXJIKLHTGGISTHVEVTSDPNTTEPRLIFGFDGWSIiNSKTDHIFEFWSKILLE 
TDFHKNSDKLKVLI RLLASSNTS SVADAGHAFARGYSAAHYRSSGAINETLNGI EQLQFI 
NRLHSLLDNEETFQREVVDKLTELQKYIVDTNNMNFFITSDSDVQAKTVESQISKFMERL 
PHGSCLPNGPKTSDYPLIGSKCIOiTLIKFPFQVHYTSQALLGVPYTHKIXSSALQVMSNML 
TFKHLHREVREKGGAYGGGASYSALAGIFSFYSYRDPQPLKSLETFKNSGRYILNDAKWG 
VTDLDEAKLTIFQQVDAPKSPKGEGVTYFMSGVTDDMKQARREQLLDVSLLDVHRVAEKY 
LLNKEGVSTVIGPGIEGKTVSPNWEVKEL 

YDR438W, 1613 bp, CDS: 501-1613 (SEQ ID NO 61) 

CTTTTCTCAGCACCTGTCCAGAGACATAACATCACAATCACATCGCCCCAGTAAATGCA 

TACGCAAGATAAGATACAAACTGGCTACGGGAACACTACGCCAACGTGATTGGCAATTGT 

GCTCTAATAGTTACTCTATTATTGCTGTTAATTGACAATGTTTAGTCACGTGC 

TTCAAGTCACGTGGAAAGGCCTTCACATGGTGATCCATCTTCTAC^ 

GCATAAAGTCATAATATGGGGCTACTGGAATGTATGCACTTAACAGTACTATTATATGGT 

GAGGCTGTAATGCTTACCGTTTTGTGGCTATTCTCGTATTC 

ATTTTTCGGTAACTGCGGCATATAGATGAAAGTTGAAATGAATATTCAA 

TAATAATGCAGGAGATCAAGGAAGAATTAGATATGTATAAGAGTGATGGTAGAGGCAAAA 

AATAAAAAGTAAGCAGGAGAATGAATCGTGTTGGTATAGACGTAGATCATATGATAGGGG 

TCCTGCTTCTGGCCGTAGTGGTGGTGTTTTGGGTTGGC 

TGCTCGAGACAAACGCGTACAATAAACCTTTCTTCCTTACTTATCTAAACATATCA 
TTGCTCTTTATTTGACGCCAGATCTATGGAGGATAATCCAA 

AGGAACGGACAGAACGAACATTACCTATTCACACACAAGAATCTTTTTCAGAGTTCCTAC 

CTTTACTATCTTCAACTCCTTCTACTTCTTCAAATTTC 

TGAAGGATACAATGAGGTTGAGTCTGCTATTTTGCGTCTTGTGGTTCGTGG 

CGGCTAACGCTGCTTTGTCGTATACCACAGTGGCTTCGTCAACAATTCTTTCATC 

CCTCATTTTTTACCTTATTTCTTGCCACTAGTCTAG^^ 

AACTGCTGGGGTTATTTGTGTCTTTGTTTGGAATTATCTTAA 

AGCAACAGGATTCTGTGAGTGCTTCCTCCTTTTTGGTAGGT 

GGTCATTGGGTTACAGTGTCTATACAACCCTTTTGAAA 

TCAGAC TAG ACATTCAGATGTTTCTTGGTTATGTTGGTATC 

GGCCAATTTTAATAATCCTGGATATAACACATATGGAAACTTTTGAACTACC 

TCCACATTTCTTTTCTTGTCATGTTAAATTGTATCATO 

GGTGTAAAGCCCTCATTTTGACATCACCCTTGGTGGTTACCGTTG^ 

TCCCGTTAGCCATGTTCGCTGATTTTGTATGGCGAGAGGCATTTTTT 

TCATTGGTGTTATTTTCATTTTTGTTTCATTCTTO 

CTGTTGAAAAGGACTGTGCTGCGGTTGAAAAAGGACCTATCTTGGATGCCTAA 
YDR438W, 370 aa (SEQ ID NO 62) 

MNRVGIDVDHMIGVLLLAVVVVFWVGASCLTNELLETNAYNKPFFLTYLNISSFALYLTP 
DLVmilQSRRKSLQERTERTLPIHTQESFSEFLPLLSSTPSTSSNLSSIADTKVKDTMRL 
SLLFC\^WFVANIAANAALSYTTVASSTILSSTSSFFTLFIJVTSIX5IETFSTKKLLGLF^ 
SLFGIILIVMQSSKQQDSVSASSFLVGNTLALLGSLGYSVYTTLLKYEISSKGLRLDIQM 
FLGYVGIFTFLLFWPILIILDITHMETFELPSNFHISFLVMLNCIIIFVSDYFWCKALIL 
TSPLVVTVALTFTIPLAMFADFVWREAFFTPWYIIGVIFIFVSFFLVNHRGESAVEKDCA 
AVEKGPILDA 

YDR450W, 1376 bp, exonl: 501-547, intronl: 548-982, exon2: 
983-1376 (SEQ ID NO 63) 

CGGCCCATGAGCATAAATTGAGAACGATATTATTAATTCTAGTATATTTTAGGAACAGCA 

GGCCATTATATCCAAAACTTTTTTAAAATAGC^TCCACATCACTT 

CGTGTCTGGCAACAAAAAAGTACATTTAATTTCAATGATTAAAAAGACATTAAACAT 

TACATTACGCACCCATGCATGCTATCTGAAAATATTCTACATGCTGCTTTTA 

AAGCGGCATATGGTGTTTCCTTGCGGAGACGCGCGCTCAGGGGAACTGCGATTCCGAAAG 

ATGCCTTTCCCAGTCCCATATGCCCATCCCAAGATCATGCCCGGGAGAGCAAATGTCGCC 

CCAGCCAGGTCGGACACATCTGTCATTCGACCACTAAGTATTGTCAAAGCTAGGGTTAAT 

TGAAGATAGCTCTACATGTTATTAGTAGAGTTTTTAAACGTTGAGATACTAGTGAACGTA 

TACACAAGAGCGGATAAAAGATGTCTTTAGTTGTCCAAGAACAAGGTTCCTTCCAACACA 
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TTTTACGGTATGTTTATTATTACTAGTGAGCTATGACAAAATCGGCTAAAAACTTAAAAA 
TATGACAGACAAGAAAGGAAATTCATTCACCTCTTC^ 

ACGTGATTAAATATAATAATGATGTTCCCGGGCTGGACTAAGAACGTAATAATAAGGCTG 
ATGAACAAATTTATGGTTTATGCATCAAAAAGGAACATGA^ 

ATTACGGAACATTGCAATAGCGGTCGGAGGTAAAGTACCGGGAATGCTTTACAATGAATC 

AGCTATTGGCGGATATTGACCAACCAACACTAAAATTTTATATC 

CTTGGCCGTGAAATCCATTATGCACA^ 

CCGTCTAAATTTTTTTACGCAGTTTGTTGAACACTAAC 

TTTACGCTTTGACCACTATCAAGGGTGTTGGTCGTC 

AGGCTGATGTTGATTTACACAAGAGAGCTGGTGAATTGACCCAAGAAGAATTGGAAAGAA 

TTGTTCAAATTATGCAAAACCCAACTCACTACAAAATCCCAGCTTGGTT^ 

AAAATGACATCACTGATGGTAAGGACTACCACACTTTGGCTAACAACGTCGAATCCA 

TGAGAGATGACTTGGAAAGATTAAAGAAAATCAGAGCTCATCGTGGTATCAGACACTTCT 

GGGGTTTGCGTGTTAGA(kJTCAACACACCAAGACCACTGGTAGAAGAAGAGCTTAA 

YDR450W, 146 aa (SEQ ID NO 64) 
MSLWQEQGSFQHILRLLNTNVDGNIKIVYALTT^^ 

LTQEELERIVQIMQNPTHYKIPAWFLNRQNDITDGKDYHTLANNVESKLW)DLERLKKIR 
AHRGIRHFWGLRVRGQHTKTTGRRRA 

YDR486C, 1289 bp, CDS: 501-1289 (SEQ ID NO 65) 

ACTGCATACACAATAACTGTAGATGTAGCCCAAGGCACTACCACAGGTATTTCTGCTCAC 

GACAGGTCGATGACTTGTAGGGCTCTTGCAGACTCTTCCTCTACGCCAAAA 

AAACCAGGGCACATCTGTCCCTTGAGAGCCGCTGATGGCGGTCTTTTGCAGAGAAGAGGC 

CACACTGAGGCCGGTGTCGATTTGTGTAAACTAAGTGGACTAAGTCCCGTCGCTGTTATT 

GGCGAATTGGTTAACGATGACGAACAAGGAACTATGATGAGATTAAATGACTGCCAAGCG 

TTTGGTAAGAAACATGGCATTCCTTTGATCTCCATCGAAGAATO 

AAATAATCTGGTGAACATTTTCTCCATTCATTCTATCACAACAGACTCACACATATATAC 

ATGTATATATTTGTAACTTTGTATATATCTTTTGTTTTTTG 

TTTTTCAGCCATACAAAAATATGGGATTTTTAGCAAGAGAAAAAGTACATCT 

TAGTAATAGGAGGAAGCCAAGATTGGTTGAAACACAGTTATAAACTCTTCAAGGCAATTA 

TGAACAGGATTTTCGGATATGGGAACAAAAAGAGCCATGATCAGCTCTTACAAGAGTCGA 

ATCAGTCCATGAATCAGGCCCAACAATCACTATCGAACAGAATATCCCAGTTAGATACTC 

AAATCGCCCAGTTAAACTTCCAGCTGCAAAATATTCAAAAGAATTTGCAAAGATCAAACA 

ACAAGCAACCCTCGTTAAGAAAACAGGCTTTGAAGATTTTAAATAAACGTAAACAGTTAG 

AAAATATGAAGGATTCTTTAGATTCTCAATCCTGGTCC^ 

ATGATAACTTACAGAACACAATGATCACTATAAACGCACTAAAGCAAACAAACAATGCCA 
TGAAGGCTCAATACGGCAAGATAAATATCGACAAACTACAGGACATGCAGGATGAGATGC 
TGGATTTAATAGAACAAGGGGATGAGCTGCAAGAAGTCTTGGCAATGAATAATAACAGTG 
GCGAGCTCGACGACATTAGTGATGCAGAGCTGGATGCAGAGCTGGATGCTCTGGCACAAG 
AGGATTTCACTTTGCCAACCAGCGAAAACTCATTAGGTAACGATATGCCCAGTTACTTAC 
TAGGTGCGAATGCGCCACCGGCTTTTATTGATGAAGAGCCAAACTTAGATACTGAAGACA 
AAAATAAAGCTTTAGAAAGCGCTCAGTGA 

YDR486C, 262 aa (SEQ ID NO 66) 

MGFLAREKVHLKKWIGGSQDWLKHSYKLFKAIMNRIFGYGNKK^ 

QQSLSNRISQLDTQIAQLNFQLQNIQKNLQRSNNKQPSLRKQALKILNKRKQLENMKDSL 

DSQSWSMTQAQLTNDNLQNTMITINALKQTNNAMKAQYGKINIDKLQDMQDEMLDLIEQG 

DELQEVLAMNNNSGELDDISDAELDAELDALAQEDFTLPTSENSLGNDMPSYLLGANAPP 

AFIDEEPNLDTEDKNKALESAQ 

YDR471W, 1295 bp, exonl: 501-531, intronl: 532-915, exon2 : 
916-1295 (SEQ ID NO 67) 

GGCAAATCAATTAAAATTCCTTTTCTCTCTACCTTTGCTAATATTAAAAACCATAGTTGT 
AAAGGGTACTTAATGCTATATTCCTGTTAAGTTTCCTATTTCACCTTC 
CTTACCAATTTGAAGACTATGTTTTTAAACACCCAATCATTTTCCACCCACACA 
ACCCTTTTTTTGGGTGAAGAGAAGTAGTATTTTGTTTTTCAT^ 

AAAACTAATCCGAGCAGTAGTGCTGTCTAGGCGGAGATTATTGAAAGTCGGCATTGGCTC 

CAGCTAGCGTTTTGTTTTTGGTACTACCTGTCAAACCCGGCQTCTGCCTAGA 

AGGGTACGTTGAAACTTTTGCCTTTCCACGTCAGT 
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CACATTTAATGGTTTGCCCTTAGTGACT^ 

TCAAAGAAATCAATATAACCATGGCTAAATTTTTGAAAGCAGGTAAAGTTGGTACGTAAA 
TTTAACAGAGCAAACGCTCTAATTAAGATATCGAATAAAAGGGGACTTTCAGGTGCATAA 
GATGGGAAATTGTACAATCTGAGGGACAAACAATATGGAAAGCAGTACATGATTGTATTG 
TCATTGTAGGAGGTACCAATTGTGCCAGTAAAAAAGAGAGGGCCCGGGGAGCACCACATT 
CACGACCAATCGTGTCGATCTGCAAAAAAGGCACATGGAAAATGTAATTTATCAGTGTTC 
AACACTGAGTTGAACAGATAGCTATCTAATCAATGTTAACTTTCCAGGGAACAAAAAGCT 
AAATCCACTTCTCTTTTATTTCAAAATATCATTAGAAAT^ 

TTCGTATTATCGTAGCTGTCGTTGTTCGTGGTCGTTACGCTGGTAAGAAGGTTGTG 

TTAAGCCACACGATGAGGGTTCTAAATCTCATCCATTCGGTCACGCTTTGGTTGCCGG 

TTGAAAGGTACCCATCAAAGGTCACCAAGAAGCACGGTGCCAAGAAGGTCGCTAAGAGAA 

CTAAAATCAAGCCATTCATCAAAGTCGTCAACTACAACCACTTATTGCCAACCAGATACA 

CCTTGGATGTTGAAGCTTTCAAGAGCGTTGTATCT^ 

AACGTGAAGAAGCCAAGAAGGTTGTAAAGAAGGCATTTGAAGAAAGACATCAAGCTGGTA 
AAAACCAATGGTTCTTCTCCAAGTTGAGATTCTAA 

YDR471W, 136 aa (SEQ ID NO 68) 

MAKFLKAGKVAVVVRGRYAGKKVVIVKPHDEGSKSH PFGHALVAGI ERYP SKVTKKHGAK 
KVAKRTKIKPFIKVVNYNHLLPTRYTLDVEAFKSWSTETFEQPSQREEAKKVVKKAFEE 
RHQAGKNQWFFSKLRF 

YDR499W, 2744 bp, CDS: 501-2744 (SEQ ID NO 69) 

TAACAATAGAAAAAAATACACACACATTAGATTGGAATTAGAGCTTAAGTGGTACAAACT 

AGGGCTAATAAAGAGGTAACGGTCGGTTCTCTACTAAGGTTCGTATTGTGTGGCACCGAT 

GTTAAGC^CTTTTAAGCGGAATAACTCGAGTGGAAATTTTATGTTTAGTO 

TTGAATTTTTTTAAAAAAAAAAGAGTCAGACAGGCTC 

AGCAAAGCAGTAAAAAGTCTCTGAATAAGGATAGTAACCTGTAGTAACTCCAAAATTTAT 

CTTACAAAGAGCTATTAGTATCTTGGTTCTTCTATTTTCTTCGATO 

CCGCCTCTAGCCAAATCCGAGCGTTCCATCGATrTTTTGGGGAAA^ 

AAATAAAAAGCAAACAAATACGCGATAGTGCACGAAACGTCAACACAATCATCAAACTCT - 

TTTGCATATTTCTATTATAGATGAGACGAGAAACGGTGGGTGAATTTTCTTCAGATC 

ATGATGATATTCTTTTGGAATTAGGCACCAGGCCTCCAAGGTTC 

CATCAGCAGCATTACAAACACAAATTCCCACTACTTTGGAGGTTACAACGACCACATTAA 
ACAATAAACAGAGTAAAAATGATAACCAACTGGTTAACCAACTGAATAAAGCTCAAGGTG 
AAGC AAGCATGCTTC GTG ATAAAATAAACTTTTTG AACATTG AAAGGG AAAAGG AAAAG A 
ATATTCAAGCCGTCAAAGTTAATGAATTGCAAGTC^ 

TAAAACAAGAATTACAGAAACTGGAAGATGAGAAGAAGTTCTTACAGATGGAAGCGAGAG 

GAAAATCGAAAAGGGAAGTTATTACGAATGTAAAACCACCGTCAACAACATTATCAACAA 

ACACAAACACTATAACGCCAGATTCGTCCTCAGTTGCAATCGAAGCAAAACCTCAATCAC 

CACAATCAAAAAAACGTAAGATAAGTGATAATTTACTGAAAAAAAATATGGTTCCCCTAA 

ACCCAAATAGGATTATTCCCGATGAAACGAGTTTATTTCTAGAGTCAATATTACTTCATC 

AAATAATAGGCGCTGACCTGAGCACAATAGAAATATTAAATAGATTGAAGCTTGACTACA 

TCACAGAGTTTAAATTTAAGAATTTCGTCATTGCTAAAGGAGCCCCCATAGGGAAGTCCA 

TAGTTTCTCTACTTTTGCGATGTAAAAAGACGTTGACCCTCGACAGGTTCATAGATACTT 

TGCTAGAGGATATAGCTGTTTTGATCAAGGAAATATCAGTTCATCCAAATGAATC 

TAGCTGTCCCATTTCTCGTTGCATTGATGTATCAGATTGTACAATTTCGTCCTA 

CTCATAATTTAGCACTGAAGGATTGTTTTCTTTTTATTTC 

ATCATGTATTGAAAGTACCGATACATGAATCAAATATGAATTTGCATGTAGAACCTCAGA 

TTTTCCAATATGAACTGATAGACTATTTGATAATTTCGTATTCCTTTGATCTCCTAGAAG 

GTATATTAAGGGTACTGCAGTCGCATCCTAAGCAAACTTATATGGAATTTTTTGATGAAA 

ATATTCTAAAATCATTTGAATTTGTCTACAAACTAGCACTAACCATTTCATACAAGCCAA 

TGGTAAATGTAATATTTAGTGCAGTCGAGGTCGTTAATATTATCACTAGTATAATATTAA 

ATATGGACAATTCCTCAGATCTGAAATCCTTGATAAGCGGTAGTTGGTGGAGAGATTGTA 

TTACAAGATTATACGCTCTTTTGGAAAAGGAAATTAAGAGTGGCGACGTATATAATGAAA 

ATGTGGATACTACAACTCTTCATATGTCGAAGTACCATGACTTTTTTGGGTTAATCCG^ 

ATATAGGTGATAATGAATTGGGAGGATTGATATCAAAGCTGATTTATACTGACCGATTGC 

AAAGTGTCCCAAGGGTAATTTCTAAAGAGGATATTGGGATGGATAGCGACAAATTCACTG 

CCCCTATAATAGGTTACAAGATGGAAAAATGGCTTTTGAAGTTAAAAGATC 

ATATTTTTGAAAATTTATTAATGATCTATGGAGACGATGCGACCATAGTAAATGGAGAAA 

TGCTCATCCACTCCTCTAAATTCTTATCCAGGGAGCAAGCGTTAATGATAGAAAGGTACG 
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TGGGACAAGACTCCCCGAACTTGGACCTCAGATGCCATCTTATTGAACATACTTTAACCA 

TAATATATAGGCTATGGAAAGACCATTTCAAACAATTGCGTGAAGAACAAATCAAGCAGG 

TAGAAAGCCAATTGATTATGTCACTATGGAGGTTTCTCGTATGCCAAACCGAAACTC 

CAGCAAACGAAAGAGAAATGAGAGATCATCGACACCTTGTAGATAGTTTGCATGATCTGA 

CGATAAAGGATCAAGCCTCTTATTACGAAGATGCCTTTGAGGATTTACCAGAATATATCG 

AAGAAGAATTGAAGATGCAATTGAATAAAAGAACGGGGAGAATAATGCAAGTAAAGTACG 

ATGAGAAATTTCAAGAAATGGCAAGAACTATTCTTGAGTCAAAATC 

CACTAGAGGAGGCCGATTCATTATATATCTCAATGGGACTGTAA 

YDR499W, 747 aa (SEQ ID NO 70) 

MRRETVGEFSSDDDDDILLELGTRPPRFTQIPPSSAALQTQIPTTLEV^^ 

DNQLWQLNKAQGEASMLIU)KINFI^IEREKEKNIQAVKVNE 

LEDEKIG-XQMEARGKSKREVITNVKPPSTTLST'NTNTI^ 

I SDNLLKKNMVPLNPNRI I PDETSLFLES I LLHQI IGADLSTIEI LNRLKLDYITEFKFK 
NFVI AKGAPIGKS I VSLLLRCKKTLTLDRFIDTLLEDI AVLIKEI SVHPNESKLAVPFLV 
ALMYQrVQFRPSATHNLALKDCFLFICDLIRIYHHVLKVPIH^ 

DYL 1 1 S YSFDLLEGI LRVLQSH PKQT YMEFFDENI LKSFEFVYKLALTI S YKPMVNVI F S 
AVEWNIITSIILNMDNSSDLKSLISGSWWRDCITRLYAL^ 

HMSKYHDFFGLIRNIGDNELGGLI SKLI YTDRLQSVPRVI SKEDIGMDSDKFTAPI IGYK 
MEKWLLKLKDEVLNIFENLLMIYGDDATIVNGEMLIHSSKFLSREQALMIERYVGQDSPN 
LDLRCHLIEHTLTIIYRLWKDHFKQLREEQIKQVESQLIMSLWRFLVCQTETVTANEREM 
RDHRHLVDSLHDLTIKDQASYYEDAFEDLPEYIEEELKMQLNKRTGRIMQVKYDEKFQEM 
ARTILESKSFDLTTLEEADSLYISMGL 

YDR507C, 3929 bp, CDS: 501-3929 (SEQ ID NO 71) 

CTCTTTAAATATTCTATGTACTTTGTGCAAACATCATTGTCATCACATAAATGCATTCCT 

ACTATTACTAACTTGAACTTCACTTCACTGGAAGAACTGGGTTATTCAAGGTAAAGAAAT 

CATTTGTTTTGCGCCAAGTTTCGTCTGACAAGAATTTC 

ATCGAAGGAAACGCGTCAAATCCATTCGTTACTACGCGCAATCTGCGTTA 

CGGCATACCATCGCGAAATATCAACGGCCACACCATAGATTCCTTTTGATGTTAAATTAA 

AAGCGACTGAATGAAGTGCACACATTTTTTATTTCTTCT^ 

TTTGCTTTCTCTTCTGTCGACAACGTCTCAACTGTACTCACCATTAGTATTCTCGAAGGC 
TTTAGCAGACTTGTGAATAATTAATTGCCCACTTTGATCAAG 

ATACAATAATAACATTCAAAATGGCAATCAATGGTAACAGTATTCCTGCCATAAAGGATA 

ATACCATCGGTCCATGGAAACTAGGTGAAACTCTCGGTCTAGGGAGCACTGGTAAAGTCC 

AGCTTGCTCGTAATGGATCCACAGGACAAGAGGCGGCAGTTAAGGTAATATCAAAAGCAG 

TATTCAATACCGGTAATGTCAGCGGTACTTCGATTGTTGGCTCCACCACCCCAGATGCTC 

TACCATATGGTATAGAACGCGAAATAATCATTATGAAGTTGTTAAACCACCCAAATGTGT 

TACGTTTATATGATGTCTGGGAAACAAATACAGATTTATACCTTC 

AGAAAGGTGAGTTGTTCAACTTATTGGTTGAGAGAGGTCCTCTGCCAGAGC^ 

TCAGGTTTTTTAGACAAATTATTATTGGTGTGTC 

ATCGTGATCTAAAACCGGAAAATCTATTATTAGATCATAAATAT7UVCATCAAGATTGCAG 

ATTTTGGTATGGCTGCTTTGGAAACTGAAGGAAAGCTACTGGAGACGTC 

CACATTATGCTGCACCAGAAATTGTATCTGGTATACCGTATCAAGGTTTCGCAAGTGATG 

TGTGGTCATGCGGTGTGATCCTATTCGCCCTTCTTACTGGTCGGTTACCCTTTGACGA^ 

AAGATGGAAATATAAGAACACTATTACTTAMGTTCAAAAAGGTGAGTTCGAAATGCCTT 

CTGATGATGAAATTTCGCGTGAAGCTCAGGATTTGATTAGAAAAATCTTAACCGTTGATC 

CTGAAAGAAGAATCAAGACCAGAGATATACTCAAACATCCGCTATTACAAAAATATCCAA 

GTATAAGAGATTCTAAAAGTATTAGAGGCTTACCAAGAGAAGACACATATCTCACGCCAT 

TATCAGAAAGTAATTCTTCTATTGACGCTACGATTTTGCAAAATTTAGTAATATTATGGC 

ATGGAAGAGATCCTGAAGGAATTAAGGAAAAACTAAGAGAACCTGGCGCTAATGCAGAAA 

AGACATTATATGCACTACTGTATAGATTTAAGTGTGACACTCAAAAAGAGCTTATTAAGC 

AACAGCAAGTTAAGAAGAGGCAGTCAATTAGTAGCGTTTCTGTTTCCCCATCTAAAAAAG 

TATCGACAACTCCACAACGCAGAAGAAATAGAGAATCTTTAATTAGTGTAACATCTTCTC 

GTAAAAAGCCAATATCCTTCAACAAATTCACTGCCTCCAGTGCCTCCTCCAGCAATCTAA 

CTACACCCGGTTCTTCAAAACGCCTTTCAAAAAACTTCTCTTCAAAGAAGAAATTATCTA 

CAATCGTTAACCAATCTTCTCCAACACCAGCATCACGTAATAAAAGAGCTTCGGTTATAA 

ATGTGGAAAAGAATCAAAAAAGAGCCTCTATCTTTTCTACTACCAAGAAGAACAAAAGAT 

CTTCTAGATCTATCAAGAGAATGTCATTGATACCAAGCATGAAACGTGAATCGGTGACAA 

CAAAATTAATGTCAACATATGCGAAATTGGCAGAGGATGACGATTGGGAATACATTGAGA 
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AGGAAACAAAGAGAACGAGCTCAAATTTTGCAACTTTGATA 

AAAAGTACGAACAAATAAGGAAAGAGAAGGAAGAGCTAGAACGTAAAGTGAGAGAAGCAA 
AAGCACGTGAAGAGCTGGAACGTAGAAGACGTAAACAAGAAGAAAAAGAACGTGCAAGAA 
AATTACTAGAAAAGGAAGATCTGAAAAGAAAACAGGAGGAACTCAAGAAGCAAATTGAAA 
TTGATATAAGTGATCTAGAGCAAGAGCTGTCCAAACACAAAGAGGAAAAACTGGATGGTA 
ATATTAGATCTATCTCTGCTCCTATGGAAAATGAAGAGAAAAATATCAATCATTTGGA^ 
TTGATATTGACAATATTCTCCGTCGCCGCAACTTTTCTTTACAAACTAGACCTGTC 

GGCTTGATCCGGGTATAATGTTCTCCAGTCCAACTGAGGAAGTAAGTCCAGTGGAACCAA 

AGAGAACAGAAAATGAAAGACTTACAACAGAAAAGAAAATTTTAGAAACTATCAGAAGAT 

CAAAATTCTTGGGTTCATCATTTAATATCGATAAAGAGTTGAAATTC 

ATCCAAGTATAATTGCACCACAAAGATTGTCAGAGGAGCGAGTGGTGTCAGATTCTAATG 

ATGGATATGAATCTTTGATCCTCCCGAAGGATGGGAATGGCGTATCTCAATTAAAGGATA 

GTACCGCAACAACTGCTCCCGTCTCTGATGGTAGGTTGAGGAAGATCTCTGAAATTAGAG 

TACCACAATTTACTAGAAAATCAAGGCATTTTAGTGAGTCCAATAAAAGGCTATCTGTCC 

TGTCGATGTACTCTACCAAGGAGTCGTTTACCAACTTGGTTGATATTTTGAAAAACGGT^ 

ACCTTGATGTCAATAACCAACAAAGCCAAAGAATTCCAACACCAAGAAGTGCGGATGATT 

CAGAATTTCTTTTTGAAACTGTCAACGAAGAAGCTGAATATACA 

ATGAGAGATTGTACGATGTCGGTGATTCCACTATCAAAGACAAATCCGCGTTAAAGCTGA 

ACTTTGCAGATCGTTTTAATGGATCGAACGAAGCGAAACAAACTGATAACTTACATCTTC 

CGATCCTTCCTCCGCTTAATGGTGACAATGAATTGCGTAAACAGAATAGCCAAGAGGGTG 

ACCAGGCACATCCAAAGATTAAATCGATGATACCAGAATCAGGCTCTTCTTCACATACTG 

AAAAGGAAGAAGAAAATGAGGAAAAGGAAGAGAAAAAGCCAGAACAACACAAACAAGAAG 

AGGATCAAGAAAAAAGAGAGAAAGTAGTAGATGATATGGAGCCACCATTGAACAAATCTG 

TGCAAAAAATTAGGGAAAAAAATG^TGGCTCGCAGGCAAAGGATCATTCAAAAGATCACT 

TAAAAGAGCATAAGCAGGATAAAAATACAGCAATTGGAAATGGTTCCTTCTTTAGAAAAT 

TCTCAAAATCTTCGGACAAAACAATGGAATTGTATGCCAAGATTTCTGCAAAACAATTGT 

TTAATGGTTTAGAGAAGCTGTTGCGTGGTTGGACTCAGTATGGTTTAAAAAATA 

CGCACCCCAACAATCTGACCTTAACGGGTAAACTATCGAGTGATAATATATTCTCACTAC 

GTTCAACACTCTTTGAGGTTAATATTTATCCGAGAGGTAAGATGAGCGTTGTGCAGTTCA 

AGAAAGTTTCTGGTTCATTCAAAGCTGTCAAAAAGTTGGTCAATGAAGTTGAG 

TGAATAAGGAAGGCGTTCTACAAAAATAG 

YDR507C, 1142 aa (SEQ ID NO 72) 

MAINGNS I PAI KDNTIGPWKLGETLGLGSTGKVQLARNGSTGQEAAVKYI SKAVFNTGNV 
SGTS IVGSTTPDALPYGIEREI I IMKLLNHPNVLRLYDVWETNTDLYLVLEYAEKGELFN 
LLVERGPLPEHEAIRFFRQIIIGVSYCHAI^IVHRDLKPENLLIJDHKYNIKIADFGMAAL 
ETEGKLLETSCGSPHYAAPEIVSGIPYQGFASDVWSCGVILFALLTGRLPFDEEDGNIRT 
LLLKYQKGEFEMPSDDEISREAQDLIRKILTVDPERRIKTRDILKHPLLQKYPSIRDSKS 
IRGLPREDTYLTPLSESNSSIDATILQNLVILWHGRDPEGIKEKLREPGANAEKTLYALL 
YRFKCDTQKELIKQQQVKKRQSISSVSVSPSKKVSTTPQRRRNRESLISVTSSRKKPISF 
NKFTASSASSSNLTTPGSSKRLSKNFSSKKKLSTIVNQSSPTPASRNKRASVINVEKNQK 
RAS I FSTTKKNKRS SRS IKRMS LI PSMKRES VTTKLMSTYAKL AEDDDWEYI EKETKRTS 
SNFATLIDEIFEYEKYEQIRKEKEELERKVREAKAREELERRRRKQEEKERARKLLEKED 
LKRKQEELKKQIEIDISDLEQELSKHKEEKLDGNIRSISAPMENEEKNINHLEVDIDNIL 
RRRNFSLQTRPVSRLDPGIMFSSPTEEVSPVEPKRTENERLTTEKKILETIRRSKFLGSS 
FTJIDKELKLSKMEYPSIIAPQRLSEERWSDSNIX5YESLILPKDGNGVSQLKDSTATTAP 
VSIX3RLRKISEIRVPQFTRKSRHFSESNKRLSVLSMYSTKESFTNLVDILKNGNLDVNNQ 
QSQRIPTPRSADDSEFLFETVNEEAEYTGNSSNDERLYDVGDSTIKDKSALKLNFADRFN 
GSNEAKQTDNLHLPILPPLNGDNELRKQNSQEGDQAHPKIKSMIPESGSSSHTEKEEENE 
EKEEKKPEQHKQEEDQEKREKVVDDMEPPLNKSVQKIREKNAGSQAKDHSKDHLKEHKQD 
KNTAIGNGSFFRKFSKSSDKTMELYAKISAKQLFNGLEKLLRGWTQYGLKNIKSHPNNLT 
LTGKLSSDNIFSLRSTLFEVNIYPRGKMSWQFKKVSGSFKAVKKLVNEVENVimEGVL 
QK 

YDR515W, 1844 bp, CDS: 501-1844 (SEQ ID NO 73) 
GAGTTGAATCTATGCGTAACCATTTTGACTACCGCTTC 

GAGCTACTCATACAATAGCTTATAATCTGTGTAGTCAAACTATATACTAGGCAAATTACT 

AGTAAATGCAGTATTCATATGTCCTCAAACCGTTTTTTGCAGTATGTTATTC 

AATCAAAATTTTTCACCGCCAAGAGAAAAAAGATCTTACTATTTTGTGCTTATGAA 
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TTAGTAAAAGTAAAGCTGGAAGCACATACAAGCGCAGCTGAATCACAAAGGAAAATTGGC 

ACATCCTTGGTTGACACTTGTCTATTTATTAAAAGGTTOT 

TCTATCATATTTTTTTATTTAAAAAAAAATACTC 

TTTAGGGTGGCGTTAAATAAACGAGAGAGCCCAAAAATATAACCAAGATAAAGAAAATCA 
ATCATAAAGTGAATTCAAAAATGTCATCGCAAAACCTCAATGATAATCCAAAAAATACAT 
CCTCAGCAGCTGAAGATAAGAAGAAACAAACTTCATCCTTAAAGTTGGCACCAATACCAA 

CCACATCGCCATGGAAATCATCTTCGCCAGATAGCAATACAGTAATTCCTGTAGAGGAAC 
TAAGAGATATATCAAAGACTGCAAAGCCAAGTAAAAATGGTTCGGGGTCAATTAAATTAA 
CAAGCAATACCAAATGGACTCCAATTACGCCGTCTGTTATAATCTCAGGTTCCAAGGACA 
CAAATTCAAAGTCAGGAAAGAACTCTAAAAATTCTAAGACTAATAAAAAAATGAAAAAGC 
GTGGCAAATATAATAACGATATCAATAAAAAGGACTTTAACGGTCAAACCAACAGTACAT 
CGGAAATAAGTAACGTTTCCAATCTTGAATCCAAACCTTTAGATGCTAACGCTAAAGTAA 
ACATACATTCAAGCTCAGGAGCAACTGCCAATGGGAATATAAAGAGGATAACAAACAACA 
ACAATTCAACCAACGGTAGACAATCAAGAAATTATCAAAACAGGAATGGCAAAACAAGAT 
ACAACAACAATAGTAGACACAGTCAGGCGGCTAATAATGCCATCTCCTTCCCAAATAATT 
ATCAGGCTAGACCTGAATATATTCCCAATGCCAGCCACTGGTTGAACAACAATTCAAGAA 
ATAGCTATAAACAACTGTCATACTTCCGTCAACAGCAGTATTATAATAACATCAACTATC 
AACAACAATTGCAAACACCATATTATTACTC^ 

GTATCAAAAACCAAATTGAATTCTATTTTAGTGAAGAGAACTTGAAAACAGATC 

TAAGATCTAAATTCAAAAAAGCCAATGACGGATTTATCCCCATGAGTTTGATAGGGAAAT 

TTTACCGTATGGTTAATTTATCTCTTGGTGGAGAC^ 

GAGAAGTTTTACAACATAAAGAAACAAACCATTTGGAAATTGCCCTTGGAAGCATAGAAG 
GTGCTCAGAAGAACATGGCAGATGATTTCAATCCATTGGAAAACTATTTTATTAGGCGCG 
AAAATTGGGCTGAATACGCTATGGAAAGTAATTTTGATGAAAATC 

AATACAACATTGAGAAACTATTGGGACCGAACGATTTAGACAATTATTCTTATATGGGCT 
ATCCAAACTTCTTTCCCAGTAATGAAAATGGGAAAAAGAGTCAGAGCTATGACCAAGGTG 
AAATTAGCAGGCAGTTTGAACAAAACTTACAAATAAATGATTAA 

YDR515W, 447 aa (SEQ ID NO 74) 

MS SQNLNDN PKNTS S AAEDKKKQTSS LKLAPI PTTS PWKSS S PDSNTVI PVEELRDI S KT 
AKPSKNGSGSIKLTSNTKWTPITPSVIISGSKDTNSKSGKNSK^ 

INKKDFNGQTNSTSEISNVSNLESKPLDANAKVNIHSSSGATANGNIKRITNNNNSTNGR 
QSRrTCQNRNGKTRYNNNSRHSQAANNAISFPNNYQARP^ 

YFRQQQYYNNINYQQQLQTPYYYSMEPIFKSIESIKNQIEFYFSEENLKTDEFLRSKFKK 
ANDGFIPMSLIGKFYRMVNLSI/MDPNLILASMREVLQHKETNHLEIAIX5SIEGAQKNMA 
DDFNPLENYFIRRENWAEYAMESNFDENDDETEKYNIEKLLGPNDLDNYSYMGYPNFFPS 
NENGKKSQSYDQGEISRQFEQNLQIND 

YDR518W, 2054 bp, CDS: 501-2054 (SEQ ID NO 75) 

GCAGCAGGGGCAAGATGACAACCCTGTTCCTGTTCCTGTTCCAGTAGAATCTGAGACGGC 

TTTTGTGCCATCAGCATTCACAGCACCACCGGTGCCAACAAAGAAGAAATCAAAAAATAA 

AAAGGGTACCCAGCCATTGGCAATGGATGACTATTTTAATGAAGGCAGAGATAAGTCATC 

TACCGCTGCGAAGTCAGCAGAATCTGACATCC^ 

CTCTGATTAACTTTCCTGGTTAGTCTTTTGGTTTTGTT^ 

TATATAAGCTTGCTTTCCCTTCAAAACACGTAAACGATAGTT^ 

CCGAGACTTT1TTTCAAAGGCACGCGTGTCCTTTTTTC 

ATTCAGAAAGTTTCAATTTCCAAGACTTGACGTTTCAATTATATGGCAATOT 

GC^CCCGCTCATATAATACCATGCAAGTGACCACAAGATTTATATCTGCGATAGTCTCGT 

TTTGCCTGTTTGCTTCTTTCACGTTGGCTGAAAACAGC 

ATTTACTCGTTCTAACAGAGAAGAAATTTAAATCATTCATCGAATCTCATCCGTTAGTCC 
TCGTCGAGTTTTTTGCTCCATGGTGTTTC 

AGGCCGCCTCTATTTTAAAGGAGCATAACGTCCCAGTTGTTCAAATTC 

ACAGTATGGTTTGCCTGCAACAAACTATAAATACCTACCCAACCTTGAAAATCTTTAAAA 

ATGGTCGTATTTTTGATGGTCAAGTCTATCGCGGTGTCAAGATCACCGATGAAATCACTC 

AGTACATGATTCAGCTATACGAGGCTTCTGTCATTTATTTAAATTCCGAAGATGAAATCC 

AACCATACTTGGAAAATGCAACTTTACCAGTAGTAATAAACAGAGGCTTGACAGGCTTGA 

ATGAAACGTATCAAG AAGTCGC ACTGGACCTTGCTGAGGATT ACGTCTTTTTATCCCTTC 

TAGATTCAGAAGATAAGTCATTATCAATCCACTTGCCAAACACTACAGAACCAATTCTGT 

TTGATGGAAATGTAGACTCTTTGGTCGGAAATTCCGTTGCTCTAACTCAGTGGTTAAAA 
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TGGTAATTTTACCTTACTTTACCGACATCGAAC 
GCAATTTGCCGTTGGCTTACTTCTTTTATACT^ 

ATCTTTTCACGCAGTTAGGTAAGGAAAATCGTGGCCAAATAAATTTCATTC 

OTACAATGTTCCCACACCACGTTAGATTCCTAAATATGAGAGAACAGTTCCCATTATT^ 

CTATCCATAATATGATCAATAATCTCAAATATGGTTTACCACAACTACCAGAAGAAGAGT 

ACGCGAAATTAGAAAAACCACAACCACTAGACAGAGATATGATCGTTCAGTTGGTAAAAG 

ATTACCGTGAAGGTACTGCCAAGCCAATTGTTAAGTCAGAAGAGATTCCAAAAGAACAAA 

AGTCCAATGTTTATAAAATAGTTGGGAAGACACATGACGACATTGTTCATGATGATC 

AGGATGTCCTTGTCAAATATTACGCGACATGGTGTATTCATAGTAAAAGGTTTGCGCCTA 

TTTACGAAGAAATTGCAAATGTCITAGCATCTGATGAATC 

TCGCCGAAGTAGATTCAGGGGCAAATGATATCTTAAGTTTTCCTGTGACAGGATATCC^ 

CCATTGCTTTGTATCCTGCCGGAAATAACTCTAAGCCTATTATCTTC 

ATTTGGAAGATGTTTTCGAATTTATGAAGGAATCAGGTACACAT 

CAATTTATGATAAATTGCACCAGGCCAAGGATTCTGAAGTGTCTACTGAAGATACCGTAC 
ATGATGAATTATAA 

YDR518W, 517 aa (SEQ ID NO 76) 

MQVTTRFISAIVSFCLFASFTLAENSAI^TPGSDLLVLTEKKFKSFIESHPLVLVEFFAP 
WCLHSQILRPHLEEAAS ILKEHNVPWQIDCEANSMVCLQQTINTYPTLKIFKNGRI FDG 
QVYRGVKITDEITQYMIQLYEASVIYLNSEDEIQPYLENATLPWINRGLTGLNETYQEV 
ALDLAED YVF L S LLD S EDKS LSI HLPNTTE P I LFDGNVD S L VGN S VALTQWLKWT LP YF 
TDIEPDLFPKYISSNLPLAYFFYTSEEELEDYTDLFTQLGKENRGQINFIALNSTMFPHH 
VRFLNMREQF PLFAI HNMINNLKYGLPQL PEEEYAKLEKPQPLDRDMI VQLVKDYREGTA 
KPIVKSEEIPKEQKSNVYKIVGKTHDDIVHDDDKDVLVKYYATWCIHSKRFAPIYEEIAN 
VLASDESVRDKILIAEVDSGANDILSFPVTGYPTIALYPAGNNSKPIIFNKIRNLEDVFE 
FIKESGTHHIDGQAIYDKLHQAKDSEVSTEDTVHDEL 

YDR519W, 908 bp, CDS: 501-908 (SEQ ID NO 77) 

GGGGCAAATGATATCTTAAGTTTTCCTGTGACAGGATATCCAACCATTGCTTTG 

GCCGGAAATAACTCTAAGCCTATTATCTTCAATAAAATTAG 

GAATTTATCAAGGAATCAGGTACACATCACATTGACGGCCAGGCAATTTATGATAAATTG 

CACCAGGCCAAGGATTCTGAAGTGTCTACTGAAGATACCGTACATGATGAATTATAATCA 

ATAAATAAAGCATATATAATGCACATTTTTAACATCTGATTACTCGCATCGTTTCTGGAA 

GAAAATAGCTAATATTCGTTATTTATGGCATCACGATTATTCTCACCAGTTACCCGTTTA 

TGCTCTTGAAGAGATTTAGCATTACTGCCAGCGCATCTTCAAATACAGGTTTATATGAGA 

CCCATTACTATAACCCTAAGAAGAGAAAAAGGAGTGCTTTCGTTTTCAATCACATTCTA^ 

TTTACAGTAATTGAGTCTCGATGATGTTTAATATTTACCTTTTCGTC 

CCATTCTTGCAGGTTCCCTGTCAGATTTGGAAATCGGTATTATC 

AAGATTGCTTAATTAAGGCAATGCCAGGTGATAAAGTTAAGGTTCATTATACAGGATCTT 

TATTAGAATCGGGAACTGTATTTGACTCAAGTTATTCAAGAGGCTCTCCTATC^ 

AACTTGGCGTTGGCAGAGTAATTAAAGGTTGGGATCAAGGTGTTGCCGGCATC 

GCGAAAAAAGAAAGCTGCAAATTCCAAGTTCTTTGGCCTACGGAGAAAGAGGTGTCCCAG 

GCGTCATTCCTCCAAGTGCTGATTTGGTGTTTGATGTCGAATTGGTAGACGTGAAATCAG 

CCGCCTAG 

YDR519W, 136 aa (SEQ ID NO 78) 

MMFNIYLFVTFFSTILAGSLSDLEIGIIKRIPVEDCLIKAMPGDKVKVHYTGSLLESGTV 
FDSSYSRGSPI AFELGVGRVIKGWDQGVAGMCVGEKRKLQI PSSLAYGERGVPGVI PPSA 
DLVFDVELVDVKSAA 

YER102W, 1103 bp, CDS: 501-1103 (SEQ ID NO 79) 

CGAGCTTGCCAGCATTCCAATGCCCATCGTATTGTACTCAATGGTGAAACTTACCACCAT 

ATTGTTAAAAGCTATTATTTATGATTTTTACTTACCAAACATTGAAA 

ACCACGATAAAACGTATGTTCTGATACCCAGCAAATGAGAAAGTAGAAGGAGAAACCtAA 

AAACCTGTGGCGGTCAAGACTGCTAGCAAGATGGATATTTAGATCATAAATTCTAACGCA 

TGCATCCTGAGCAATGAAATCATGCAACCTAACATTTGAGGTTAATATATGAGAATTAAC 

TAGCGTTGAGGAGGTACTGCAATTTAAAAGACCGAAGAATTATCGATGCAAGGAAAAATG 

GGTCTAGGATGAATACGAGCAATTGAAATAC^TTTGGAATACCTTGTGAAAATATCACAT 

ACTTTCGCCTTCTATCTCGATGCGTTATTACAAGAAAATAGTTTTACTAACAAATTAACA 

AAAATTAAAATAGTGTAAAAATGGGTATTTCTCGTGATTCTCGTCACAAAAGATCAGCCA 
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CTGGTGCTAAACGTGCTCAATTCAGAAAGAAGAGAAAGTTCGAATTAGGTCGTCAACCAG 
CCAACACAAAAATTGGTGCTAAGAGAATCCACTCTGTCAGAACTAGAGGTGGTAACAAGA 
AATACAGAGCTCTAAGAATTGAAACCGGTAACTTTTC 

AGAAGACCAGAATTGCTGGTGTTGTTTACCATCCATCCAACAATGAATTGGTTAGAACTA 
ACACTTTGACCAAGGCTGCCATTGTCCAAAT^ 

AAGCTCACTACGGTCAAACCTTGGGTAAGAAGAAGAACGTCAAGGAAGAAGAAACTGTTG 

CCAAGAGCAAGAACGCTGAAAGAAAGTGGGCTGCTAGAGCTGCTTCTGCCAAGATCGAAT 

CTTCCGTTGAATCTCAATTCAGCGCCGGTAGATTATACGCTTGTATCTCTTCCAGACCAG 

GTCAATCCGGTAGATGTGATGGTTACATCTTGGAAGG 

GAAGATTGACTGCTAAGAAATAG 

YER102W, 200 aa (SEQ ID NO 80) 

MGISRDSRHKRSATGAKRAQFRKKRKFELGRQPANTKIGAKRIHSVRTRGGNKKYRALRI 
ETGNFSWAS EGI SKKTRI AG\A^YH PSNNELVRTNTLTKAAI VQI DATPFRQWFEAHYGQT 
LGKKKNVKEEETVAKSKNAERKWAARAASAKI ES S VESQFSAGRLYACI S SRPGQSGRCD 
GYILEGEELAFYLRRLTAKK 

YER153C, 1265 bp, CDS: 501-1265 (SEQ ID NO 81) 

ACCCTATATGGGAGGACAACTCGCCCACTGTTTGGGTCGTGTTAGCGATAAGGTCCGAAG 

TAGAAGCGGAAAGAGAAGGAGCTGAAGAGGTTAATTCATCGATGGAAGGCAACTGGGTTT 

GGATTTCCGAGACATCGTTGGCATTTGGGCCCGTCGAATTAAATCTTT^ 

AGATCCATGACGGATGGGGCCGGGGCAATACTAT^GTTCGAGCGGTGGCCAGTCTGGAAG 

AGGCAGCAAACCTTGACGTGACGAGTCGAGAGGTGAGTTTGAACATCGTCGGGGAGGTTA 

TTCTGTGGCTCCGCTTGTACGTGAACAGATACGTATAGAGGGCGAGCCACTGGTTAAATT 

TTTCATGGCTCGGATTACTTCCGTACTGCTGGCTAAAATCGAAATCTCGG 

GTGTTTTGAGCAATCAAGGGAACATCTGAACGTGGAAGAGCAGACGAGGCATTAGOT 

ACATAAGAACGKjAACACGTCATGTTGACTATCACGAAAAGACTGGTGACCACCGATGTGC 

GGTCGCGAATACTGTTAAGCAGTTTAAACGGGAAAATGTC 

GTCAGCAGCAGCAGACCAGCGTGGATGTGGAGCTGCTGCACACGATGCTAGCGCGAGCCG 

CTK3CGCTTGCCCATGCCGACACTATAGCATACATGTGGTATCAGCATGTGATGCCACGCC 

GGTTGCCAGTAGAGGGCCGCCTGCTATGTGAAATGGCTGGCGTAGCATTGTACCAGGACA 

GGCTCTTCTTACCCGCGCAGTTCCTCCAGCACTACCAGGCGATGAATCGCGATCGTCGCA 

CCAGCCCAGAAGATGAACTGATTGAGTATGAGCTTAGACGGATTAAAGTCGAAGCGTTTG 

(XXTGTGGCACAATGCACTCCACGGCGCTCAGGGAAAAGTGGAAGGTATTCTTGCAGGAGA 

TGGATACGCTACCAGGGCAGCCGCCATTAAGGCTGCGCGACTTCCCGCAAATGACCAAGG 

CTATGGGCATAGCATTGATGC^GCAAGATGAGCAAGCAGCTGCCCTGGCGTTC 

GACAGCCCCTAGTGATAAAGAACGAATGGTCACTACCGCTACTACTGGCTGGTGTCCTTT 

GGCATGTTCCCGGCCCAGCGCAGGCGCGACGTGTGCTGGCGGAGTTCCGTCAAAGTTATC 

GCGGGCTGCCGCTGCTGGATGCCGAACTAGTGATAAAGAGAAGAGGATTTGAAATCAACA 

CATAA 

YER153C, 254 aa (SEQ ID NO 82) 

MLTITKRLVTTDVRSRILLSSLNGKMSDAIALLRQQQQTSVDVELLHTMLARAAALAHAD 
TIAYMWYQHVMPRRLPVEGRLLCEMAGVALYQDRLFLPAQFLQHYQAMNRDRRTSPEDEL 
IEYELRRIKVEAFARGTMHSTALREKWKVFLQEMDTLPGQPPLRLRDFPQMTKAMGIALM 
QQDEQAAALALFGRQPLVIKNEWSLPLLLAGVLWHVPGPAQARRVIiAEFRQSYRGLPLLD 
AELVIKRRGFEINT 

YFL014W, 830 bp, CDS: 501-830 (SEQ ID NO 83) 

GGACTAGAAGCCAAAAGCCAGAGGCGGTAAAAATAGCAAGACTAGAATATTGCTGGCATC 
TGTTAAGGGGATATGTTGCAACTTGCAGGGGGCGGCACAA 

AAGAGGGGAAAAGGAAAAGGAAAAGGAAAAGGAAGGAAAAAAACCCATTGACGTAGAAAT 

TGAAAGAAGGAAAGGTATACGCAAGCATTAATACAACCCACAAACACAGACCAGAAGCAC 

TCTAGACGGAGAGTAACTAGATCTACAGCCCCTGGAAAATCGTTTGGTCAACTTTGAGGT 

TCCGGTCGTCCCCOTCTTGATCTGAAAGGTCTTTCTCTAAATCTATATTAAAACGTATAA 

ATAGGACGGTGAATTGCGTTCTACTTCCTCAATTGCGTTTGATCTTATTTAA 

TAATATATAGAAAAAAAAACCATCTGATTATTCGATAATCTCAAACAAACAACTCAAAAC 

AAAAAAAACTAAATACAACAATGTCTGACGCAGGTAGAAAAGGATTCGGTGAAAAAGCTT 

CTGAAGCTTTGAAGCCAGACTCTCAAAAGTCATACGCTGAACAAGGTAAGGAATACATC 

CTGACAAGGCCGACAAGGTCGCTGGTAAGGTTCAACCAGAAGACAACAAGGGTGTCTTCC 
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AAGGTGTCCACGACTCTGCCGAAAAAGGCAAGGATAACGCTGAAGGTCAAGGTGAATCTT 
TGGCAGACCAAGCTAGAGATTACATGGGAGCCGCCAAGTCCAAGTTGAACGATGCCGTCG 
AATATGTTTCCGGTCGTGTCCACGGTGAAGAAGACCCAACCAAGAAGTAA 

YFL014W, 109 aa (SEQ ID NO 84) 

MSDAGRKGFGEKASEALKPDSQKSYAEQGKEYITDKADKVAGKVQPEDNKGVFQGVHDSA 
EKGKDNAEGQGESLADQARDYMGAAKSKLNDAVEYVSGRVHGEEDPTKK 

YFL015C, 995 bp, CDS: 501-995 (SEQ ID NO 85) 

GACCTTCAGCGTTATCCTTGCCTTTTTCGGCAGAGTC 

TGTTGTCTTCTGGTTGAACCTTACCAGCGACCTTGTCGGCCTTGTC 

TACCTTGTTCAGCGTATGACTTTTGAGAGTCTGGCTTCAAAGCTTC 

CGAATCCTTTTCTACCTGCGTCAGACATTGTTGTATTTAGTTTTT^ 

TTGTTTGAGATTATCGAATAATCAGATGGTTTTTTTTTC 

ATAAGATCAAACGCAATTGAGGAAGTAGAACGCAATTCACCGTC^ 

ATATAGATTTAGAGAAAGACCTTTCAGATCAAGAGGGGGACGACCGGAACCTCAAAGTTG 
ACCAAACGATTTTCCAGGGGCTGTAGATCTAGTTACTCTCCGTCT 

ATGGGTTTTTTTCCTTCCTTTTC 

ATGTTATTTTGTGCCGCCCCCTGCAAGTTGCAACATATCCCCTTAACAGATGCCAGCAAT 
ATTCTAGTCTTGCTATTTTTACCGCCTCTGGCTTTTGGCTTC 

CCAAGGGCCCGTCAACACGTCGTCATTGCTACCGCCAGCTGGCACCCACACATCACCGAC 

CCTTTTTTTCCATTTTCGGCTGGGCCGTTAGTGGGATCCGCCCGC 

CTTGGATTTGCGCGTCCCCTTTTTTTCTTCATTCTCTC 

TTTCTGTGTATCAAGAGGAAAAGAAGGAGAAAAGGAGAACTCCGAAAAATACCGAACAAG 
AGGGTAACAGAATGTGCATTTGGATGAGCGGGTAA 

YFL015C, 164 aa (SEQ ID NO 86) 

MLAYTFPSFNFYVNGFFSFLFLFLFLFPSLLRFYVILCRPLQVATYPLNRCQQYSSLAIF 
TASGFmiLVLVPRAKGPSTRRHCYRQLAPTHHRPFFSIFGWAVSGIRPLPEIFTWICASP 
FFLHSLTPPTFSHFSVYQEEKKEKRRTPKNTEQEGNRMCIWMSG 

YFR022W, 2702 bp, CDS: 501-2702 (SEQ ID NO 87) 

CTGCCTTCCGTACGTCACAACGCATACACAATATAGTTTATATAAACTCCTGCGTATAAT 

CTATCCTTTTGCATAATATTTTCGTC 

AATAGAACTCGCCTAAAGGGGAAATTTTCGATATAAAAATTCAAAAAAATG^ 

GATCGAGTATTTGTTTGTCGAAAAAGGATCACTGGAGTGACGTTACTACGCTACGAAGCC 

TCCTTCCGGCTTAGCCCTGTTGATTACGAATTTC 

AGAGTTAACTTCACGCGGGTAAATCACTTGTGATGCGGTATATTCTCTATACGGCTAATA 

GATGAATCAGGGTGTTTTAAAGTGCGTATAAACCCTTTTGCTATTTTCGTOT 

GGCGTTGATAAAGAGCCAATATCTATTGTTGCTACATAGAGGCAGCTCTCTTAGCAAAAT 

AAAAATACAAAAAGTTCGACATGGGCTTCAGTAGCGGTAAATCAACTAAGAAAAAGCCTC 

TGCTTTTCGATATCAGACTTAAAAATGTTGACAACG 

CAAACGAGGCCCCCTCGGTGCTTTTATCTGGTTGCATCGTTTTATC 

TGCAGATCAAAAGCATATCATTGAGACTTTATGGGAAGATACAAATAGACGTACCATTAG 

AGAGGCCCCAGGACGCTAGTTCTTCGTCGTTGTCTTCATCGCCGCCAAAGATCAGAAAGT 

ACAACAAAGTTTTTTATAATTACGCATGGGATAATGTTAACCTCAAGGAGTATCTGAGTG 

GTTTAAGAGGGCAATCTGGCCTTGCGGGCAGTAGCTCATCAAGTAATATCTTGGGCACT 

GCCAAAGAGCTCAGTCCACAAGTTCCTTGAAGTCTTTAAAGGGGTCCTCCTC 

CATGTACTTTAGATAAGGGCAACTACGATTTTCCCTTTAGTC 

TACCAGAGAGCGTAGAATCnTTGCCAAATTGCTTCGTGACATATAGCATGGAATCCGTTA 

TTGAACGCAGCAAAAATTATAGTGATTTGATCTGTAGGAAAAATATTAGAGTTCTGAGAA 

CCATTTCACCCGCAGCAGTGGAGTTATCAGAAACTGTTTGTGTAGATAACTCATGGCCCG 

ACAAAGTGGATTATTCTATTTCAGTACCCAACAAAGCCGTAGCTATTGGTTCAGCCACCC 

CTATAAATATTTCCATTGTACCTCTTTCGAAAGGTTC 

TATTATTTGAGAATTATCAATATTGTGACCCCTTCCCTC 

AAGTGAGAGAACTAAATCTTGAAGATCCCTTGAACGAGTC^^ 

ATGGTTGCTTTGTAAATAACCCCTTTTTTCAGCCTGATCATTC 
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AGATTGATACCATCCTGCAAATCCCGAACAGCTTATCAAACTGTGTGCAAGATTGTGATG 
TCCGCTCTAACATTAAGGTTCGCCATAAGCTCAAATTTTTCATCATCCTAAOT 
ATGGTCATAAATCTGAGTTAAGAGCGTCCTTACCGATTCAACTTTTO 
TGGCACTTTCAATAAAACCATTGTCATCCTCGAATTTC 

ACCAGAAAGACGAAAACTCATCACAAGAAGAGGAAGAGGAATATCTGTTTTCTAGATCAG 
CATCAGTCACAGGGTTGGAATTATTAGCGGATATGCGTAGCGGTGGCTCTGTTCCTACCA 
TTTCAGACTTGATGACGCCCCCAAATTATGAAATGCACGTATATGATCGTCTTTATAGCG 
GTTCTTTCACTCGCACGGCTGTGGAAACGTCTGGAACATGT 

GTTCGACTGTCGAGGATCAGCAACAGGATTTAGAAGATTTACGTATACXSGTTGACAAAAA 
TTAGAAATCAACGTGACAATCTAGGGCTACCACCGTCTGCCTCGTCTGCTGCCGCTTCCA 
GATCGCTATCTCCATTACTAAACGTTCCAGCACCAGAGGATGGCACGGAGAGAATCTTAC 

CTGTTTTACTTTCAAGATCCCCAGCCCCAAGCGTGTCAGCCCATGAAGTC 

CCTCGGGCTTAAATTATCCAGAGACTCAAAACCTGAACAAGGTTCCATCGTA 

CAATGAAATATGATATCATTGGTGAGGACCTTCCTCCTTCCTACCCTTGTGCGATACAAA 

ATGTGCAACCAAGAAAACCCAGTAGGGTACATTCCAGGAACTCTTCGACAACATTGTCAT 

CTTCTATACCAACTAGCOTTCATTCCTCTAGTTTTA 

CCATAATTAATGGCTCTAGAAGTAGTTCTAGTGGGGTATCTCTTAATACACTTAATGAGT 

TAACTTCGAAAACTTCGAATAACCCATCCAGTAATAGTATGAAAAGGTCACCAACAAGAC 

GGAGGGCTACTTCTTTAGCTGGGTTTATGGGAGGTTTTC 

AG 

YFR022W, 733 aa {SEQ ID NO 88) 

MGFSSGKSTKKKPLLFDIRLKNVDNDVILLKGPPNEAPSVLLSGCIVLSINEPMQIKSIS 
LRLYGKIQIDVPLERPQDASSSSLSSSPPKIRKYNKVFYNYAWDNVNLKEYLSGLRGQSG 
LAGSSSSSNILGTRQRAQSTSSLKSLKGSSSPSSCTLDKGNYDFPFSAILPGSLPESVES 
LPNCFVTYSMESVIERSKNYSDLICRKNIRVLRTISPAAVELSEWCVDNSWPDKVDYSI 
SVPNKAVAIGSATPINISIVPLSKGLKLGSIKVVLFENYQYCTPFPPVISENRQVTELNL 
EDPLNESSGEFTJGNGCFVNNPFFQPDHSFQDKWEIOTILQIPNSLSNCVQDCDVRSNIKV 
RHKLKFFIILINPDGHKSELRASLPIQLFISPFVALSIKPLSSSNLYSLFSTTNQKDENS 
SQEEEEEYLFSRSASVTGLELLADMRSGGSVPTISDLMTPPNYEMHVYDRLYSGSFTRTA 
VETSGTCTPLGSECSTVEDQQQDLEDLRIRLTKIRNQRDNLGLPPSASSAAASRSLSPLL 
NVPAPEDGTERILPQSALGPNSGSVPGVHSNVSPVLLSRSPAPS^SAHE^LPVPSGLNYP 
ETQNLNKVPSYGKAMKYDIIGEDLPPSYPCAIQNVQPRKPSRVHSRNSSTTLSSSIPTSF 
HSSSFMSSTASPISIINGSRSSSSGVSLNTLNELTSKTSNNPSSNSMKRSPTRRRATSLA 
GFMGGFLSKGNKR 

YGL011C, 1259 bp, CDS: 501-1259 (SEQ ID NO 89) 
AGACAATAAAATATGGAAAATAAAACGCTTAGCACAGCAGTCAATGAAATACTCTGATAT 
ATTTTGACTCTGTGGAGCATACAGCTACCA^ 
TGGATCAAAACGTTCTTAGGATTGTGGTGGTAAAACTTC 

AAATCCAGCAAACCTTCGCCCATATTTATTCTTTTATAACAGAAGAAGAGACTATATTCT 

CAAAACCTCGTATATTTATATACATATCCTCCAAACAAACTCCCAAGTTTCACTTTCCTG 

GATTTACCTTGGCATTCCTTTTCCCCATCCTCTTATAATGGTAATCGCGATCCTTAATTA 

TGATATCACAATAGACGAAGGGCACACACCAATTTGCCACCGTAAGGATAGAGTAAGTTA 

AATGGCTAACTCATTATAATCT^CATGCTAAATCATATAAGGGCAGAGACGAAGCAAA 

GAAAAAAACATATTACAATCATGTCGGGTGCTGCTGCTGCATCTGCTGCTG^ 

GGCACATCACTATCTTTTCCCCCGAGGGTCGTTTATATCAAGTAGAATATGCCTTTAAAG 

CGACTAATCAAACTAACATAAACTCACTAGCGGTCAGAGGTAAAGATTGTACAGTGGTGA 

TAAGTCAGAAAAAGGTCCCTGATAAACTGTTGGATTC 

GTATTTCAAGAACAATTGGTATGGTAGTGAACGGACCAATACCGGATGCAAGAAATGCGG 
CCCTAAGAGCCAAGGCTGAGGCTGCAGAATTCCGTTATAAATATGGTTATGATATGCCAT 
GCGATGTATTGGCTAAGAGAATGGCTAACCTTTCCCAAATCTATACTCAAAGAGCATATA 
TGAGACCATTAGGTGTTATACTCACATTTGTTTCGGTAGA 

TTTACAAAACTGACCCTGCAGGTTATTACGTTGGCTACAAAGCTACTGCGACAGGACCAA 
AACAACAGGAGATCACAACAAACTTAGAAAACCATTTCAAAAAGAGTAAAATCGACCATA 
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TTAATGAAGAATCATGGGAGAAGGTGGTAGAATTTGCTATTACTCATATGATTGACGCAC 

TGGGTACCGAATTTTCAAAGAATGACTTGGAAGTCGGTGTCGCTACAAA 

TTACCTTGAGTGCTGAGAACATCGAAGAAAGGCTAGTAGCAATTGCTGAACAAGATTAA 

YGL011C, 252 aa (SEQ ID NO 90) 

MSGAAAASAAGYDRHITIFSPEGRLYQVEYAFKATNQTNINSLAVRGKDCTWISQKKVP 
DKLLDPTTVSYIFCI SRTTGMWNGPI PDARNAALRAKAEAAEFRYKYGYDMPCDVLAKR 
MANLSQIYTQRAYMRPLGVILTFVSVDEELGPSIYKTDPAGYYVGYKATATGPKQQEITT 
NLENHFKKSKIDHiTOEESWEKVVEFMTHMIDAI^ 
I EERLVAI AEQD 

YGL031C, 968 bp, CDS: 501-968 (SEQ ID NO 91) 

CCAAGTTAAGCAAGACACCAAGACAATAACTTGAGAGGTATGTCCCTATATGATGATGAT 

TCATAATTAATGGCGACCGAGGGCAGCGTTGTGCTAGAAAGCAATGTATTAATATATGAG 

AGAGCTTCAGATAGCCAATACACCGGAATTTAGACTTTGACAGGATTGTGGCTTC 

GTATAACTTATAATATATGTCAACCTTTGAGCAGGAAACCCAATGAAAATGCTT 

ATATATACGATATGGAGAAGCATGAAAAATAACAGCGTGAGATGTTATCCATCTTGCAAG 

AACCTAGTAAAATGAATTCTGAATTTGCAAAAAGTCCATATTTC 

TACAATTTTGCGAACGCCTGAACAACCATGCGGATTACCATTATTTATATTC 

GCTACCTATGAAAAGCATAGACTTACTAACATTTTTTTTO 

TGGATTAATATAGTGATAAAATGAAGGTTGAAATCGATTCTTTTTCAGGTG^ 

ACCCAGGCAGAGGTACCTTGTTTGTCCGTTOTGACT^ 

CCAAATCTGCCTCTTTGTTCAAGCAAAGAAAGAACCCAAGAAGAATCGCTTGGACTG 

TATTCAGAAAGCATCACAAGAAGGGTATCACCGAAGAAGTTGCTAAGAAGAGATCTAGAA 

AAACCGTTAAGGCCCAAAGACCAATTACCGGTGCTTCTTTGGACTTGATCAAGGAAAGAA 

GATCTTTGAAGCCAGAAGTTAGAAAGK5CTAACAGAGAAGAAAAATTGAAGGCCAACAAAG 

AAAAGAAGAAGGCTGAAAAGGCTGCTAGAAAGGCTGAAAAGGCTAAGTCTGCTGGTACTC 

AAAGTTCTAAGTTCTCCAAGCAACAAGCTAAGGGTGCTTTCCAAAAGGTTGCTGCTACTT 

CTCGTTAA 

YGL031C, 155 aa (SEQ ID NO 92) 

MKVEIDSFSGAKIYPGRGTLFVRGDSKIFRFQNSKSASLFKQRKNPRRIAWTVLFRKHHK 
KGITEEVAKKRSRKTVKAQRPITGASLDLIKERRSLKPEVRKANREEKLKANKEKKKAEK 
AARKAEKAKS AGTQS SKFSKQQAKGAFQKVAATSR 

YGL032C, 764 bp, CDS: 501-764 (SEQ ID NO 93) 

CTCCCATATTTTTTTATTCACAGGCTAGACAATGGTAATGGTGCTTTAGATGATTTCAGT 

GGATTACATTCGCACAATAGAATAAATGACTAATTT^ 

GCATTCAGTTATTATAAGTTATTGTTTGATGGTAAAACTTCGCCATCACCG^ 

TTTATTGCAAAATTACTGAAACCATGTAATTTCCGAATACGGTAATTACACGCAG 

AATTTGACATGCAAGTTTAACAAAAAAACTTCTCTCCGCATC 

CTGTTTCATACCTTCAGATCCAATATACTGAATATCAGGCAATTGATTTCCCTTC 

ATACAATATAAATAGTTGTAAGAAGAGGTGATATGTTAAGTTTCCATTTTGACGTATTCC 

TCATTCTAGAATGATTGTAAGCTCTCAACAGTCACTTGTGTGCCAAAATATTAT 

TTCATACATTTTCAATTAAGATGCAGTTACTTCGCTGTT^ 

CTTCAGTTTTAGCACAGGAACTGACAACTATATGCGAGCAAATCCCCTCACCAACTTTAG 
AATCGACGCCGTACTCTTTGTCAACGACTACTATTTTGGCCAACGGGAAGGCAATGCAAG 
GAGTTTTTGAATATTACAAATCAGTAACGTTTGTCAGTAATTGCGGTTC 
CAACTAGCAAAGGCAGCCCCATAAACACACAGTATGTTTTTTGA 

YGL032C, 87 aa (SEQ ID NO 94) 

MQLLRCFSIFSVIASVLAQELTTICEQIPSPTLESTPYSLSTTTILANGKAMQGVFEYYK 
SVTFVSNCGSHPSTTSKGS PINTQYVF 

. YGL043W, 1430 bp, CDS: 501-1430 (SEQ ID NO 95) 
TCGGGATGGTGGGTTGTTCTGTACCCCCGCATTCACA^ 

GTTTTCGTCTTTTCTTTCAATGTATTGATAATTAACGTGTCTATGTGATGCTATTGGTAT 
ATAGCCTTTCTTGTATATCCCTCTAACAATTATTACAAGTGTTTCTGTTTAAAGCAAGT 
CTAGAAGTGACTCGGTTCTCTTAGGAAATTCTAAACGCAAGATTTCT 
TAACAATTATGAGATACTTCACTAGCCCACCTTAACTTTACGGACCTTCTTTTGAAACGA 
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TGCTTCGAATGACAACGCCTTTTTC 

CAACTCTTACCCGCCCCACTGTGCTGATATGACCAAGTGATCACTCGATGATGGGAC 

GTATTGAAAAATATTGAATGAAAAATTACTCAAGCAGCAGAACATTCACAGTGTAGTCAG 

TCCGCATAAGAGCATTCATCATGGATAGTAAGGAAGTACTGGTACATGTTAAGAATCTAG 

AAAAGAACAAAAGTAATGATGCTGCAGTTCTAGAAATCTTACATGTCTTGGATAAAGAAT 

TCGTCCCCACTCAAAAGTTACTGAGAGAAACAAAAGTTGGTGTGGAAGTCAACAA 

AAAAATCCACTAATGTAGAGATCAGCAAACTCGTGAAGAAAATGATTAGCTCTTGGAAAG 

ACGCAATTAATAAAAATAAGCGTTCCAGGCAAGCACAGCAGCATCATCAAGATCATGCGC 

CAGGCAATGCAGAGGACAAGACAACTGTAGGTGAGTCCGTGAATGGTGTTCAACAGCCGG 

CCTCCTCCCAGTCAGATGCCATGAAACAAGACAAGTACGTCAGCACTAAACCAAGAAATA 

GTAAGAACGATGGTGTGGATACAGCTATATACCACCACAAATTACGTGATCAGGTACTAA 

AAGCACTCTACGACGTTTTGGCCAAGGAAAGTGAGCATCCACCTCAATCTATTTTG 

CTGCAAAGGCCATAGAAAGTGAAATGAATAAAGTTAACAACTGTGACACCAACGAAGCCG 

CTTACAAAGCCAGGTATCGTATAATTTATTCAAACGTCATATCAAAGAATAACCCAGATC 

TCAAAC^TAAAATTGCCAACGGTGATATAACACCTGAATTCTTAGCTACATGCGATGCCA 

AGGATCTGGCACCAGCGCCCTTAAAGCAAAAGATAGAAGAAATTGCCAAGCAAAACTTAT 

ACAACGCACAGGGTGCCACCATAGAAAGGTCAGTCACCGATAGATTTACATGTGGTAAAT 

GTAAAGAGAAGAAGGTATCTTACTATCAATTGCAAACAAGATCTGCGGATGAACCATTGA 

CCACTTTCTGTACATGTGAAGCATGTGGTAACAGATGGAAATTCTCTTAG 

YGL043W, 309 aa (SEQ ID NO 96) 

MD SKEVLVHVKNLEKNKSNDAAVLEI LHVLDKEFVPTEKLLRETKVGVEVNKFKKSTNVE 
ISKLVKKMISSWKDAINKNKRSRQAQQHHQDHAPGNAEDKTTVGESVNGVQQPASSQSDA 
MKQDKYVSTKPRNSKNDGVDTAIYHHKLRDQVLKALYDVLA^ 

EMNKVNNCDTNEAAYKARYRI I YSNVI SKNNPDLKHKIANGDITPEFLATCDAKDLAPAP 
LKQKIEEIAKQNLYNAQGATIERSVTDRFTCGKCKEKKVSYYQLQTRSADEPLTTFCTCE 
ACGNRWKFS 

YGL102C, 929 bp, CDS: 501-929 (SEQ ID NO 97) 

TGTTACGATCAACATTCTTGTCCGTAATCAGCATGGTAGTTAAACCCATTCTGTACATAT 
GGTCAGATATACTTTCGCATGGGTCAATACCATGGTC 

TTTTCAAAAGTTGTATAATATTCAAAAACGCTAACTGATAATTTGGGTGAGGTTTCGAAA 
GAATTGCCAAAATCTCCCTAGGTATATTATCTTCTGGCTTCCAGATGTTAACTGCAGTCA 
TTTTGTTTTTCCTGGTCTTTACCTCGAATAGGTTTTCTTG 
TTGGACCCTATGTTTATATATGGATTTTGAAAATCTTTT 

GGATCTGCCACTGGTAACTTCAAAATAGACAAGACGAAAAAACGGTGAAAATGGGTGATA 
GAAATAATACAGAAGTAGATGTTGAATTAGATTAAACTGAAGATATATAATTTATTGGA^ 
AATACATAGAGTTTTTGTTGATGCGCTTAAGCGATCAATTCAACAA 
CTGATTTTTTCTTCAGCCAACTTGGAGACGAATCTAGCTTTC 

GGAATTCTACCCTTACCCAAGATCTTACCGTAACCGGCTGCCAAAGTGTCAATAACTGGA 

GCAGTTTCCTTAGAAGCAGATTTCAAGTATTGGTCTCTCTTGTCTTC 

CACAATTTGTCCAAGTTCAAGACTGGCITCCAGAAAT 

CTCATACCAACCTTACCGAAATAACCTGGATGGTATTTATCCATGTTAATTCTGTGGTGA 
TGTTGACCACCGGCCATACCTCTACCACCGGGGTGCTTTCTGTGCTTACCGATACGACCT 
TTACCGGCTGTACAAAAAAAATATTGTAA 

YGL102C, 142 aa (SEQ ID NO 98) 

MRLSDQFTJNTTSSSDFFFSQLGDESSFDDNWNIWNSTLTQDLTVTGCQSVNNWSSFLRSR 

FQVLVSLVFWDQCPQFVQVQDWLPEMSLLLVEV^^ 

STTGVLSVLTDTTFTGCTKKIL 

YGL103W, 1461 bp, exonl: 501-549, intronl : 550-1060, exon2: 
1061-1461 (SEQ ID NO 99) 

AACAAGCTATAATATTGTTAAATATAGTTGATCAACAGCATTGTAATGATTACAAGAGAC 

GAGGTGGAATGAACCTTATGAAATGCGTATTATATATAAACTGTAATAAGAGCTAAGTTG 

AATTGAAATCTACGATACTTGATGTTGACATTATAGCACTAGTTCCCAGGAAACCCTTTC 

GAAAAACACAGCAAAAACAAGAGTACTGTAACCAATGTAACATCTGTACACCAGGGACCC 

ACACATTACCAAAATCAAAATTATTTTTCTAATGCCTGTTATTTTTCCTAT^ 

GGCGCGTGAATAGCCCGCAGAGACGCAAACAATTTTCCTCGCAGTTTTTCGCT^ 

TGCGTATTTTCCCAGATAGGTTCAAACCTTTCATCTGTATCCCGTATATTTAAGATGGCG 
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TTTGCTTTCTCCGTTGATTTTTTTCCTTCTTAGTC 

AATCATCCAACTAATCAAGAATGCCTTCCAGATTCACTAAGACTAGAAAGCACAGAGGTC 

ACGTCTCAGGTATGTAGTTCCATTTGGAAGAGGGAATGAAAGAACCAAGACGGTGAC 

TTTTTTAGTGTTGTGCAACCAATATGTCGTGTGTATATCATGGTACAGGAGAATC 

CAGCTAAGTGTACTCAACATATTTCTTTGTGTTTTGATTGC 

CACTGTTGAGACGGCTTATTTGAGGTAATAGCTCGAGTAAATGTACTCTTCCATC 

CTGAGCAAAAAGAAAGTGTGCATA(X?CTTTGTCATACTTCTC^ 

TTCAGAACAGTCATACTGTCTACTCATTTTACGGCTATAAAAGGTAACTTTC 

TATGGAAAGCACTAATTATCGCTGTATCAAATGGTTGTAGAGAGCGCAATTATGAAAAAG 

AGTTACCACGTTTCTTTTGTTTCGATAAAATGTCC^GTTC 

TTTAAAAATTGTATTTCATTACAATATTTTTTTTGTACAGC^ 

AAGCACAGAAAGCACCCCGGTGGTAGAGGTATGGCCGGTGGTCAACATCACCACAGAATT 
AACATGGATAAATACCATCCAGGTTATTTCGGTAAGGTTGGTATGAGATACTTCCACAAG 
CAACAAGCTCATTTCTGGAAGCCAGTCTTGAACTTGGACAAATTGTGGACATTGATCCCA 
GAAGACAAGAGAGACCAATACTTGAAATCTGCTTCTAAGGAAACTGCTCCAGTTATTGAC 
ACTTTGGCAGCCGGTTACGGTAAGATCTTGGGTAAGGGTAGAATTCCAAATGTTCCAGTT 
ATCGTCAAAGCTAGATTCGTCTCCAAGTTGGCTGAAGAAAAAATCAGAGCTGCTGGTGGT 
GTTGTTGAATTGATCGCTTAA 

YGL103W, 149 aa (SEQ ID NO 100) 

MPSRFTKTWCHRGHVSAGKGRIGKHRKHPGGRGMAGGQHHHRINMDKYHPGYFGKVGMRY 
FHKQQAHFWKPVLNLDKLWTLI PEDKRDQ YLKSASKETAPVIDTLAAGYGKI LGKGRI PN 
VP VI VKARFVSKLAEEKI RAAGG WEL I A 

YGL130W, 1880 bp, CDS: 501-1880 (SEQ ID NO 101) 

TTTTGGTACTTGAATTTCTCGTTTCTACTAGCTGGATTGCTTGTCC 

GGAGTTTGGCTATTGCTACCCTTGGTCTTAGCACCACTTTTTTC 

TGAACTAATTTAGTATCTATTTCCATTTCATTATAATTCACGTTTTTAGCAG 

CTTCTAGGTAATTGGAAATCTTCTTCTTTAGGCATAGCGTGACCAGCTGAAAGGCAGATG 

ATCTCAATATGTCCCGATAGGCCAATTTTGCCACCAGATAGTTC 

TAGTCCTTTTGAAAGCAATATCATAAAATATATATAGTTCTCCATGATGTTCGGGTCAGT 

CGCTCCGAAGCGTAACCTAGTATAATAAATAGTTCATTGCAGAAAATAACGAAAGAAATG 

GTGGAATACGATCTGTTATATCTAAACTAAAGCTAACTAACGGAATAAGCAAATACGAAT 

CGACCGCTAATTTAACAAATATGGTTTTAGCAATGGAAAGTAGAGTGGCACCGGAAATTC 

CTGGGCTCATTCAACCTGGGAATGTCACGCAAGACTTCAAGATGATGGTCTC 

TGAATTCCCCAAAACCTACGAAAACATTCCCTGGTTCCCAGCCTGTGTCCTTTCAGCATT 

CTGATGTGGAAGAGAAGCTGCTTGCGCATGATTACTACGTTTGTC 

TGCGGGTGTTGATGTTTATAGTGATAAATCCTGTGAC 

TTGATAGGGAAAATAACTATTATCTGGTTAATGGATTTAGGTTTC 

AGAAGAAAGAAGAGCTGCTAGAGACTCTTCAAGATGGCACCTTATTAGATGGTGAACTTG 

TCATACAAACTAACCCAATGACAAAATTACAAGAGTTGCGTTATTTAATGTTCGATTGTC 

TTGCTATCAATGGTAGATGTCTCACACAATCACCAACAAGTTCTAGACTAGCCCACCTTG 

GAAAAGAATTTTTTAAACCATACTTCGATTO 

CTTTTCCGTTCAAAATTTCCATGAAACATATGGATTTCAGTTACC 

CTAAAAGTTTAGATAAACTACCACATCTTTCTGATGGTCTGATATTTACTCCTGTGAAGG 

CACCTTACACTGCCGGCGGAAAAGATTCATTGTTATTAAAATGGAAGCCAGAACAAGAAA 

ACACCGTGGACTTCAAATTGATTTTAGATATCCCAATGGTGGAGGATCCTTC 

AAGATGATCGGAACAGGTGGTATTACAATTATGACGTTAAGCCAGTTTTCAGCTO 

TCTGGCAAGGCGGAGCTGATGTCAATTCACGTTTAAAACATTTCGACCAGCCTTTCGATA 

GGAAGGAATTTGAAATATTAGAAAGAACATACAGAAAATTTGCAGAGTTGAGCGTTTC 

ATGAGGAATGGCAAAATTTGAAGAACCTAGAACAGCCATTAAATGGTAGAATAGTAGAGT 

GCGCAAAAAACCAAGAGACTGGGGCGTGGGAAATGTTAAGATTCAGGGATGATAAGTTAA 

ATGGTAATCATACATCGGTGGTCCAGAAAGTTTTGGAGAGTATCAACGATTCAGTTTCAT 

TGGAGGACCTCGAGGAAATTGTTGGTGATATTAAAAGGTGCTGGGACGAGA 

ATATGGCTGGTGGTAGTGGGAGACCACTACCGTCTCAAAGTCAAAATGCGACATTATCTA 

CCTCTAAGCCAGTCCATTCACAGCCCCCAAGTAATGATAAGGAGCCAAAATATGTAGACG 

AGGATGATTGGTCGGATTAG 

YGL130W, 459 aa (SEQ ID NO 102) 

MVLAMESRVAPEIPGLIQPGNVTQDLKMMVCKLLNSPKPTKTFPGSQPVSFQHSDVEEKL 
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LAHDYYVCEKTIX5LRVLMFIVIN^ 

ETLQIX5TLLI)GELVIQTNPMTKLQELRYLMFDCLAINGRCLTQSPTSSRLAHLGKEFFKP 
YFDLRAAYPNRCTTFPFKI SMKHMDFS YQLVKVAKSLDKLPHLSDGLI FTPVKAPYTAGG 
KDSLLLKWKPEQENTVDFKLILDIPMVEDPSLPKDDRNRW^ 

VNSRLKHFDQPFDRKEFEILERTYRKFAELSVSDEEWQNLKNLEQPLNGRIVECAKNQET 
GAWEMLRFRDDKI^GNHTSWQKVLESINDSVSLEDLEEIVGDIKRCWDERRANMAGGSG 
RPLPSQSQNATLSTSKPVHSQPPSNDKEPKYVDEDDWSD 

YGL147C, 1076 bp, CDS: 501-1076 (SEQ ID NO 103) 

CAATATTATAGTTACTACCTATTTGATTATTAAGATCAAAAGTAATCCTTCATCTCATAT 

CAAAAAGAAAGGTTTGTAAAAGAGCATTGGGCAGAGAGTATTTGTCCTGCGTATAGAGGA 

GAAAAAATTGTACTGATGCTAATTTTGGTGTCGTC 

TTTCCAGAAATGTTTGGGTTTATTTTTTAATTTTTTG 

ATTTTGTCATTTCATTTTTCTGTGGAAAATTTCACTC 

CAACATCCTCCCATCATCCCAATATTGGCATACACACACATGCAGCACAGCGGAACTGCG 

GAGGTCAGAGGCAATGTGGCAGAGACGCTGGCGCGCCTGTATTGTATAATAGTATATTTT 

ACACTCAATTCAATTTTTTGATATTAAATTAGTGTGTAAAAAGCTTCTC 

CCCGTACCAGAAGTTCAATCATGAAATACATCCAAACTGAACAACAAATCGAAGTCCCAG 

AAGGTGTCACTGTCAGCATCAAGTCCAGAATCGTCAAGGTTGTTGGTCCAAGAGGTACTT 

TGACCAAGAACTTGAAGCACATTGATGTTACCTTCACCAAGGTCAACAACCAATTC 

AGGTTGCTGTTCACAACGGTGGCAGAAAGCACGTTGCTGCTTTGAGAACCG 

TGGTTGACAACATGATCACTGGTGTCACCAAGGGTTACAAGTACAAGATGAGATACGTCT 

ACGCGCATTTCCCAATCAACGTCAACATTGTTGAAAAGGATGGTGCCAAATTCATTGAAG 

TCAGAAACTTTTTGGGTGACAAGAAGATCAGAAACGTTC 

TCGAATTTTCCACCAACGTTAAGGACGAAATTGTCTTGTCAGGTAACTCTGTCGAAGACG 
TTTCCCAAAACGCTGCTGACTTGCAACAAATCTGTCGTGTCAGAAACAAGGATATCCGTA 
AATTTTTGGACGGTATCTACGTTTCTCACAAGGGTTTTATTACTC 

YGL147C, 191 aa (SEQ ID NO 104) 

MKYIQTEQQIEVPEGVTVSIKSRIVKVVGPRGTLTKNLKHIDVTFTKVNNQLIKVAVHNG 
GRKHVAALRTVKSLVDNMITGVTKGYKYKMRYVYAHFPINVNIVEKDGAKF 
KKIRNVPVRDGVTIEFSTNVKDEIVLSGNSVEDVSQNAADLQQICRVRNKDIRKFLDGIY 
VSHKGFITEDL 

YGL213C, 1694 bp, CDS: 501-1694 (SEQ ID NO 105) 

AATCAAAACGATCGTTATACAATTCATTGAGGAACCTC 

CGATCATTTCCGGATCATCATATCTTCTTTGCCACCTCCTGTC^ 

CAGGGAAGTCATATGGGATGGTGCTTCCTACATCTOTCTCCAATCGTGTCTTCAGTTTCC 

AAAACTCGGAATACCTTTTGTAAAGGCGCTTGTTTGGTGTACTAACA 

ACTTGGGGTTGATTTTAACATCGTCCACCTTCATT^ 

C AGAATTAGCTGCC ATCAATATCAATTATCAAC C CTTATATGACITTATTGTTTTTGTTT 

TTGTTGGCTAATTAATTGATACAAATCTTTAGGCGAAAAATAAAAA 

GAAGGAAAAATTAGGCGATATTAAAACAAATCTAAAATAAAGACAAGAAACGAAAAAGAG 

GTTAATCAAGTATTGGAAAAATGTCCAAAGTGTTTATTGCCACAGCAAATGCA 

CTCATGACGCTGATATTTTCTCGGTTTCrcCTTC 

GTGACGGTTACTTAAAGGTGTGGGATAATAAGCTGTTAGATAATGAAAATCCAAAAGATA 

AGTCATATTCTCACTTTGTCCATAAGTCCGGATTGCACCATGTCGATGTC 

TTGAGAGAGATGCATTTGAATTATGCCTTGTTGCTACCACTTCATTTTC^ 

TCTTCTATCGTATCACTAGAGAAGATGAGACTAAAAAAGTTATATTCGAGAAATTGGATC 

TTCTAGACTCAGACATGAAAAAGCATTCCTTTTGGGCATTAAAATGGGGTC 

ACAGACTACTTTCCCATAGGCTGGTTGCTA^ 

AGTTTCACCCGTTTGCAGATGAGTCAAATTCTTTAACAOTAAATTGGAGCC 

AATTACAAGGCACTGTCGAATCGCCTATGACTCCAAGTCAATTTGCCACTTCTGTGGA 

TCTCTGAACGAGGACTAATTGCCACAGGTTTTAATAATGGAACAGTACAAATTTCAGAAC 

TATCTACATTACGCCCGTTGTACAATTTTGAATCTCAGCATTCTATGATTAATAATTC 

ATTCCATCAGATCGGTGAAATTTTCTCCTCAAGGATCCTT^ 

CAAATTCATTTGGTTGCATCACTCTATATGAAACTGAATTTGGTGAAAGAATAGGC 
TATCCGTACCAACCCATAGCTCGCAGGCAAGTCTGGGTGAATTTGCACATTCTAGCTGGG 
TCATGAGTCTATCGTTTAATGATTCTGGTGAAACATTATGCAGTGCCGGATGGGATGGTA 
AATTGAGATTTTGGGATGTAAAAACAAAGGAAAGAATCACTACATTGAATATGC 
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ATGATATTGAAATTGAAGAGGATATCTTAGCTGTTGATGAACATGGAGATTCTTTAGCTG 

AACCTGGTGTCTTTGACGTGAAGTTTTTGAAAAAAGGTT^ 

ATTTAAATGAAAGTTTATGCTGTGTTTGl^ 

CTGGCGGTAAATAA 

YGL213C, 397 aa (SEQ ID NO 106) 

MSKVFIATANAGKAHDADIFSVSACNSFTVSCSGIXSYLKVWDNKLIiDNENPKDKSYSHFV 
HKSGLHHVDVLQAIERDAFELCLVATTSFSGDLLFYRITREDETKKVIFEKLDLLDSDMK 
KHSFWALKWGASNDRLLSHRLVATDVKGTTYI WKFHPFADESNS LTLNWS PTLELQGTVE 
SPMTPSQFATSVDISERGLIATGFWGTVQISELSTLRPLYNFESQHSMINNSNSIRSVK 
FSPQGSLLAIAHDSNSFGCITLYETEFGERIGSLSVPTHSSQASLGEFAHSSWVMSLSFN 
DSGETLCSAGWDGKLRFWDVKTKERITTLNMHCDDI EIEEDI LAVDEHGDSLAEPGVFDV 
KFLKKGWRSGMGADLNESLCCVCLDRSIRWFREAGGK 

YGL235W, 1037 bp, CDS: 501-1037 (SEQ ID NO 107) 
CTGGTTCCAACCATATCTTATGGGAAGATCTATCAGGAAACCTTAGAATCTTAGCTTCGA 
TGGAGGGACAATAGCGGGGGCCTTTGATGGTCGTGTCCTGAATATGAATGGATTC 
AGTTATTGCGCAAAAAGTCGTGCATTTGAGGTGTGGTATGTGTG 

GCTTCGTGGGTTCGACTGACACGGTTTCATTCAGAAAACTCATAGGGACAGGCAACGCAT 

CTCCCTTCTGGACCTCCAGAGCGCTGAAATCAATGGATTCCTTGGCCAGCCTAGCCGGAG 

TGCCTGTTTTCAAACGCCCTAACTGAAAGCCCACCTCATTTTC 

CATATGTTGGCTGCTCGCCAATTCTTCCTGCTGCAATACGCTTGTCGCCGATC 

CTGCACTGAGAAACGTACCTGTAGTGATTATGACCTGATCTGCCCCAACCTGGGTACCGT 

CATCCAGAACCACACCTTTGATGACCTTGTGGCCACATCCGGGGTCATACAAGATCAAGT 

CAGCAACTTTGTTCTGCAGCAGAGACAAGTTGGGGTGTGCTTTCTTC 

TTTGCATGTATTTCTTATATAACTCTCTGTCTATCTGGGCTCTGGGCCCCC 

GACCCTTGCTTCTGTTCAGCATTTTGAATTGCACTCCAGCGAGA 

TCAGCCCATCGAGAGCGTCGATTTCCTTTACAAGGATGCCCTTACCCACTCCACCAATAG 
AGGGGTTGCACGAACACTTACCAATATCTGTTAACGATGGTGTAATGAGAGTAGTATGCG 
CACCAGTCCTAGATGACGCAGCTGCAGCTTCGCAGCCTGCATGTCCAGCACCGATGACCA 
CGACCTGTGTCTTGGTTGTGGGTTGGAAGCTTGTCAAAGAAGATATGGTCAACCGCCTCC 
TGAGGACCTGTAAGGGAAATGAAGTACACGAAGACGCCAAGGTTGTTACACGCAGCATCG 
TTCTTTGGGGCGTTTAG 

YGL235W, 178 aa (SEQ ID NO 108) 

MTLWPHPGSYKIKSATLFCSKDKLGCAFLSESSLCMYFLYNSLSIWALGPHTAGPLLLFS 
ILNCTPARSVTLPISPSRASISFTRMPLPTPPIEGLHEHLPISVNDGVMRVVCAPVLDDA 
AAASQPAC PAPMTTTCVLWGWKLVKEDMVNRLLRTCKGNEVHEDAKVVTRS I VLWGV 

YGL260W, 731 bp, CDS: 501-731 (SEQ ID NO 109) 

TACCATGGAACACCGGTGATCATTCTGGTCACTTGGTCTGGGGCAATACCAGTCAACATC 
GTGGTGAAGTCACCGTAGTTGAAAACGGCTTCAGCAACTTC^ 

GGGTGGGCGGCTTGGAACATGTAGTATTGAGCCAAGTGAGCTCTGATATCAGAGACGTAG 
ACACCTAATTCAACCAAATTGACTCTTTCGTCAGACT^AGCTAGAGTGGTGGTTGCGG^ 
GCAGTAGCAGCGATGGCAGCGACACCAGCGGCGATTGAAGTTAATTTGACCATTGTATTT 
GTTTTGTTTTTTAGTGCTGGTATAAGCTTAACAGGAAA 

CAAAAGCATACAGTTGAAGCAGCTCTATTTATACCCGTTCCTCTATCAGTCATCACTACT 
TAAACGATTCGTTAACAGATGCTCATTTAGCACCTCACATATCCTCCATATCTCATCTTT 
CACACAATCTCATTATCACTATGGAGATGCTCTTGTTTCTGAACGAATCATACATCTTTC 
ATAGACTTCGTATGTGGAGTATTGTATTATGGCACTCATGTGTATTCGTATGCGCAGAAT 
GTGGGAATGCCAATTATAGGGTGCCGAGGTGCCTTATAAAACCCTTTTCTGTGCCTGTGA 
CATTTCCTTTTTCGGTCAAAAAGAATATCCGAATTTTAGATTTGGACCCTCGTACAGAAG 
CTTATTGTTAA 

YGL26QW, 76 aa (SEQ ID NO 110) 

MEMLLFLNESYIFHRLRMWSIVLWHSCVFVCAECGNANYRVPRCLIKPFSVPVTFPFSVK 
KNIRILDLDPRTEAYC 

YGR085C, 1025 bp, CDS: 501-1Q25 (SEQ ID NO 111) 
TCCTTACTTTAGTCTATTATCAATATCTCTTCCCCCTCCTAAATATGTACTCTTTT 
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TTTTTAATTGTGAAGGAACAATTCAAGTTAGAACTCTTTTGATAGGAAACATTATTTCCT 

GTGTAGCCTAATGTTTAATGCCTAATTTTTTTCTAAAATGCAGCAACATACA 

GTCGTATAGACATCTATATATAACAAGCACAGAACCGTCTAATTGGTATTTTTCAGGACA 

TTTTAAACATCCGTACAACGAGAACCCATACATTACT^ 

CACCGCCTTCTTTTTATTTTTATCCGAAGATCTTTTGGAA 

GCTAGGATACCAAATTGAAACTTGGACATAACTCATCATTAAAGAAGTATACTGTTAAGA 
GAGGCATTCATTTCGTGTATTATAACGTTTAGCATCAGTTACCCTTGAAAGCCCAACATA 
TACAAAAATACG^GTCCAAGATGTCTACTAAAGCCCAAAACCCTATGCGTGATTTGAAGA 
TCGAGAAATTGGTCTTGAACATCTCCGTTGGTGAATCTGGTGACAGATTAACCAGAGCCT 
CCAAGK3TTTTAGAACAATTATCTGGTCAAACTCCAGTTCAATCCAAGGCCAGATACACTG 
TCAGAACTTTCGGTATCAGAAGAAACGAAAAAATTGCTGTTCACGTTACCGTCAGAGGTC 
CAAAGGCTGAAGAAATTTTGGAAAGAGGTTTGAAGGTCAAGGAATACCAATTGAGAGACA 
GAAACTTCTCTGCTACCGGTAACTTCGGTTTCGGTATTGACGAACACATTGACTTGGGTA 
TCAAGTATGACCCATCCATCGGTATTTTCGGTATGGATTTCTATGTCGTCATGAACAGAC 
CAGGTGCTAGAGTCACTAGAAGAAAGAGATGTAAGGGTACTGTTGGTAACTCCCACAAGA 
CAACTAAGGAAGACACCGTCTCTTGGTTCAAGCAAAAGTACGACGCTGATGTGCTCGATA 
AATAA 

YGR085C, 174 aa (SEQ ID NO 112) 

MSTKAQNPMRDLKIEKLVLNISVGESGDRLTRASKVLEQLSGQTPVQSKARYTVRTFGIR 
IWEKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKYDPSI 
GIFGMDFYVVMNRPGARVTRRKRCKGTVGNSHKTTKEDTVSWFKQKYDADVLDK 

YGR118W, 1258 bp, exonl: 501-565, intronl: 566-885, exon2: 
886-1258 (SEQ ID NO 113) 

AGCCATGTCGGTCGCACTAGACTTTTCTTCTCACTGTCACTTACCTGTTTGAAATC 
CCTTTTTTTTTTTGCCATTCTTATACATTTTCTTTC 

TACCCTATATACACCCATACCCTATTTTTAAATATAAAAAGTAAACTTCATTTTGAAA 

CCACTCTGCATCAGCACGCGGGCTCTGGAAGGAAGAAATGACGTTTCGGCGGAATACCCT 

TTCAGAAGGTCTGCTCTTGTGGCTGGTTCATGGGAGACACCCAGCGGAGCTCCTCCCGAG 

AAAGGCCCCTTCATCTCTGCCGATTGCTGACGGAAAGCAGTAGCGGAGGTTTGAGTTCTC 

TACGCCGAGAGTACACTGCCGTAATATCACAATGTTTCGACTAACGGTTACAGTACGTTA 

AATTAGATACTGCCTATGAATTGACATATTAGATAATGTCAAATTTTACAAAAACCTAAG 

ACAACAGGAAATAAACAAAGATGGGTAAAGGTAAGCCAAGAGGTTTGAACTCTGCTAGAA 

AGCTACGTGTCCACAGAAGAAACAAGTATGTTGACTATTTCAAAATTAAAAAAAACTATC 

AACCCCCTATTGTGATATCGTTTTAGGTGAAGGAAATGTTGTGAGCTCTG 

TTTATCAAGTAACATATCCTGGCGCAAATCAGTTTGGAGAGGCTTAAAATGACACGTCAC 

AGTGATAAAAAGTAATGAATAGTGAACGGTCAGCTTCGGCCA1TCTTCCCAATCTATAGT 

GTGGAAAATAAACCTTTTCTTCCCAAAATAACTCAGAAAGTCACAGGAGGCCGTTT^ 

CAACGGAATCATTTTTTTACTAACAGTTTTTTTTT 

CAACTACAAGAAGAGATTGTTGGGTACTGCCTTCAAGTCTTCTCCATTCG^ 

TCATGCCAAGGGTATCGTCTTGGAAAAATTGGGTATCGAATCCAAGCAACCTAACTCTGC 

TATCAGAAAGTGTGTTAGAGTTCAATTAATCAAGAACGGTAAGAAGGTCACTGCTTTCGT 

TCCAAACGATGGTTGTTTGAACTTTGTCGACGAAAATGATGAAGTCTTC 

CGGTAGAAAGGGTAAAGCTAAGGGTGATATTCCAGGTGTTAGATTCAAGGTCGTTAAGGT 

CTCTGGTGTCTCCTTGTTGGCTTTGTGGAAAGAAAAGAAGGAAAAGCCAAGATCA 

YGR118W, 145 aa (SEQ ID NO 114) 

MGKGKPRGLNS AWCLRVHRRNNRWAENNYKKRLLGTAFK E 
SKQ PNSAIRKCVRVQLIKNGKKVTAFVPNDGCLNFWENDEVLLAGFGRKGKAKGDI PGV 
RFKWKVSGVSLLALWKEKKEKPRS 

YGR142W, 1733 bp, CDS: 501-1733 (SEQ ID NO 115) 
GGACTACTTTACAGGGTAATGAATATTTGGGCGTTTTTCGCTATTT^ 
GTATGTACTGTGCATCGTCATGTAGCACTATTTCAGCCGTATTTTTC 
CACCGTCTGTGGTTGTAAAGTTACTGACACTTTTTTTTCTA 

GACACTCGGTGGAGCTCGAGAGTTGTATCCAGTTTTCTTGTTCGGCGATATTCCGAACCA 
GGTCGGGTTGGGCTAACAGCCGCCCAGGATGGAAGAATT7VAGAATTTCATAGAAGCCTTC 
AGTTCTTGGCGAAGTAAAGTGGCAAAACAAATGGAAGATCTATTGCATTACATATATAAA 
AGCATTAGAACAATCTTTTCTCATTGACAGGTSTTCTCATTGCTCTATATATATTTTC 
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CTTCTTGAAAGAAATATCAGTATTACAATCATAACAACAACCAAAAGAAAATAACTAATA 

GACCCCATTACAATATAGAAATGTTTTCCATATTCAATTC^ 

TGCC^TCTTTTAGTCAGCCCCTACATTCGCGTTATTTTGATTGCAGTTC 

ATTATCCAGAATGTAAAAGGAGGAAAGCAATAAAAGCTAACCTAAGAGCTCCAAAAAAAA 

GCGATGCAAATTGTTCAGAACCTTTGAGGTATGCACTTGCTGAAACACCAAATGGTTATA 

CATTAAGCTTGTCTAAGCGGATTCCATATGAACTTTTT^ 

TAGGTGAGCTAAAGGAGAACCATTACAGACCAACTTACCATGTTC 

GAAACCAGTATTATGTTGAAGATGAAGCGGATGAAGATGCTCTATTGAGATCTGCATTGA 

AAGATCTGGATTTTAGAGCCATAGGAAAGAAAATTGCTAAGGATCTTTTCCAAGAOT 

AAATAGAATTGAATCATAGAGGTGATGAATTGAGCATATTGAGTAAGAAGGATAAAATC^ 

TTAAGGAATTCTCTCTAGACCAAGTGTTTGAAGATGTTTTTG 

AAAAGATAGATGATGGCTCGAGAGAAAAATATGCACTTTTAAA 

ATGAGGAAGAAATTTCCGAAGGTGGCATCAACGAACCAAAGATGCCAATAATTGAATCCA 

AAATAGACGAGTCTCACGATGATGTTAACATGTCTGAATCTTTGAAGGAGGAAGAAGCGG 

AGAAAGCGAAAGAACCACTAACCAAAGAAGACCAAATAAAAAAATGGATAGAGGAAGAAA 

GATTGATGCAGGAGGAAAGCAGAAAATCAGAACAGGAAAAAGCTGCCAAGGAAGATGAAG 

AAAGGCAAAAGAAAGAGAAGGAAGCCAGATTGAAGGCAAGGAAAGAATCTTTGATAAATA 

AGCAAAAAACCAAGAGGTCCCAGCAAAAAAAATTGCAAAATTCCAAATCATTGCCTATCT 

CTGAGATTGAGGCCAGCAATAAAAATAATAATAGCAATTCTGGTTCAGCAGAAAGTGATA 

ATGAAAGTATAAACAGTGATTCTGATACGACTTTGGATTTCTCTGTGTOTG 

TAAAAAAACACGCTTCACCCCTATTAGAAGACGTTGAGGATGAGGAAGTTGACAGATACA 

ACGAGTCCCTAAGCAGATCTCCCAAGGGAAACTCTATTATTGAGGAGATATAA 

YGR142W, 410 aa (SEQ ID NO 116) 

MFSIFNSPCVFEQLPSFSQPLHSRYFDCSSPVSYYPECKRRKAIKANLRAPKKSDANCSE 
PLRYALAETPNGYTLS LS KRI PYELFSKYVNEKLGELKENHYRPTYHWQDFFGNQYYVE 
DEADEDALLRSALKDLDFRAIGKKIAKDLFQDYEIELNHRGDELSILSKKDKIFKEFSLD 
QVFEDVFVTGCGVENIDDGSREKYALLKIGLVKHEEEI SEGGINEPKMPI IESKIDESHD 
DVNMSESLKEEEAEKAKEPLTKEDQIKKWIEEERLMQEESRKSEQEKAAKEDEERQKKEK 
EARLKARKESLINKQKTKRSQQKKLQNSKSLPISEIEASNKNNNSNSGSAESDNESINSD 
SDTTLDFSVSGNTLKKHASPLLEDVEDEEVDRYNESLSRSPKGNSIIEEI 

YGR236C, 890 bp, CDS: 501-890 (SEQ ID NO 117) 

CAAAAAAGTTTTCGGATGAACCGGATTAATACAAGTAAAATCAGCAAAGATATAGAAGAC 

AAAATAAGCGTGAAAACAATCATAAACCACTCACAACGGGGGTTTTCAGCTGTTACTCCT 

CCATACATACATTTTGATAAAGATATAATGTTATATTTCTTTTCGTAATTO 

TCGGTTTGCTCTATAGATTTCATCAGCCGCACCGAAAAGGGAGATCAATAAGGTACCCTT 

TAAAAGGGATAAGAAGCCTACATCACCCCAATAAATGGAGTAATGGCCAGCATTGGATGA 

AGAGAAGAATTACGGGATACTGGGATAACACTGTTAAAAAATGCTTCGCGACGTGAGGGT 

CTTCTTCATATAAATTGAACTGCCAAATCTCTTTCACATTATCCAGGATAGTTTGGAATG 

TGTGTTACTGAAGGATCAGAATCAATAAATACAATCAATACAAATATTTAGCGCATAAAA 

TTCAAACAAAGTTTACTGAAATGAAGTTAGATTCAGGAATATACTCAGAGGCACAAAGAG 

TTGTGAGAACTCCAAAGTTTAGATATATTATGTTAGGGCTGGTGGGCGCTGCTGTGGTA 

CGACCGCATACATGAGGAGAGGCTATACGGTTCCTGCACATAGCTTAGACAACATCAACG 

GCGTAGACACAACTAAGGCGTCTGTTATGGGTACAGAACAGAGAGCAGCTATGACGAAGG 

GTAAGAGTTTACAAGAGATGATGGATGATGATGAAGTAACGTATTTGATGTTCCTCTO 

ATCATGTAAGGGAATTTGTACTTGGTTCCCTGCATTO 

CATTTAATCATAGTACGACAAACGGGGAAGGGGATTGTGATTTTACATAA 

YGR236C/ 129 aa (SEQ ID NO 118) 

MKLD SG I YSEAQRWRTPKFRY IMLGLVGAAWPTAYMRRGYTVPAHSLDNINGVDTTKA 
SVMGTEQRAAMTKGKSLQEMMDDDEVTYLMFLFNHVREFVI^SLHLCSLHFVFAFNHSCT 
NGEGDCDFT 

YGR277C/ 1418 bp, CDS: 501-1418 (SEQ ID NO 119) 

AATCTTTGCGATTGAATTGCTGCACGAACATTAACATTAGTTCTT^ 

CAATATCTGGAATATCAGAATTTAGCAAGGCAATCAAAGCGGATAAAGCAGGGATTAGCC 

TGCCATTCTGTTTGTTCAGAGTAAAATCCACAACATTTTTACAAATTATGTO 

TAAGTATATTGACTTGAAATAAGTCTCTGTGCGATTCCTGTAAGTTGTCCATTGTTAAAT 

TGGATATTATGGGTGAAACGTGTGACCTTATCATTTCCCAGTTTTCTCTCTC 
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TGTCTTCATCCTGTATGGTAGCGGTAGACATGCTGGTTTGT^ 

AGGTTTCTTACTCACAATGCCAAAATAAATATCAGTGTAATATAATTTTTC 

TAATGGAAAAAGATAAAAATAAGGACCGTCATAAAAAGAGACGTGATTAAACCTAAAAAT 

CTAAAGTAAAGAAGTGTAAGATGGTTGAGGAAAATTCCAGAGTTTTGATTC 

ATACACCGCCTAGTGCTACTTTGGAGAGGATTATAGGGCAAACTATTCCGTTCTTAAGAG 

AATGTCAAAGTCAACTAGACATCGTGATTGTACCTGAATTCAAAACCTCATTCCAGTTGG 

ATTCTGCGCTAGGGAAGATGTACAGTATTACCAG 

TCAACAGCGGAATCAACATCATATTCAACAATATTCATTTCGTCGAGAGTAATTTGCAAT 

GGAAAGTGGTTTTATTGCCACAGGAATCCAC1TTTGAAACTTGGAA 

AAGGACAATACCATAGTATAGAACATTATGCATTACACGATAATATAATGGAAGAGATAG 

AAGGTCCCWUVGATGCTAACAAATTTCATGTCACCGCATTGGGCGGAACGTTCGACCACA 

TTCACGATGGACATAAAATATTGTTGAGCGTCTCTACATTCATCACGTCACAAAGGTTAA 

TTTGTGGAATTACGTGCGATGAGCTCTTGCAAAACAAGAAATACAAAGAGTTGATTGAAC 

CTTATGATACACGATGCAGGCACGTACATCAATTCATCAAGTTGTTAAAACCGGATCTCT 

CCGTAGAACTAGTTCCCTTAAGGGACGTGTGCGGCCCCACAGGGAAAGTACCCGAGATAG 

AATGTTTAGTTGTGAGTAGAGAAACCGTCAGTGGGGCAGAGACTGTGAATAAGACTAGGA 

TTGAAAAAGGCATGAGCCCATTGGCAGTACATGTGGTTAATGTACTTGGAGGAAGGGAGG 

AAGACGGCTGGAGCGAGAAGTTAAGCAGCACGGAAATCAGACGCCTACTTAAGTCCTCTG 

CTTCGCCAACGTGCACTCCACAAAACCCTTGCGTATAA 

YGR277C, 305 aa (SEQ ID NO 120) 

MVEENSRVLIVLPYTPPSATLQRIIGQTIPFLRECQSQLDIVIVPEFKTSFQLDSALGKM 
YSITRDVLLGYGMINSGINIIFNNIHFVESNLQWKVVLLPQESTFETWKLELGQGQYHSI 
EHYALHDNIMEEIEGPKDANKFHVTALGGTFDHIHDGHKILLSVSTFITSQRLICGITCD 
ELLQNKKYKELIEPYDTRCRHVHQFIKLLKPDLSVELVPLRDVCGPTGKVPEIECLWSR 
ETVSGAETVNKTRIEKGMSPLAVHVVNVLGGREEDGWSEKLSSTEIRRLLKSSASPTCTP 
QNPCV 

YGR284C, 1433 bp, CDS: 501-1433 (SEQ ID NO 121) 

AGAGAGCCATCCGTAACTCTGCTAAGGAAGCTGACTACTTTGGTGATGCTGACAAGGCCA 

CCACGATTGACGAACAAGTTGGTTTGATCGTTGACAGTTTGAATC 

CCACCGCCGATAAGATCAAGGCCAATGCTGCTGGTGCCAAGGAAGTTTTGAAGGAATCTG 

CAAAGACTATTGTCGATTCTGGCAAACTACCATCCAGCTTGTTGTCCTAC 

TACCGTAAGAAATGGAATAGAATATATACGAATGTATACGAATATTATAGAGAACGTTCT 

CTTTTATTTCTATAATGAATAGGTTCGGGTAAC 

ATGAGAGAAGAGGGAATAATGAGAAAGGCGAAAAATAAAGGACACCTTTAACGAAAGATC 

AAAGGTGTCCTTATTTACTTACAATAGCTGCAATTAGTACGACTCAAAAAAAGTGAAAAC 

AAAACTGAAAGGATAGATCAATGTCTTACAGAGGACCTATTGGAAATTTTGGCGGTATGC 

CAATGTCATCATCGCAAGGACCATACTCTGGCGGTGCACAATTCAGATCAAACCAGAACC 

AATCCACTTCTGGCATCTTAAAGCAATGGAAGCATTCTTTTGAAAAGTOT 

TTGAGGGGCTCACTGACAATGCAGTTGTTTATAAATTGAAGCCTTACATTCCAAGTTTC 

CAAGATTTTTCATTGTGGCCACCTTTTATGAAGATTCGT^ 

CAGATCAAATTTTTTATCTGAATAAGTGGAAGCATTACCCATACTTCTTTGTCGTTC 

TTCTAGTGGTTGTTACCGTTTCCATGTTGATTGGCGCCAGTTTGTTAGTTTTAAG 

AAACCAATTATGCCACCGGTGTGTTATGTGCTTGCGTTATTTCT^ 

GGTTGTTTACGGGTTCATCATTTGTCCTAAGAAACTTTAGTGTTATTGG 

TTGCATTCAGCGATTCAATTGTTCAAAACAAGACAACATTCGGTATGCTTC 

ACAGCAAAAACGACAAAGCGAAGGGTTACCTGTTGTTTGCTGGTAGAATTTTAATTGTTT 

TAATGTTTATCGCTTTCACTTTCAGTAAATCATGGTTTACTGTTGTTTTC 

GCACAATATGTTTCGCCATTGGTTACAAGACAAAATTCGCATCCATTATGTTGGGTTTGA 

TACTAACTTTTTACAATATCACGCTAAACAACTACTGGTTTTATAACAATACTAAGAGAG 

ATTTCTTGAAGTATGAGTTTTACCAGAACTTAAGCATCATTGGTGGGCTTC 

CTAATACTGGCGCTGGTGAATTATCCGTTGATGAAAAGAAGAAGATTTACTAG 

YGR284C, 310 aa (SEQ ID NO 122) 

MSYRGPIGNFGGMPMSSSQGPYSGGAQFRSNQNQSTSGILKQWKHSFEKFASRIEGLTDN 
AVVYKLKPYIPSLSRFFIVATFYEDSFRILSQWSDQIFYLNKWKHYPYFFVVVFLV^ 
SMLIGASLLVLRKQTNYATGVLCACVISQALVYGLFTGSSFVLRNFSVIGGLLIAFSDSI 
VQNKTTFGMLPELNSKNDKAKGYLLFAGRILIVLMFIAFTFSKSWFTVVLTIIGTICFAI 
GYKTKF AS IMLGL I LTFYN ITLNNYWF YNNTKRDFLKYEF YQNL S I IGGLLLVTNTGAGE 
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LSVDEKKKIY 

YGR285C, 1802 bp, CDS: 501-1802 (SEQ ID NO 123) 

CATTTAGTTCTGATTACAGCAGAAATCGTAGCGCGATGAGACATTTCATCAAATGGCCTT 

TTTTTTTTGGGCAATTTTTTTATATCTTGAAATC 

CATTTCATTAAGAACTTGACTAAATATGAACATTTCTTAAAAAAAAGGTTGAC 

AATAATCGAATATAAACGATGGAATTTTTATAAAATTAAACACATATATATATATATATT 

AACTATAAATATGTCAAAGAAACCATACAATCATAGATTTATAACTATCTTTTGGA 

ATTAATGAACATAACGCTCCTAATACAAATGTCCAAAAAATATTACCCGCAAATACGAAT 

CTTTTTTTTTTCTCGATGAAATTTTGCAAAGAGTO 

AGAGAAAATTTCATAAGGTTTTCCTACCGATGCTTTTATAAAATCTTC 

ATATACCAACAAGAGTAACGATGTTTTCTTTACCTACCCTAACCTCAGACATCACTGTTG 

AAGTCAACAGTTCCGCTACCAAAACCCCATTCGTCCGTCGTCCGGTCGAACCGGTTGGTA 

AGTTCTTTTTGCAACATGCTCAAAGAACTTTGAGAAACCACACCTGGTCTGAA 

GAATTGAAGCTGAAAAGAACGTCAAAACCGTTGATGAATCCAATGTCGACCCAGATGAGT 

TGTTATTCGACACTGAATTGGCCGATGAAGATTTACTGACTCATGATGCTAGAGACTGGA 

AAACTGCCGATTTGTATGCTGCTATGGGTTTGTCTAAGTTGCGTTTC 

GTCAAATCATCAAGGCTCACAGAAAACAAGTTGTCAAGTACCATCCAGACAAGCAATCTG 

CTGCTGGTGGTAGTTTGGACCAAGATGGCTTTTTCAAGATTATTC 

CTTTGACTGATTCCAACAAGAGAGCTCAGTACGACTCATGTGATTTTC 

CTCCTCCAAAGAAGGGTACCGATTATGACTTTTATGAAGCTTGGGGCCCCGTTTTCGAAG 

CTOAAGCTCGTTTTTCTAAGAAGACTCCTATO 

AGAAGGAAGTTGAACAATTCTATGCTTTCTGGCACAGATTTGA 

AGTTCTTGGACGAAGATGTCCCAGATGACTCTTCTAACAGAGACCACAAGCGTTACATTG 
AAAG AAAGAAC AAGGCCGC AAGAGAC AAGAAG AAGACTGC TGATAACGCTAGATTGG T CA 
AACTTGTTGAAAGAGCTGTCAGTGAAGATCCCCGTATCAAAATGTTCAAAGAAGAAGAGA 
AGAAGGAAAAGGAAAGAAGAAAATGGGAAAGAGAAGCCGGTGCCAGAGCTGAAGCTGAAG 
CTAAGGCCAAGGCCGAAGCTGAAGCGAAGGCTAAAGCTGAATCTGAAGCCAAGGCTAACG 
CCTCCGCAAAAGCTGACAAAAAGAAGGCTAAGGAAGCTGCTAAGGCCGCCAAGAAAAAGA 
ACAAGAGAGCCATCCGTAACTCTGCTAAGGAAGCTGACTACTTTGGTGATGCTGACAAGG 
CCACCACGATTGACGAACAAGTTGGTTTGATCGTTGACAGTTTGAATGACGAAGAGTTAG 
TGTCCACCGCCGATAAGATCAAGGCCAATGCTGCTGGTGCCAAGGAAGTTTTGAAGGAAT 
CTGCAAAGACTATTGTCGATTCTGGCAAACTACCATCCAGCTTGTTGTCCTACTTCGTGT 
GA 

YGR285C, 433 aa (SEQ ID NO 124) 

MFSLPTLTSDITVEVNSSATKTPFVI^VEPVGKFFLQHAQRTLRNHTWSEFERIEAEKN 
VKTVDESNVDPDELLFDTELADEDLLTHDARDWKTADLYAAMGLSKLRFRATE SQI I KAH 
RKQVVKYHPDKQSAAGGSLDQDGFFKIIQKAFETLTDSNKRAQYDSCDFVADVPPPKKGT 
DYDFYEAWGPVFEAEARFSKKTPIPSU^NKDSSKKEVEQFYAFWHRFDSWRTFEFLDEDV 
PDDS SNRDHKRYI ERKNKAARDKKKTADNARLVKLVERAVSEDPRI KMFKEEEKKEKERR 
KVreREAGARAEAEAKAKAEAEAKAKAESEAKANASAKADKKKAK^ 
SAKEADYFGDADKATTI DEQVGLIVDSLNDEELVSTADK IKANAAGAKEVLKES AKT I VD 
SGKLPSSLLSYFV 

YHR010W, 1472 bp, exonl : 501-531, intronl : 532-1092, exon2 : 
1093-1472 (SEQ ID NO 125) 

GACTCGGACGGAACCGTCTCATATTATACGTTCAGTGAATATTTTTCACGGAAGAATGGA 
AAGGGCCTCGAAAGACGTTAATGCATCCGTACACCTACATCTTTACATTTTTTGCTGTTC 
CACCTACACTGTTTTTTTTTT^ 

AACAATATTCCAGGTGGAGTCCCGAGGCAGAATCAAGGCTGCGGAGAGAAGTTCCTCTCA 
AACTAATGGGAGTGATCCGCTCAGTTCTCCCATCACGACAGAACTGTCTGAGACAAAGTC 
TTTCCAGCAGAGTCCGCCTACGCTCTTGCTGCAGAGATTCGCCCGAAGGCAC^TTTCCTG 
AAATTCTTTTCACTAGTAAAGTGTTCa 

AAAATTAAAGATATATTAGATTTTTAGAATTTCTTAGATAGTCTCAACGTGTTAAAAC^ 
AAGCATAACCAAAGAAAAAAATGGCTAAGTTCTTGAAAGCTGGTAAAGTTGGTACGTATC 
ATTTTCAGTTTTTGGACATCAACAAAAAACCGTGCAACTGTGGTATTAG 
ATTAGCAGTTGATGTTGTATAATTTGAGTTTGAATTC 

GTAGGGAGGAAAAAGCGTGGAGATGTTAGATCTGGGAAAAAACCTTTAAATTTGAATGAT 
AGCTTATTAATAGAAATATTGGACAAAAAGATGAATGATTTAGGAGCGAAACTAACGATT 
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ATTCATATTCATTGAGCTATACGAGGCAGTGGAAGGGTTATCAAAAAGTTGTAATTTAAA 
AGAAAAAAGCATCAATAGCCACCAAATAAGATGGTGAAAGTTCCGCGATATATTTGCTAA 
GACCATAGGCACATGTACGCAGK3CGACCAGGK 

CCCTATTAAAAATTCGTGGGCCTATGATAATTTTTCTCTCCCTAGTATTC 
TTGAGAATTCGCCAAACTTTAAGAAGGGTTCACATTTACTAACTATTTCTTTTC 
TTTTTTACACAGCTGTCGTTGTCCGTGGTCGTTAC 
AACCACATGATGAAGGTTCCAAGTCTCACCCATTTGGTCA 

AAAGATACCCATTGAAGGTCACCAAGAAGCACGGTGCCAAGAAGGTTGCTAAGAGAACCA 
AGATCAAGCCTTTCATCAAGGTCGTCAACTACAACCATTTATTGCCAACCAGATACACOT 
TAGATGTTGAAGCTTTCAAATCCGTTGTTTCTACTGAAACTTO 

GTGAAGAAGCTAAGAAAGTCGTCAAGAAGGCTTTCGAAGAAAGACACCAAGCTGGTAAGA 
ACCAATGGTTCTTCTCTAAGTTGAGATTTTAA 

YHR010W, 136 aa (SEQ ID NO 126) 

MAKFLKAGKVAVVVTIGRYAGKKWIVKPHDEGSKSHPFGHALVAGIERYPLKVTKKHGAK 

KVAKRTKIKPFIKWNYNHLLPTRYTLDVEAFK^ 

RHQAGKNQWFFSKLRF 

YHR021C, 1299 bp, exonl: 501-503, intronl: 504-1053, exon2: 
1054-1299 (SEQ ID NO 127) 

TTACTTACGTCTATTATAACCTTCCGCGTAAAAAAGAAATATTGACATCCTTTCTTGTAT 
TTAGCCCATACATTTTCACCCATGCACCATTGGATTATAAAGAAAAAAATTTAATAAAAA 
TCTGCCGGGGAAATTTCAGAAGAAAAAAGGAAGGTGTGTTCGCATTTAACACGGGCCACC 
ATAAACTTTTGTTTGCCACCCATCTAGACGGGATCCGCCCCGCCCAAGGCTCTCTTCCTC 
TAGCTAGGCAATGTGGCTCTCGGAAAGGAAACTCCCACCAGGACGTGGTGGGAAATGCAG 
CAATTCCCCTCTGCTTCCCGCTGACCTTTCTTC 

CTTTCATGTGTGCTGTAACTTGCAAGTCATTAACACTATCTATAATTGATATTAGACGTT 
AAAAGTTCTATATAGCATTTGCTTTTATTTAGAGAATACGAAAACACACCAGATAATTA^ 
TGCATATATATTAGATCAATATGGTATGTGAAAGAGATATTAAACATAAGATGTGAAGGA 
AACAGAAGAGAACAATATTTGAGGAATGAATTCGGATGAAATTCTAGTAGAAGAAAAAAG 
CCTAAAATAAAAAGAAAGAAAGGAAAATAAAGCAGTAATCAACCTCTGACATTTGATAGG 
AGTATGCGTTTCCGCAAAATCAACAAATCATGCATTAAACTGGTAACGGAGACTTTAAAG 
ACGTGCAAAGAAAGCAATTAATTTTTAGATAGGGAATTGAAAGGCTCTGTATAGCAGAAA 
ATTTGAGATCTACTGTGGAGATAAGCATATGGTC^ 

TAGAAACTTATAGCAGTTGAAGATGGCGGATCATGATGCCGGATACTGCTGGGTAATGAT 

TTATCCTTCTTTTTTTGGAGCACAAATGCTCACTTTTTCCTC 

ATGTATCCTACCCAACCCTACAGTTTTCAAATTA 

CTTTCGTTTTCGTTTCTATTTATTTCATTACAGGTTTTAG 

ACTGCTGCTTCTGAAGCCAGAAAGCACAAGTTAAAGACTTTGGTTC 

TACTTCTTGGATGTCAAATGCCCAGGTTGTTTGAACATCACCA 

CAAACTGCTGTCACTTGTGAATCATGCTCTACTGTCTTATGTACTCCAACCGGTGGTAAG 
GCCAAATTATCTGAAGGTACTTCTTTCAGAAGAAAGTAA 

YHR021C, 82 aa (SEQ ID NO 128) 

MVLVQDLLHPTAAS EARKHKLKTLVQGPRS YFLDVKC PGC LNITTVFSHAQTAVTCE SC S 
TVLCTPTGGKAKLSEGTSFRRK 

YHR141C, 1262 bp, exonl: 501-504, intronl: 505-945, exon2 : 
946-1262 (SEQ ID NO 129) 

TAAAACATGGCATTTTAAATAGTACTGCCAAAATTTAATC 

TGTTGCTACATATTATTTTCCATAGCATTCTCTGTCACAAACTTCAAAATAAAAGACAGT 
GACATCCGAACATCCGATACACCCATACATCATGAAAATAAATCCT^ACATTGGAAGAAG 
TCTTGATACAAAAAAAGATCGCTCTCAAAAATGCGGCCAGACTGCCGCTGCATCGTACCA 
ACAGTGCGTATGTTCAGACGGAGAGACGACCTCTAGAGAGACGTCCGTCGGTGCGGCAAC 
GCTGACGGTTTAGTTGTTCGACGGGATGATGGGTTC^ 

ACCAAGAGAGGTAAAATTATTCGTCGAAATGAACTCAGAGATACATCCATATTGTTGACA 

ATGTATATCTTAATTGATGTGGTATTTTCACTGTTTTAACGTAAATTGAAGGAG 

CAAAAAAACAATCAGTAATAATGGGTATGTGGACGATTAGGAATAGACAAACCATGTTAT 

TTATCTCCATTAGGGCGTGAGAGTGTAATTAGTACACAGGTACTACTAGAATGCTAAAGA 

ACTTTTTAAAATATCCTGAATCGTAGGGCAAATCCATGTCAAGCAAGAAACTAATAGTTA 
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TTAAACTTCATTTACTTTTGAGCTAGTOAAAT 

ACCK5AATGATACTTTTATTGGCCCTTTTAATAAGAACTCTGGOT 

GATATCATTAGTAATACTCATTAGATATTTGTGAATTTAGCCGTTT^ 

AAAGATACAACTAATTACATGTGCAGTCAAATTACTTTTTTTTTAAGATC 

AATCAACTATCATGCTAAATTTGCTGTGATATCATTTTGAACCAGTTAACGTCCCAAAGA 

CCAGAAAGACCTACTGTAAGGGTAAGACCTGTCGTAAGCACACTCAACACAAGGTTACTC 

AATACAAAGCTGGTAAGGCTTCCTTGTTCGCTCAAGGTAAGAGACGTTATGACCGTAAAC 

AATCTGGTTTCGGTGGTCAAACCAAGCCTGTTTTCCACAAGAAAGCTAAGACTACCAAGA 

AGGTTGTTTTGAGATTGGAATGTGTCAAATGTAAGACTAG 

GATGTAAGCACTTCGAATTGGGTGGTGAAAAGAAGCAAAAGGGTCAAGCTTTGCAATTCT 
GA 

YHR141C, 106 aa (SEQ ID NO 130) 

MVNVPKTRKTYCKGKTCRKHTQHKVTQYKAGKASLFAQGKRRYDRKQSGFGGQTKPVFHK 
KAKTTKKVVLRLECVKCKTRAQLTLKRCKHFELGGEKKQKGQALQF 

YHR217C, 962 bp, CDS: 501-962 (SEQ ID NO 131) 

CATCGCTTGATTTCCGGCCTGCAAAAATAAAGTAGTCGGTACGTACTTTCGTTTTCAATT 
TCCATGGTGCACAGTATCTTAACTATCTGCTTAGTCGAGGAGAACCAGGATTCTGTTCGT 
TGCTCAGCCGCTTCGTGGATATTCTCTTGGATACTTTAAACATGGACCTACGTTCCGCTC 
TCGAAAAGACCAATATAATAAAAAGTTATAAATTACATTTCCTTATTAGGTATACGACCT 
CGCGCTTCGAAGTAGAGGAGCCCTTTTTGGCGTACCTACATATGGCGCGTCAGACAGACA 
AACTTCCCCCAAAAATGTATTACCCCGCCGAATAAGAAAACAGACCCATTCACCCACGAC 
GTATCAAGTTACTTCCTTGGTGCAATGTCCCACTATAAAAAAATTCCTTGACGCTAGATC 
GTTGGACTAAAATCTGCGTCACAATCGCCTAAACAGGAAATATTGCCTATTTTCGTACAA 
GGTTACTTCCTAGATGCTATATGTCCCTACGGCCTTGTCTAACACCATCCAGCATGCAAT 
ACAGTGACATATATATACACACACCACACCCACACCCACACCCACACCCACACACACCCA 
CACACACACACCCACACACACCCACACCCACACCACACCCACACCCACACACACCACACC 
CACACACCACACCCACACCCACACCACACCACACCCACACACCACACACCACCCTATCTA 
ACCTGTCTCTTAACCTACCCTCACATTACCCTACCTCCCCACTCGTTACCCTGCCCCACT 
CAACCATACCACTCCCAACCACCATCCATCTCTCTACTTACTACTACCATCCACCGCCCA 
TCATAACCGTTACCCTCCAATTACCCATATCCAACTCCACTACCATTACCCTGCTATTAC 
CCTACCATCCACCATGTCCTACTCACTGTACTGTTGTTCTACCCTCCATATTGAAACGTT 
AA 

YHR217C, 153 aa (SEQ ID NO 132) 

MSLRPCLTPSSMQYSDIYIHTPHPHPHPHPHTPTHTHPHTPTPTPHPHPHTPHPHTTPTP 
TPHHTHTPHTTLSNLSLNLPSHYPTSPLVTLPHSTIPLPTTIHLSTYYYHPPPIITVTLQ 
LPISNSTTITLLLPYHPPCPTHCTWLPSILKR 

YIL112W, 3752 bp, CDS: 501-3752 (SEQ ID NO 133) 

TTCCATAGGGCTTATTTTCCAGTTGATGGAATGGGAGGTTGCTCTTAACGCGAAGACTAA 

CGTGCAAGCCAACAGTTATAGAAAAGTACCGTGAGAGAGAAAAAAAAAAAAGATATAGCA 

TTCAATGAGGCTTTATTGAGGGGCACGATGCTCTTTTTTTCTTCTGTACTT^ 

TTCCGTATTTCTTCGCTTTGTTTCATGCTCTGTTCTGAGCTTT^ 

AGCCTTTTCCAAATCAAGGCTCAGGAAGTGACTCGTCCTTAGAAGAACAAGGTT^ 

TGGTAGGGTTCTTGTACGAAGTTCTCAATATAATTTGCGCATTTACTC 

TAGTTTATTCCGGGTAACAAGTTTTCTTGTGATGCT 

CTATGTAGTAAGTTACACAAAGCAACAAAGGATATTATTATATGTGACAGAGAAGAATTG 

CTGTAGAGATTCATGACAATATGAATGAGACTACTACAAAACAGCCGCTAAAGAAAAGGT 

CCCTGAGCAGCTATCTTTCAAACGTGAGCACGAGACGGGAGGAGCTGGAAAAGATTTCTA 

AACAAGAAACATCCGAAGAGGAAGATACTGCCGGCAAGCATGAACAAAGGGAAACACTGT 

CGGAAGAAGTAAGTGATAAGTTTCCAGAAAATGTTGCATCGTTTCGCTCACAGACTACAA 

GCGTTCATCAAGCCACCCAAAATAACCTGAATGCAAAGGAATCCGAAGACCTGGCCCATA 

AGAATGATGCGAGTTCACACGAAGGAGAGGTTAATGGGGACAGCCGTCCGGACGATGTTC 

CTGAAACGAATGAAAAAATAAGCCAAGCAATACGAGCGAAAATTTCGTCATCATCATCAT 

CACCCAATGTACGTAATGTTGATATCCAAAACCATCAACCTTTTTCGAGAGACCAACTTC 

GAGCGATGTTGAAAGAACCAAAAAGGAAAACTGTTCATGATTTCATAGAAGAAGAGGGTO 

TGGGAGCTGTTGAAGAAGAGGATTTAAGTGATGAGGTACTTGAAAAAAATACAACA 

CAGAAAATGTGGAAAAAGATATAGAGTATAGCGACTCAGATAAGGACACAGACGATGTGG 
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GAAGCGATGATCCCACGGCACCCAACTCACCAATAAAACTTGGTCGTCGCAAACTGGTTA 
GAGGTGACCAACTTGATGCAACAACAAGTTCCATG^ 

TATCAGATATCGATGATAGCAAGAATATTGCTTTATCCAGTAGCCTATTTAGAGGCGGTT 

CTTCACCTGTGAAAGAGACAAACAACAACCTTTCAAATATGAATTCTTC 

ATCCAAAAAGGGGTTCTGTCTCCAGGAGTAATGATAGTAACAAGAGTTCTCATATAGCTG 

TTTCCAAGCGCCCCAAACAGAAGAAGGGCATATATAGGGATTCTGGTGGTAGAACAAGAC 

TACAGATTGCCTGTGACAAGGGCAAATATGATGTAGTCAAAAAGATGATTGAAGAAGGAG 

GTTACGATATTAATGACCAAGACAATGCTGGTAATACAGCATTGCATGAAGCGGCGTTGC 

AAGGTCATATTGAGATTGTGGAACTGTTGATAGAAAATGGTGCAGATGTAAATATCAAGT 

CTATTGAAATGTTCGGCGATACTCCCTTGATCGATGCTTCCGCCAATGG 

TTGTCAAGTATCTTCTTAAAAACGGTGCGGACCCAACTATACGTAACGCTAAAGGGTTAA 

CTGCGTTTGAATCTGTCGATGATGAATCTGAATTTGATGATGAAGAAGACCAAAAGA 

TGCGTGAAATAAAAAAAAGGTTGAGTATAGCCGCTAAAAAATGGACTAACAGAGCAGGAA 

TTCATAATGACAAATCTAAAAATGGCAATAATGCTCACACAATAGATCAGCCACCTTTTG 

ATAATACCACAAAAGCCAAAAACGAAAAGGCCGCTGACTCACCTTCAATGGCTTCCAATA 

TTGATGAGAAAGCTCCGGAAGAGGAATTCTATTGGACAGATGTTACTTCTAGAGCGGGAA 

AAGAAAAACTGTTTAAAGCTTCGAAGGAGGGACATTTACCATACGTTGGTACGTATGTAG 

AAAATGGTGGTAAGATAGACTTAAGGTCATTTTTCGAAAGCGTTA^ 

ATATTACAAGTATCTTTTTGGCATTCGGATTTCCCGTAAATCAAAOT 

AAACATCCGCTTTAATGGTAGCTGTAGGTCGTGGCCATCnTCGAACTGTT 

TAGAGGCAGGTGCAGATCCAACCAAAAGAGATAAAAAGGGTCGTACCGCTTTGTACTATG 

CCAAAAACAGCATAATGGGAATAACAAACAGTGAAGAAATTCAATTGATTGAAAATGCTA 

TAAATAACTATTTGAAGAAGCACTCTGAAGATAATAATGATGATGATGATGATGATGATA 

ATAATAATGAAACATATAAACATGAAAAAAAGAGAGAGAAAACGCAATCACCCATATTAG 

CAAGCCGAAGAAGTGCCACTCCTAGAATTGAAGACGAAGAGGACGATACGAGGATGCTCA 

ATCTGGCAGACGATGACTTTAATAACGATCGTGATGTCAAGX5AATCTACAACTTCGGATT 

CGCGCAAGAGATTGGATGACAATGAAAATGTTGGTACTCAATACTCATTGGACTGGAAAA 

AACGTAAAACAAATGCCTTGCAAGATGAAGAAAAATTAAAAAGTATCTCACCACTCTCTA 

TGGAACCTCATTCTCCAAAGAAGGCAAAATCTGTAGAGATAAGTAAAATACATGAAGAAA 

CGGCTGCTGAAAGAGAAGCAAGACTCAAGGAAGAGGAAGAATACAGAAAGAAAAGATTAG 

AAAAGAAAAGAAAAAAAGAACAGGAACTACTACAAAAGCTGGCCGAAGATGAGAAAAAAA 

GGATCGAAGAACAGGAGAAGCAGAAAGTCTTAGAAATGGAAAGATTGGAAAAAGCTACTT 

TAGAGAAAGCAAGAAAAATGGAAAGGGAAAAAGAAATGGAAGAAATCTCTTATAGAAGGG 

CAGTAAGGGACTTATATCCGTTAGGACTGAAGATTATTAACTTCAACGATAAACTTGATT 

ACAAAAGATTTTTGCCGCTATATTATTTTGTAGACGAAAAAAACGATAAATTTGTC 

ACTTGCAAGTAATGATATTGTTGAAGGATATCGACTTGCTCTCAAAGGACAACCAACCAA 

CTTCTGAGAAGATTCCCGTCGATCCCTCGCACCTGACTCCATTGTGGAATATGTTGAAAT 

TCATTTTCCTGTATGGAGGTAGTTATGATGATAAAAAGAACAACATGGAAAATAAAAGAT 

ATGTTGTAAACTTTGATGGGGTTGATTTGGACACAAAGATTGGG 

ACAAAAAATTTGTTAGTTTGCCCATGGCGTGGATTAAATGGGATAACGTTGTT 

ACCACGCAAAAAGAAAAGAAATTGAAGGAAATATGATTCAAATATCAATAAACGAATTTG 

CACGATGGAGAAACGATAAGCTGAACAAAGCGCAGCAGCCGACGCGCAAACAGCGTTCTC 

TAAAAATACCTCGAGAGTTACCGGTTAAATTTCAACACCGTATGAGCATATCCTCCGTCC 

TCCAGCAGACATCCAAAGAACCATTTTGGTAA 

YIL112W, 1083 aa (SEQ ID NO 134) 

MNETTTKQPLKKRSLSSYLSNVSTRREELEKISKQETSEEEDTAGKHEQRETLSEEVSDK 

FPENVASFRSQTTSVHQATQNNLNAKESEDLAHKNDASSHEGEVNGDSRPDDVPETNEKI 

SQAIRAKISSSSSSPNVRNVDIQNHQPFSRDQLRAMLKEPKIUCTVDDFIEEEGLGAVEEE 

DLSDEVLEKNTTEPENVEKDIEYSDSDKDTDDVGSDDPTAPNSPIKLGRRK^ 

TTSSMFNNESDSELSDIDDSKNIAIiSSSLFRGGSSPVKETNNNLSNMNSSPAQNPKRGSV 

SRSNDSNKS SH I AVSKRPKQKKGI YRDSGGRTRLQI ACDKGKYDWKKMI EEGG YDINDQ 

DNAGNTALHEAALQGH I E I VELLI ENGADVNI KS IEMFGDTPL IDAS ANGHLDWKYLLK 

NGADPTIRNAKGLTAFESVDDESEFDDEEDQKILREIKKRLSIAAKKWTORAGIHNDKSK 

NGNNAHTIDQPPFDNTTKAKNEKAADSPSMASNIDEKAPEEEFYWTDVTSRAGKEKLFKA 

SKEGHLPYVGTYVENGGKIDLRSFFESVKCGHEDITSIFLAFGFPVNQTSRDNKTSALMV 

AVGRGHLGTVKLLLEAGADPTKRDKKGRTALYYAKNS IMGITNSEEI QLI ENAINNYLKK 

HSEDNNDDDDDDDNOTJETYKHEKKREKTQSPILASRRSATPRIEDEEDOT 

NNDRDVKESTTSDSRKRLDDNENVGTQYSLDWKKRKTNALQDEEKLKSI SPLSMEPHS PK 

KAKSVEISKIHEETAAEREARLKEEEEYRKKRLEKKRKKEQELLQKLAEDEKKRIEEQEK 
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QKVLEMERLEKATLEKARKMEREKEMEEISYRRAVRDLYPLGLKIINFNDKLDYKRFLPL 

YYF^EKNDKFVLDLQVMILLKDIDLLSKDNQPTSEKIPVDPSHLTPLWNMLKFIFLYGG 

SYDDKKNNMENKRYVVNFDGVDLDTKIGYELLEYKKFVSLPMAWIKWDm 

IEGNMIQISINEFARWRNDKLNKAQQPTRKQRSLKIPRELPVKFQHRMSISSVLQQTSKE 

PFW 

YIL115C, 4883 bp, CDS: 501-4883 (SEQ ID NO 135) 
TTTCAATGCGCTACAACTGACTGAACCAGTC 
GCCCTK5AGAGATTTTATTTTCTTATAAATTTTACT 
AGTTTTTTTTTTTTCTGACGTTTGTTTAGTTAATATTATAT 

GGTGGGAGGGGACATCGCAACTTTTATCGTGACCTACGACCAGTGTTTTTTCAATTC 
GATCAAAAGAGAAAAAAAGACAAAGGACCGAAGGATAGTTGCACGCATAAACTGGAGAAA 

ACCAATTCATATTTCTCAGGTTAATTTGTCTCCTCTCCAACTTCAATAACGATTTTG 

GAAGGTTTAATTTCATTATTGCAATTTTAGCAGAGAAACGCACATAAATATATATATATT 

GATTACAGAACCATTATAACATGTCTTCTTTGAAGGATGAAGTACCCACTGAGACTTCCG 

AAGACTTCGGTTTTAAGTTTTTAGGTCAAAAACAAATTC 

TGCCATTTGCATCTCTACAAAATCTCGATATTTCAAACAGTAA 

CCTCTGGTAGTAAGGCGGTGGTCGGCGAATTACAATTACTGAGAGATCATATCACCTCCG 

ACTCTACTCCGTTAACGTTCAAGTGGGAGAAAGAAATCCCAGATGTAATATTTGTGTGCT 

TTCATGGTGATCAGGTTTTGGTTTCAACCAGAAATGCATTATATTCGTT 

AATTGAGTGAATTTCGAACGGTCACTTCTTTTGAGAAGCCAGTTTTCC^ 

TTAATAACACTTTAGTAATTTTAAATTCAGTCAATGATTTATCAGCACTGGATTTAAG^ 

CAAAATCGACTAAGCAACTGGCACAAAACGTTACCTCTTTTGATGTCACAAATTCGCAGT 

TAGCAGTTCTACTAAAAGATAGAAGTTTTCAAAGTTTTGCATGGCGAAATGGCGAAATGG 

AAAAACAATTTGAGTTCTCTCTACCGTCAGAATTAGAAGAGCTTCCAGTAGAAGAATATT 

CCCCTTTGAGTGTTACCATTCTCTCTCCA^ 

TATCAGAGACCGATGACGAAGTTTCATACGATCAAAAAATGTACATTATAAAGCACATAG 

ACGGCAGCGCCTCATTTCAAGAAACTTTTGATATTACACCTCCATTCGGGCAAATAGTAA 

GGTTCCCATATATGTACAAAGTTACCTTGTCTGGTTTAATTGAACCTGATGC 

ATGTGCTAGCATCATCATCTTCAAGTGAAGTAAGTATATGGGACTCGAAACAAGTTATTG 

AACCTTCCCAGGATTCTGAACGAGCAGTATTGCCCATCAGTGAGGAAACAGATAAGGACA 

CAAATCCAATAGGTGTGGC^GTTGACGTCGTTACITCAGGCACTATTC 

CCGGTGTTGATACGATAGAGCGATTGCCGCTCGTTTACATATTGAATAACGAAGGTAGCT 

TACAGATAGTCGGGTTGTTTCATGTGGCAGCAATCAAAAGCGGCCATTATAGCATAAATC 

TGGAATCTTTAGAACATGAGAAATCTCTCTCTCCTACATC 

GACAGGAGCAGGAAGAAAAAAAGAAAAATAATGAATCAAGTAAGGCTTTATCAGAGAATC 

CTTTCACATCAGCAAATACATCAGGCTTCACTTTTCTTAAAACACAACCAGCCGCTGCCA 

ATAGCCTGCAGTCTCAAAGTTCTTCAACCTTTGGTGCTCCCTCATTTGGATCATC 

TTAAAATTGACTTGCCATCAGTCTCATCTACCAGTACTGGTGTAGCGTCCAGTGAACAAG 

ACGCAACAGATCCTGCTTCTGCTAAGCCAGTATTCGGCAAACCCGCGTTCGGAGCTATTG 

CCAAAGAACCGTCAACATCAGAATATGCCTTTGGCAAGCCATCTTTTGGTGCTCCCTC 

TTGGCTCTGGAAAGTCATCTGTTGAATCGCCTGCCrcCGGATCTC 

CTTTTGGTACTCCTTCCTTTGGCTCTGGAAATTCATCTGTTGAGCCGCCTGCCTCCGGAT 

CTGCATTTGGTAAGCCCTCTTTTGGTACTCCTTCCTTTGGCTCTGGAAATTCATCTGCTC 

AGCCGCCTGCTTCCGGATCTGCCTTTGGTAAGCCCTCTTTTGGTACATCTGCATTCGG^ 

CTGCATCAAGTAACGAAACTAACTCTGGATCCATATTTGGAAAGGCTGCATTTGGTTCAT 

CATCTTTTGCACCCGCCAACAATGAACTTTTCGGATCAAACTTTACT 

CAGTTGACAGCCCAAAGGAGGTAGATTCAACGTCACCTTTCCCATCTTCTGGCGATCAAA 

GTGAAGATGAGTCTAAGAGTGATGTAGACTCTTCTTCGACACCTTTTGGTACGAAACCTA 

ACACCTCTACGAAACCAAAGACCAATGCCTTTGATTTTGGGAGTTCTTCCT^ 

GATTTTCAAAGGCTCTGGAATCTGTTGGITCCGATACAACT^ 

CTTCACCTTTCTCTTCACAGTTAGGAAACAAATCACCATTCAGT^ 

ATACTGAAAATGGATCTTTAAGTAAGGGCTCTACCAGTGAAATCAATGACGATAATGAAG 

AACACGAAAGCAATGGTCCCAACGTAAGCGGTAATGATTTGACAGATTCTACGGTTGAGC 

AAACATCTTCTACTAGATTACCGGAAACTCCCTCGGATGAAGATGGTGAAGTTGTCGAGG 

AGGAAGCGCAAAAATCCCCCATAGGCAAGCTAACTGAAACTATAAAAAAAAGTGCCAATA 

TTGACATGGCTGGTTTAAAAAATCCTGTATTTGGAAATCATGTCAAAGCAAAATCCGAAT 

CGCCGTTTTCAGCATTTGCAACAAATATTAC^ 

CGTTTGGTAACTCCACAATGAATAAAAGTAATACATCTACGGTTTCACCAATGGAAGAAG 
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CTGATACTAAAGAAACTAGTGAAAAGGGCCCCATAACCTTGAAGAGTGTGGAGAATCCGT 

TTCTACCAGCGAAAGAAGAAAGAACTGGAGAAAGTTCTAAAAAGGATCATAACGATGACC 

CAAAAGATGGTTATGTATCAGGAAGTGAAATATCTGTAAGGACTTCTC 

ATACCACAGCAAACGAAGAAATTCCAAAGTCACAGGACGTGAACAATCATGAAAAAAGCG 

AAACAGACCCAAAATATAGTCAACATGCTGTGGTTGATCACGATAACAAGTCTAAAGAAA 

TGAATGAAACTTCGAAGAATAATGAAAGGAGCGGTCAACCAAATCATGGTGTCCAAGGAG 

ATGGAATAGCATTGAAAAAAGACAATGAAAAAGAGAATTTTGATTCAAATATGGCAATAA 

AGCAATTCGAAGACCACCAATCTTCAGAAGAGGACGCGAGCGAAAAAGACAGTAGACAAA 

GCAGTGAAGTTAAAGAATCAGATGATAACATGTCACTCAACAGTGACCGGGATGAAAGTA 

TATCTGAGTCCTACGATAAACTGGAAGATATTAATACTGATGAGCTACCTCATGGTGGAG 

AAGCTTTTAAAGCACGTGAAGTGAGCGCTTCCGCTGATTTTC 

AAGACAATTATGCTGAATCTGGCATACAGACAGACCTTTCAGAAAGTTCCAAGGAAAATG 

AAGTTCAAACGGATGCCATACCCGTGAAACACAA(^GTACACAAAC^TTAAGAAGGAAG 

CAGTCGACAATGGTCTGCAAACTGAGCCTGTTGAAACATGTAATTTTTCTGTTCAAACAT 

TTGAAGGTGACGAAAATTATTTAGCAGAGCAATGCAAACCAAAGCAATTGAAAGAATATT 

ACACAAGTGCAAAAGTATCAAATATTCCTTTCGTTTCACAAAATTCTACGTTAAGGTTGA 

TTGAGAGTACATTTCAGACGGTCGAAGCTGAGTTTACTGTTC 

ATATGGATACTTTTTTTACTGATCAATCGAGCATCCCTTTGGTG 

CTATCAATAATCTGTATACTTGGAGAATACCAGAGGCTGAAATTCTATTAAATATTCAGA 
ATAATATCAAGTGTGAACAAATGCAAATAACAAATGCTAACATTCAAGACCTGAAGGAAA 
AAGTTACAGATTATGTCAGGAAAGATATTGCACAAATAACTGAAGATGTAGCCAATGCAA 
AAGAGGAGTATCTGTTTTTAATGCATTTTGATGATGCTTCG 

TCAGCACGCATCAATTTAGAATGCAAAAGACATTACGTCAAAAGCTATTCGATGTGTCCG 

CCAAAATTAATCATACTGAAGAGTTGCTGAACATTTTAAAATTGTTCACTC 

AGAGATTGGACGATAATCCATTAGTGGCAAAACTAGCTAAAGAATCTCTTGCACGTGACG 

GTTTACTAAAAGAAATCAAATTATTGCGTGAGCAAGTGAGTAGGTTACAATTGGAGGAGA 

AAGGTAAAAAGGCTTCGTCGTTCGATGCATCCTCTTCAATAACAAAGGACATGAAAGGAT 

TTAAAGTAGTAGAAGTTGGGTTGGCCATGAATACGAAAAAGCAAATTGGTGATTTCTTCA 

AAAATTTGAACATGGCAAAATAG 

YIL115C, 1460 aa (SEQ ID NO 136) 

MSSLKDEVPTETSEDFGFKFLGQKQILPSFNEKLPFASLQNLDISNSKSLFVAASGSKAV 
VGELQLLRDHITSDSTPLTFKWEKEIPDVIFVCFHGDQVLVSTRNALYSLDLEELSEFRT 
VTSFEKPVFQLKNVNNTLVILNSVNDLSALDLRTKSTKQIAQNVTSFDVTNSQLAVLLKD 
RSFQSFAWRNGEMEKQFEFSLPSELEELPVEEYSPLSVTILSPQDFLAVFGNVISETDDE 
VSYDQKMYIIKHIDGSASFQETFDITPPFGQIVRFPYMYKVTLSGLIEPDANVNVLASSC 
SSEVSIWDSKQVIEPSQDSERAVLPISEETDKDTNPIGVAVDVVTSGTILEPCSGVDTIE 
RLPLVYILNNEGSLQIVGLFHVAAIKSGHYSINLESLEHEKSLSPTSEKIPIAGQEQEEK 
KKNNESSKALSENPFTSANTSGFTFLKTQPAAANSLQSQSSSTFGAPSFGSSAFKIDLPS 
VSSTSTGVASSEQDATDPASAKPVFGKPAFGAIAKEPSTSEYAFGKPSFGAPSFGSGKSS 
VESPASGSAFGKPSFGTPSFGSGNSSVEPPASGSAFGKPSFGTPSFGSGNSSAEPPASGS 
AFGKPSFGTSAFGTASSNETNSGSIFGKAAFGSSSFAPANNELFGSNFTISKPTVDSPKE 
VDSTSPFPSSGDQSEDESKSDVDSSSTPFGTKPNTSTKPKTNAFDFGSSSFGSGFSKALE 
SVGSEXTTFKFGTQASPFSSQLC3TKSPFSSFTKDDTENGSLSKGSTSEINDDNEEHESNGP 
NVSGNDLTDSTVEQTSSTRIiPETPSDEDGEWEEEAQKSPIGKLTETIKKSANIDMAGLK 
NPWGNHVKAKSESPFSAFATNITKPSSTTPAFSFGNSTMNKSNTSTVSPMEEADTKETS 
EKGPITLKSVENPFLPAKEERTGESSKKDHNDDPKIXSWSGSEISVRTSESAFDTTANEE 
IPKSQDVNNHEKSETDPKYSQHAVVDHDNKSKEMNETSKNN^ 

DNEKENFDSNMAIKQFEDHQSSEEDASEKDSRQSSEVKESDDNMSLNSDRDES I SESYDK 
LEDINTDELPHGGEAFKAREVSASADFDVQTSLEDNYAESGIQTDLSESSKENEVQTDAI 
PVKHNSTQTVKKEAVDNGLQTEPVETCNFSVQTFEGDENYLAEQCKPKQLKEYYTSAKVS 
NIPFVSQNSTLRLIESTFQTVEAEFTVLMENIRNMDTFFTDQSSIPLVKRTVRSINNLYT 
WRIPEAEILLNIQNNIKCEQMQITNANIQDLKEKVTDYVRKDIAQITEDVANAKEEYLFL 
MHFDDASSGYVKDLSTHQFRMQKTLRQKLFDVSAKINHTEELLNILKLFTVKNKRLDDNP 
LVAKUUCESLARIX3LLKEIKLLREQVSRLQLEEKGKKASSFDASSSITKDMKGFKVVEVG 
LAMNTKKQIGDFFKNLNMAK 

YIL148W, 1321 bp, exonl : 501-508, intronl: 509-942, exon2: 
943-1321 (SEQ ID NO 137) 

TCGATCAACTCTATCCAACAATTCTATAATATCCACTGTTCATTAACGAATATTGGTCTT 
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TTTCCCTTATGGTGAAGTAAATTTTC 

TTGACTGCAATTTGAGTTTATTACATCCGTACATTACTAAGATGTATGGTTTTTCTAT^ 

TTGTGCTCCGTGTCGATATTTCGTGGAGCAAACCAGAAAAGATGCOT 

TCCGCCTGGAGATAGGCGGAGCATATTCCTCCTATGGGATGGGTTTTGTTC 

CTCTCTAGACAGGACCTCCGATTGCCTCCCTGAGGGTGAGATGGTTTCCGGCCTCAGGAC 

GGCCTTCTCCAGTTTCTAGCGAGGCATACATTCCAACCAAAGGTGTATCAAGAATATCTG 

AAATTAAAGGTAGTTGAATCTCTATTTGTTGTTGT^ 

GAGACGACCAAGATTCAAACATGCAAATGTATGCACCATATCCATTCTAAACATAGTTTT 

TCGAACGTTCAGAGCTTAAAGGGACAATTATTTTAGAAACTGAATTTTTACCCAGTC 

TAACATCGTATCTGTAAAGTCTACAAAATTTTTTATCCATCAAAAATTAAAACAAAGAAA 

ACTGCCAAACTGAATATGAGGAACTTTCCTCTCTAGGAATGACTTAGTGAATC 

ACTTGTGGAAAATATGATTAGATTTTGAGCGGGTGATC 

AAGAAATATCCAAATTTGTGGTTCATGCTCTCCCCCAAGATATGACGATGAGAGC 

TAAAATTTTGTCTTCTTCCGAACAGTTATGAAAAAACTATTACGTGTT^ 

TTACTAACTTGTCATTTTTTTATAAAATTATTTTTTO 

TGGTAAGACCATCACTTTGGAAGTTGAATCTTCTGACACTATTGACAATGTCAAGTCAAA 

GATTCAAGACAAGGAAGGTATCCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCA 

ATTGGAAGACGGTAGAACCTTGTCTGACTACAACATTCAAAAAGAATCCACTTTGCACTT 

AGTCTTGAGATTGAGAGGTGGTATCATTGAACCATCTTTGAAAGCTTTGGCTTC 

CAACTGTGACAAATCTGTTTGCCGTAAGTGTTATGCTAGATTGCCACCAAGAGCTAC 

CTGTAGAAAGAGAAAGTGTGGTCACACCAACCAATTGCGTCCAAAGAAGAAGTTAAAATG 

A 

YIL148W, 128 aa (SEQ ID NO 138) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 
IQKESTLHLVLRLRGGIIEPSLKAIASKYNCDKSVCIUCCYARLPPRATNCRKRKCGHTNQ 
LRPKKKLK 

YIL150C, 2216 bp, CDS: 501-2216 (SEQ ID NO 139) 

AATATTCAACCTGAAGTTGCAGTCAAAGCGGCGATTAACTTTTCCAACGTAACCGATCTA 

ACTAACAATAGCACCGATGGAGCAAAAATAACAGAAATTGGAAGTACATCTAAACGGCCA 

ATTGAGAGCGGTACATCTTCTGATCCAGACACCAAAAAGGTTAAAGAGAGTCCAGCAAAT 

GATCAAGCTTCCAACGAGTGATGTAATATTAAACAATGTAATTATATAAATATGAAACAT 

CTACATATTTTAAATGTCACTAATGTCATTACAGAGGACATAAAGTGATTTATGACACAT 

CCGTACTAGTAGTTAAGTATGAACAAATTTTGGGTTTATTTGCCATTTO 

GTTTCTTGGATGCGC AAAC CC ACCTTTTCTAAC ACCACT AAG AAATATCAAC TTTATAGG 

CCATCGAAGATAAAGGAACGTAAGTTTGTCAATTCAACCTCACATTTTCAACGCACATTA 

AGCACTTGGTTCGTGGAGAAATGAATGATCCTCGTGAAATTTTAGCGGTTGATCCGTACA 

ATAATATTACTTCTGATGAAGAGGATGAGCAAGCCATCGCGAGAGAACTTGAATTTATGG 

AACGAAAGAGGCAGGCCTTAGTGGAACGATTAAAAAGAAAGCAAGAATTTAAGAAACCCC 

AGGATCCTAATTTTGAAGCCATCGAGGTACCTCAA^ 

TGGGGTCTCATAATGCTACACAACAAGGCACAAAATTCGAAGGTTCGAATATTAATGAAG 
TAAGGTTATCTCAATTACAGCAGCAACCAAAACCACCAGCTAGTACAACCACATACTTTA 
TGGAGAAATTTCAAAACGCAAAGAAGAACGAAGATAAACAAATTGCCAAGTTTGAAAGCA 
TGATGAATGCAAGAGTACATACGTTCAGTACCGATGAGAAGAAATATGTGCCGATAATCA 
CAAACGAATTAGAAAGCTTTTCAAATCTTTGGGTO 

ACTTAAAACGGGCTTTGCATGAGATCAAAATCCTTCGGTTGGGCAAACT^ 

TTCGCCCACCTAAATTTCAAGAGCCTGAATACGCCAACTGGGCCACCGTAGGCCTCATTA 

GCCACAAATCGGACATCAAATTTACATCATCTGAAAAGCCAGTCAAATTCTTCATG 

CCATAACGGACTTTCAGCATACACTAGATGTTTATATCTTCGGGAAAAAGGGTGTAGAAA 

GATATTATAATCTTCGCCTGGGTGATGTGATAGCAATATTAAACCCAGAAGTACTACCAT 

GGAGACCCTCAGGGCGAGGAAATTTTATCAAATCCTTCAACCTTCGAATTAGTCATGACT 

TCAAATGTATCCTGGAGATAGGTTCAAGTAGAGATTTAGGTTGGTGTCCCATAGTGAATA 

AAAAGACTCACAAAAAATGTGGCTCTCCCATTAACATATCTCTTCATAAG 

ACCATAGAGAAGTGCAATTTCGTGGAACAAGTGCTAAAAGAATTGAATTAAATGGTGGGT 

ACGCCTTGGGCGCGCCTACGAAAGTGGACTCTCAACCAAGCCTATATAAGGCCAAAGGGG 

AAAACGGGTTTAATATAATCAAAGGTACTCGTAAGCGCCTGTCAGAAGAGGAGGAAAGAC 

TTAAAAAGAGCTCTCACAATTTTACGAATAGTAATTCTGCCAAAGCATTTTTCGACGAGA 

AATTTC AGAATCC AGATATGCTGGC AAACTT AGAC AATAAAAG AAGGAAAATAATAG AAA 

CTAAGAAATCGACAGCACTGAGCCGCGAACTAGGCAAAATTATGAGAAGGAGGGAATCCA 
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GCGGATTAGAAGATAAGAGCGTCGGAGAGCGACAGAAAATGAAACGAACCACAGAAAGTG 
CCCTCCAGACAGGGCTTATCCAACGCCTAGGATTCGATCCCACTCATGGAAAAATTTCCC 
AAGTACTCAAGTCTTCTGTATCAGGGAGCGAACCTAAGAACAACTTAOTCGGTAAAAAAA 
AAACTGTTATAAAC GATCTC TTGCATTAC AAGAAGGAAAAAGTC ATTCTCGCACCTTCAA 
AGAACGAATGGTTCAAGAAAAGAAGCCATCGCGAAGAAGTTTGGCAAAAACATTTCGGAT 
CCAAGGAAACTAAAGAAACTTCTGACGGTAGTGCCAGCGATCTTGAGATAATATAA 

YIL150C, 571 aa (SEQ ID NO 140) 

MNDPREILAVDPYNNITSDEEDEQAIARELEFMERKRQALVERLKRKQEFKKPQDPNFEA 

IE^QSPTKNRVKVGSHNATQQGTKFEGSNINEVRLSQLQQQPKPPASTTTYF^KFQNA 

KKNEDKQIAKFESMMNARVHTFSTDEKKYVPIITNELESFSNLWVKKRYIPEDDLKRAL 

EIKILRLGKLFAKIRPPKFQEPEYANWATVGLISHKSDIKFTSSEKPVKFFMFTITDFQH 

TLDWIFGKKGVERYYNLRLGDVIAILNPEVLPWRPSGRGNFIKSFNLRISHDFKCILEI 

GSSRDLGWCPIVNKKTHKKCGSPINISLHKCCDYHREVQFRGTSAKRIELNGGYALGAPT 

KVDSQPSLYKAKGENGFNIIKGTRKRLSEEEERLKKSSHNFTNSNSAKAFFDEKFQNPDM 

IANLDNKRRKIIETKKSTALSRELGKIMRRRESSGLEDKSVGERQKMKRTTESALQTGLI 

QRLGFDPTHGKISQVLKSSVSGSEPKNNLLGKKKTVINDLLHYKKEKVILAPSKNEWKK 

RSHREEVWQKHFGSKETKETSDGS ASDLEI I 

YIL167W, 1133 bp, CDS: 501-1133 (SEQ ID NO 141) 

GACATTTTGAAAAAATTACATTTATAGAAGTTTATTATAACGTAACAGTT 

GCTCATAGTCCGAGATCAATATAATAAATTATTCAAGGTTTAAGGAAGAAGTTACCATGG 

AAATGACTTACTATGAAAAGACACCTTTGATTCGTCAATTTTTGAACAATGGTAAGACA^ 

ATTCGTGGTTTTACGTTAAGCATGAGATGTTACAACCAGGTGGAAGTTTCAAATCGAGAG 

GAATCGGGCATTTGATAAGGAAGAGTAATGAAGAAGCGCTAAGCGAGGGTTCTGGGAAGC 

TTGCTGTATTTTCTAGCTCTGGGGGAAATGCTGGTTTAGCAGCAGCAACTC 

CGATGGCACTTAATTGCAGTGTAGTGGTTCCTAAAACTACAAAACCTAGAATGGTAAAGA 

AAATTCAAAGTGCAGGAGCCAAAGTCATTATCCATGGTGATCATTGGGGGGAAGCAGATG 

AATACTTGAGGCACGAATGAATGGCGCAAGAAAGCCAACATGGTTCGAAGACACTATATG 

TGCACCCGTTTGATAACGAGACAATTTGGGAAGGTCATTCTACGATTGTGGATGAAATCA 

TAGAACAATTGAAGGAAAATGATATATCCTTACCTAGGGTGAAAGCTTTGGTTTGTAGTG 

TTGGTGGTGGTGGGCTATTTAGTGGCATAATTAAAGGCCTAGATAGGAATCAGCTTC 

AAAAAATTCCGGTCGTTGCTGTAGAAACTGCCGGTTGTGACGTATTGAATAAGTCTCTCA 

AAAAAGGTAGTCCAGTTACTCTTGAAAAATTGACAAGTGTTGCAACTTCTTTGGCCTCCC 

CATACATAGCATCATTCGCGTTTGAGAGTTTTAACAAGTATGGATGTAAGTCTGTAGTTO 

TATCAGATCAAGACGTTCTGGCAACATGCTTGAGATATGCCGATGACTACAATTTTATAG 

TGGAACCAGCCTGTGGAGCATCCTTACATTTATGTTATCATCCAGAGATTCTTGAAGACA 

TTCTGGAACAAAAAATATATGAGGATGATATCGTTATTATAATCGCATGCGGTGGATCAT 

GTATGACGl'ATGAAGACTTGGTGAAAGCGTCGAGCACATTAAACGTATCATAA 

YIL167W, 210 aa (SEQ ID NO 142) 

MAQESQHGSKTLYVHPFDNETIWEGHSTIVDEIIEQIjKENDISLPRVKALVCSVGGGGLF 
SGI IKGLDRNQLAEKI PWAVETAGCDVLNKSLKKGSPVTLEKLTS VATSLAS PYI ASFA 
FESFNKYGCKSWLSDQDVLATCLRYADDYNFIVEPACGASLHLCYHPEILEDILEQKIY 
EDDIVIIIACGGSCMTYEDLVKASSTLNVS 

YJL034W, 2549 bp, CDS: 501-2549 (SEQ ID NO 143) 

CCATGAACTCAGCATGTGCTACTCCAGTTAATGACTTGTTCGTATCGTTCATGCCATAAG 

CCATCACCTGGCCAGTTGGCGTATGTACAAAGATGCAAGCTACCGGTGTCTCATCGTGGT 

CAAGAGCGTATCTAGCCAAACGGACAGCTGTCCTCATATGTTTAATATGCTGCATAGlfeT 

GAGTCCTCTAGTTTTTACCGCAGCCACCAG 

AGGACTCATCATTCATCTAATTTTGCTATGTTAGCTGCAACTTTCTATO 
TTCTGGAAATTTCACCCGGCGCGGCACCCGAGGAACTGGACAGCGTGTCGAAAAAGTTGC 
TTTTTTATATAAAGGACACGAAAAGGGTTCTCTGGAAGATATAAATATGGCTATGTAA^ 
CTAAAGATTAACGTGTTACrcTTTTACTTTTTTA^ 

AAAAGCGTATCAAACATACCATGTTTTTCAACAGACTAAGCGCTGGCAAGCTGCTGGTAC 

CACTCTCCGTGGTCCTGTACGCCCTTTTCGTGGTAATATTACCTTTACAGAATTCTTTC 

ACTCCTCCAATGTTTTAGTTAGAGGTGCCGATGATGTAGAAAACTACGGAACTCTTATCG 

GTATTGACTTAGGTACTACTTATTCCTGTGTTGCTGTGATGAAAAATGGTAAGACTC 

TTCTTGCTAATGAGCAAGGTAACAGAATCACCCCATCTTACGTGGCATTCACCGATGATG 
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AAAGATTGATTGGTGATGCTGCAAAGAACCAAGTTGCTGCCAATCCTCAAAACACCATCT 

TCGACATTAAGAGATTGATCGGTTTGAAATATAACGACAGATCTGTTCAGAAGGATATCA 

AGCACTTGCCATTTAATGTGGTTAATAAAGATGGGAAGCCCGCTGTAGAAGTAAGTGTCA 

AAGGAGAAAAGAAGGTTTTTACTCCAGAAGAAATTTCTGGTATGATCTTGGGTAAGATGA 

AACAAATTGCCGAAGATTATTTAGGCACTAAGGTTACCCATGCTGTC 

CTTATTTCAATGACGCGCAAAGACAAGCCACCAAGGATGCTGGTACCATCGCTGGTTTGA 

ACGTTTTGAGAATTGTTAATGAACCAACCGCAGCCGCCATO 

CTGATAAGGAACATCAAATTATTGTTTATGATTTGGGTGGTGGTACTTT 

TATTGTCTATTGAAAACGGTGTTTTCGAAGTCCAAGCCACTTCTGGTGATACTCATTT 

GTGGTGAAGATTTTGACTATAAGATCGTTCGTCAATTGATAAAAGCTTTCAAG 

ATGGTATTGATGTGTCTGACAACAACAAGGCCCTAGCTAAATTGAAGAGAGAAGCTGAAA 

AGGCTAAACGTGCCTTGTCCAGCCAAATGTCCACCCGTATTC 

ATGGTATCGACTTAAGTGAAACCTTGACCAGAGCTAAGTTTGAGGAATTAAACCTAGATC 

TATTCAAGAAGACCTTGAAGCCTGTCGAGAAGGTTTTGCAAGATTC^ 

AGGATGTTGATGATATCGTTTTGGTTGGTGGTTCTACTAGAATTCCAAAG 

TGTTAGAATCATACTTTGATGGTAAGAAGGCCTCCAAGGGTATTAACCCAGATGAAGCTG 

TTGCATACGGTGCAGCCGTTCAAGCTGGTGTCTTATCCGGTGAAGAAGGTGTCGAAGATA 

TTGTXTTATTG^ATGTCAACGCTTTGACTCTTGGTATTG 

CTCCATTAATTAAGAGAAATACTGCTATTCCTACAAAGAAATCCCAAATTTTCTCTACTG 

CCGTTGACAACCAACCAACCGTTATGATCAAGGTATACGAGGGTGAAAGAGCCATGTCTA 

AGGACAACAATCTATTAGGTAAGTTTGAATTAACCGGCATTCCACCAGCACCAAGAGGTG 

TAC CTCAAATTGAAGTC AC ATTTGC ACTTGACGCTAATGGTATTCTG AAGGTGTC TGCC 

CAGATAAGGGAACTGGTAAATCCGAATCTATCACCATCACTAACGATAAAGGTAGATTAA 

CCCAAGAAGAGATTGATAGAATGGTTGAAGAGGCTGAAAAATTCGCTTCTGAAGACGCTT 

CTATCAAGGCCAAGGTTGAATCTAGAAACAAATTAGAAAACTACGCTCACTCTTTGAAAA 

ACCAAGTTAATGGTGACCTAGGTGAAAAATTGGAAGAAGAAGACAAGGAAACCTTATTAG 

ATGCTGCTAACGATGTTTTAGAATGGTTAGATGATAACTTTGAAACCGCCATTGCTGAA 

ACTTTGATGAAAAGTTCGAATCTTTGTC 

ACGGAGGTGCTGATGGTTCTGGTGCCGCTGATTA'TGACGACGAAGATGAAGATGACGATG 
GTGATTATTTCGAACACGACGAATTGTAG 

YJL034W, 682 aa (SEQ ID NO 144) 

MFFNRLSAGKLLVPLS WLYALFWILPLQNS FHS SNVLVRGADDVENYGTVTGI DLGTT 
YSCVAVMKNGKTEILANEQGNRITPSYVAFTDDERLIGDAAKNQVAANPQNTIFDIKRLI 
GLKYNDRSVQKDI KHLPFNWNKDGKPAVEVSVKGEKKVFTPEE I SGMILGKMKQ I AEDY 
LGTKVTHAVVTVPAYFNDAQRQATKDAGTI AGLNVLRIVNE PTAAAI AYGLDKSDKEHQ I 
I VYDLGGGTFDVS LLS I ENGVFEVQATSGDTHLGGEDFD YKI VRQL I KAFKKKHG I DVSD 
NNKALAKLKREAEKAKRALSSQMSTRIEIDSFVDGIDLSETLTRAKFEELNLDLFKKTLK 
PVEKVLQDSGLEKKDVDDIVLVGGSTRI PKVQQLLES YFDGKKAS KGINPDEAVAYGAAV 
QAGVLSGEEGVEDIVLLDVNALTLG I ETTGGVMTPL I KRNTAI PTKKSQI FSTAVDNQPT 
VMIKVYEGERAMSKDNNLLGKFELTGIPPAPRGVPQIEVTFALDANGILKVSATDKGTGK 
SESITITNDKGRLTQEEIDRMVEEAEKFASEDASIKAKVESRNKLENYAHSLKNQVNGDL 
GEKLEEEDKETLLDAA1TOVLEWLDDNFETAIAEDFDEKFESLSKVAYPITSKLYGGADGS 
GAADYDDEDEDDDGDYFEHDEL 

YJL035C, 1253 bp, CDS: 501-1253 (SEQ ID NO 145) 

TACCTAAGTCAATACCGATAACAGTTCCGTAGTTTTCTACATCATCGGCACCTCTAACTA 

AAACATTGGAGGAGTGGAAAGAATTCTGTAAAGGTAATATTACCACGAAAAGGGCGTACA 

GGACCACGGAGAGTGGTACCAGCAGCTTGCCAGCGCTTAGTCTGTTGAAAAACATGGTAT 

GTTTGATACGCTTTTTCCCTTGAGACTACTCTTGGGGACTTTAAAAAAG 

CACGTTAATCTTTAGAATTACATAGCCATATTTATATCTTCCAGAGAACCCTTTTC 

CCTTTATATAAAAAAGCAACTTTTTCGACACGCTGTCCAGTTCCTCGGGTGCCGCGCCTO 

GTGAAATTTCCAGAAGGTTCTATTAAAATAGAAAGTTGCAGCTAACATAGCAAAATTAGA 

TGAATGATGAGTCCTAATGGGATCTACACTTTGCTCGAGAAGCGGCTGGTGGCTGCGK5 

AAAACTAGAGGACTCACACTATGCAGCATATTAAACATATGAGGACAGCTGTCCGTTTGG 

CTAGATACGCTCTTGACCACGATCAGACACCGGTAGCTTGCATCTTTGTACATACGCCAA 

CTGGCCAGGTGATGGCTTATGGCATGAACGATACGAACAAGTCATTAACTGGAGTAGCAC 

ATGCTGAGTTCATGGGGATCGATCAGATCAAGGCGATGTTGGGCTCCCGAGGAGTTGTTG 

ACGTGTTCAAAGACATTACTCTATATGTTACTGTAGAACCGTGTATAATGTGTGCATCTG. 

CTCTCAAGCAATTAGACATTGGAAAGGTGGTGTTCGGTTGTGGCA^ 
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GCAACGGTACTGTCTTGTCAGTAAATCATGATACGTGTACATTAGTGCCCAAGAACAATA 
GTGCGGCAGGGTACGAGAGTATACCGGGGATCTTGAGGAAAGAAGCAATAATGCTGCTGA 
GATACTTTTATGTAAGACAAAATGAAAGGGCGCCAAAGCCACGGTCCAAGAGTGACAGAG 
TGTTGGATAAAAACACGTTTCCGCCTATGGAATGGTCAAAGTATCTTAATGAAGAAGCAT 
TCATTGAGACTTTTGGTGATGATTACAGGACTTGTTT^ 

GTAATAGCGTCGATTGGGATTTGATTGACTCCCACCAAGATAATATAATCCAAGAACTGG 
AAGAACAATGCAAAATGTTTAAGTTTAATGTACATAAGAAATCTAAGGTTTGA 

YJL035C, 250 aa (SEQ ID NO 146) 

MQHI KHMRTAVRLARYALDHDETP VAC I FVHTPTGQVMAYGMNDTNKS LTGVAHAEFMG I 
DQIKAMLGSRGVVDVFKDITLYVTVEPCIMCASALKQLDIGKVVFG^ 
VNHDTCTLVPKNNSAAGYES I PGI LRKEAIMLLRYFYVRQNERAPKPRSKSDRVLDKNTF 
PPMEWSKYLNEEAFIETFGDDYRTCFANKVDLSSNSVDWDLIDSHQDNIIQELEEQCKMF 
KFNVHKKSKV 

YJL070C, 3167 bp, CDS: 501-3167 (SEQ ID NO 147) 

TCCCCTGATGGTCAAATACTGTGCATGGCATCCCGTGCAGTC 

GTTCATCTGCCTTCTTGTAGCGTGTTCAGCAACTGGCCTACCAGCGGGACGCCTO 

AAAGTTACCAGTGTCGCATTTTCGCCATCTGGTGGGCTACTGGCCGTGGGTAACGAAC^ 

GGTAAAGTGAGGCTCTGGAAATTAAACCACTACTAAATTTCCATTTATAGACAAACTTAG 

ATATTAAAAGCAATGTACAAATACATACACAAAATATCACTGTAAAAAAATTGCGAAGAA 

ACTTGAAATTGAATATGATTCTGCCCACTTTTTTCTTGCTGT 

AAAAATTGTCCGAGAAATTAAATATAATATATGGAAAAAA^ 

AATTTGATTAAAATGTCCTCTCAATATCCTCTGTAAGAGTTATCTAAATCTCACTTTACT 
TATTCATCTCGCTGGGAATTATGCAGGCGGTAGAGAGAAGGCCCTC9TTACTCTTTGACG 
AATATCAAAATTCTGTTACTAAGCCTAATGAGACGAAGAATAAAGAAGCCAGGGTCTTGT 
CAGAGAATGACGGTGATGTCTCCCCATCTGTTTTGAAACAGAAGGAAATATCAGTCGATG 
ATATGGATATGATTTCTTTGCCCACGGAATTTGACAGGCAAA 

TGTTTTTCGATCTTGAAGACGAAGAAAACAAAATTGATCCACTTCCTTCAGTTTCCCA 

ATTATGGAAATGGAGAAAGTGACAGCTTTGTCTCATCGTACACGCCCTCAAATC 

CGGGTGAAGAAACTAAAGATCTTTTCATTAATCCGTTTGAATTGGTTTC 

AAAGATACATTGCTGCTTCCAAACAAGATGGCATTTCAAACAT 

AGTGGTTTTTATACCCAAAACCACTGCCAAAGTTTTGGAGATTTGA^ 

TCCAAGATCCCTCTGACTCTGACTTAAATGACGATGGAGACAGTACTGGGACCGGAGCCG 

CTACACCGCACCGCCATGGCTACTATTACCCAAGTTACTTTACCGATCACTACTACTACT 

ACACAAAATCTGGTTTGAAAGGAAAAGGAAATATAAAAGTACCATACACCGGTGAATATT 

TCGATTTAGAGGATTACAAAAAACAATACATTTACCATTTAAGTAATCAGGAAAATACGC 

AAAACCCACTTTCACCTTATTCTAGTAAGGAGGAGTCACTAGAGGAAGAATTTTTAACAG 

ATGTGCCTACGTTTCAAGAATTTAGGGATGATTTTGCATACATAATA 

CTCATAAATTCAACGAGGTTTCACGAAAGCGATTATCTTATTTATTAGATAAATTTC 

TGTTTCAGTACCTAAACTCTAAGAAAGAAATTTTAGCTAATAAAAATGTTCCCTACAGAG 

ATTTTTATAATTCTCGTAAGGTAGATCGAGACTTGTCTTTAAGTG^ 

GTCAATTGAGTGAATATATATGGGAGAAAATAAATTTAGAACCTGAAAGGATAGTTTATC 

AAGACCCGGAAACGTCAAGGAAACTCAGTTTGAGAGACATTTTTCAGTTTC 

CTAATGACCAACCCATTGCGATTGGGTTGAAATTGATTGATGATGAATTC 

ATAGAAATATTTACCTAATAGATTACCATCTAACTCCTAACAAAGTAGCAAAGTTGGTCG 

GCAAAGAAATGAGGTTTTACCTATTAGCCAAAGTGTTTCTGGAGTTTC 

AAGGTGAGTACCTAGCAGAAATTTTCATAAAATACGTTATTCATATCCTCGAAAAATCAA 

AGTACCAATTGGCCCAAGTATCAGTTAATTTTCAATTCTATTCCAGTGGTGAAGACTGGT 

ACAAGAAATTTTCTCAATGGTTGCTACGATGGAAGCTAGTATCGTATAATATCCGCTGGA 

ATATACAAATTGCCAGGATTTTTCCCAAACTATTCAAGGAAAATC 

AGGAGTTTTTGGATCTTATCTTCAATCC 

TAGATTCATCTGTAAATACTGATATCATTGGTCTGCAGTTTTTTTTATCAAATGTG 

CTATGGATCTGGTCATTAAAGAGTCGGATGAATATTACTGGAAAGAATTTACTGATATGA 

ATTGTAAGCCAAAATTTTGGACAGCACAGGGTGACAATCCAACTCTTGC 

ATTATATTTATAAAAGTTTAGCGAAAGTTAATTTTCTGCGGTCACAAA^ 

CAATCACCCTAAGAAATTATTGTTCTCCACTATCCAGCAGAACOT 

ATTTATATTTTACAGATCAAGTTGAATCGTTAGTGTGCAA 

GTCTGCTACAGGTAGAACCGCTTTGGGATACTGCAACAATGATTCAATATTTATT^ 
TCTTTCAAATACCCATTTTAGCTGCGCCATTATCATCTGTTTCATTACTGAATTCGCAAA 
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AATCGACCTTTTTGAAGAATAAAAACGTGCTTCTAGAACATGATTATTTG 

AAACAGCCAAAATCAATCCTTCTAGAGATATCACTGTGGGCGAACAAAGATCATATGAGA 

CAAATCCTTTCATGAAAATGTTTAAGATGGGACTAAAAATTTCTTTATCATC 

TTCTTTACAATAGTTCATACACGCTAGAACCTCTCATTGAAGAATACAGTGTAGCAGCAA 

GTATTTACTTGCTGAACCCAACAGATTTGTGCGAGTTGTCGAGAACAAGTG 

GTGGCTATGAAGGTTGGTACAAGGCTCATTGGATTGGCGTTGGAGTTAAAA^ 

ACTTTGAGGAGAACGTGGGTGGGATAGATAATTGGTACGATACAGCGAAAGATACCTCGA 

TAAAGCACAACGTTCCGATGATTAGAAGAAGATATAGAAAGGAGACATTGGATCAAGAGT 

GGAACTTCGTTCGGGATCACTTTGGAGTAATTAACTCCATTTGGTAG 

YJL070C, 888 aa (SEQ ID NO 148) 

MQAVERRPSLLFDEYQNSVTKPNETKNKEARVLSENDGDVSPSVLKQKEI SVDDMDMI SL 

PTEFDRQMVLGSPMFFDLEDEENKIDPLPSVSHHYGNGESDSFVSSYTPSNLKTGEETKD 

LFINPFELVSQMRKRYIAASKQDGISNIKNDTEKWLYPKPLPKFWRFEDDKRFQDPSDS 

DLNDIX5DSTGTGAATPHRHGYYYPSYFTDHYYYYTKSGLKGKGNIKVPYTGEYFDL 

KQYIYHLSNQENTQNPLSPYSSKEESLEEEFLTDVPTFQEFRDDFAYIIELIQSHKFNEV 

SRKRLSYLLDKFELFQYLNSKKEIIANKNVPYRDFYNSRKVDRDLSLSGCISQRQLSEYI 

WEKINLEPERIVYQDPETSRKLSLRDIFQFGCSSNDQPIAIGLKLIDDEFLDWYRNIYLI 

DYHLTPNKVAKLVGKEMRFYLLAKVFLEFDNFI EGEYLAEI F I KYVIHI LEKSKYQLAQV 

SVNFQFYSSGEDWYKKFSQWLLRWKLVSYNIRWNIQIARIFPKLFKENWSNFQEFLDLI 

FNPLFTLEKEQLPIDSSVNTDIIGLQFFLSNVCSMDLVIKESDEYYWKEFTDMNCKPKFW 

TAQGDNPWAHYMYYIYKSLAKVNFLRSQNLQNTITLRNYCSPLSSRTSQFGVDLYFTDQ 

VESLVCNLLLCNGGLLQVEPLWDTATMIQYLFYLFQIPILAAPLSSVSLLNSQKSTFLKN 

KNVLLEHDYLKDQETAKINPSRDITVGEQRSYETNPFMKMFKMGLKISLSSKSILYNSSY 

TLEPLIEEYSVAASIYLI^PTDLCELSRTSVLSSGYEGWYKAHWIGVGVKKAPYFEENVG 

GIDNWYDTAKDTS I KHNVPMI RRRYRKETLDQEWNFVRDHFG VINS IW 

YJL078C, 3146 bp, CDS: 501-3146 (SEQ ID NO 149) 
TTTTTCTTCGCACATGGCTGGTTCTGCTGGAGGCGGCTGG 

GCAGGTCGCTTCGTTTACTTTTCTCTGCGTGCTCGAGAACTGATAAATACTGGTTTAGGA 

AAACCGTCCACTTATGGATTTAACAAGGAGGTGAAAGGTAGGTACCATGGCAATATAGCT 

AGCAACGCTACGCACTAGCTGTGTGTGCTTGCTCTCTTGTGTTCGTCTTTCGTATATTC 

GGGTTCCCGCGGTTAATTCAACAACAAATATGGTATCTAGGCAGGGACCCAGCAACGGAA 

GGATGTAATTGCTATATAGGGCCGATGAAACAGTTCTCATGTTTCAACTCGGTCGAAGAA 

TTCTCTAAAACATATTCTATACTTCAAAGTTTTTAGCTTCTTGCTT^ 

AACCAATATCGGCATAAAATTATAATTGCTGCACCCCTGCAACTCCAAACAACTTAAAAC 

AACTTAAAACGAAAACGCTTATGCTGGAGTTTCCAATATCAGTTCTGCTAGGATGCCTAG 

TAGCCGTCAAGGCACAAACCACGTTTCCAAACTTCGAGAGCGATGTGCTGAACGAGCATA 

ACAAGTTCAGAGCGCTACATGTTGACACAGCGCCGCTCACCTGGTCCGACACTCTGGCCA 

CCTATGCGCAGAACTACGCCGACCAATATGATTGTTCGGGTGTCTTAACGCATTCCGATG 

GCCCATATGGTGAGAACCTTGCCCTTGGTTACACAGACACGGGAGCGGTGGACGCCTGGT 

ACGGGGAGATAAGCAAGTATAATTATTCAAATCCCGGATTTTCTGAATCCACGGGTCACT 

TCACACAGGTGGTTTGGAAGTCAACCGCCGAGATTGGATGTGGTTATAAATATTGTGGTA 

CGACATGGAACAATTATATTGTGTGCTCCTACAACCCTCCTGGAAACTACCTGGGTGAGT 

TTGCAGAGGAAGTGGAACCACTTATAAGCACTGTTTCCTC 

CTACCTCAACTACATCAGACACAGTCTCCACCATCTCATCCAGTATTATGCCCGCTGTAG 
CGCAAGGGTATACAACAACGGTATCGTCTGCGGCTAGCAGCAGTTCTTTAAAATCGACGA 
CCATAAACCCTGCCAAGACCGCTACCCTCACTGCGTCCTCTTCTACCGTAATTACTAGTA 
GCACAGAATCAGTTGGATCCTCCACTGTCTCATCAGCCTCAAGCTCTTCTGTCACTACTT 
CCTATGCTACCTCCTCGAGTACCGTCGTCTCTAGTGATGCTACTTCATCCACTACCACCA 
CCTCATCGGTTGCTACATCGTCCAGTACCACTTCTTCCGACCCTACCTCGAGCACTGCTG 
CTGCTTCTTCTTCTGATCCTGCCTCAAGTTCCGCTGCCGCTTCCTCCAGCGCGAGTACCG 
AGAACGCCGCTTCTTCTAGCAGCGCCATCTCGAGCTCTTCATCAATGGTTTCTGCTCCTT 
TGAGTAGTACTCTTACTACTTCCACCGCAAGCTCCAGAAGTGTAACTTCCAATTCAGTTA 
ATTCTGTTAAGTTTGCAAACACAACTGTGTTTTCTGCTCAAACAACCTCTTCTGTAAGCG 
CCTCATTATCATCATCTGTAGCTGCTGACGATATTCAGGGTAGCACTTCCAAGGAGGCCA 
CAAGCTCAGTTTCCGAACATACTAGTATAGTAACTAGTGCAACTAATGCTGCCCAATATG 
CAACGAGACTTGGGTCATCTTCCAGAAGTTCTTCCGGGGCCGTCTCTTCCTCAGCTGTGT 
CGCAATCTGTTCTGAATTCCGTTATAGCCGTCAACACCGACGTATCTGTAACCTCAGTTA 
GTAGCACAGCCCATACCACAAAGGACACCGCCACCACTTCAGTAACCGCCTCAGAAAGTA 
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TCACTTCGGAAACTGCTCAGGCTTCAAGTTCAACAGAGAAGAATATTAGTAACAGTGCCG 

CCACATCGAGTAGCATTTACTCCAACAGTGCTTCTGTGTCAGGACACGGTGTAACATACG 

CTGCCGAATACGCCATTACATCCGAGCAATCCTCTGCGCTTGCCACATCTGTGCCTGCT 

CAAATTGCTCTAGTATCGTGAAGACCACAACTTTAGAAAATTCGAGTACCACAACCATCA 

CAGCCATTACTAAGAGTACTACAACCTTGGCCACTACTGCTAACAACTCCACAAGGG^ 

CTACCGCAGTAACCATAGATCCCACATTGGACCCTACCGACAACTCAGCTAGTCCAACCG 

ACAATGCTAAACACACCTCTACATATGGATCTTCTTCCACAGGCGCATCTTTAGATAGCT 

TACGCACAACCACCAGTATTAGTGTCTCAAGCAACACCACACAGTTAGTCTCTACCTGCA 

CTTCCGAGAGCGATTATTCCGATAGTCCTAGCTTCGCCATCTCCACTGCCACCACCACTG 

AAAGCAATCTGATCACAAACACCATCACAGCTTCTTGTAGTACGGATAGTAATTTCCCTA 

CCTCCGCTGCTTCTTCTACAGATGAGACGGCCTTCACTAGAACAATCTCGACATCTTGTA 

GCACTTTGAACGGCGCCTCAACCCAAACCAGTGAGCTAACCACATCGCCTATGAAAACCA 

ACACGGTGGTTCCAGCITCTTCTTTCCCTTCAACTA 

ACACTGCCTTTTCTAGTATCTACACTGAAGTCAACGCCGCAACTATCATTAACCCCGGAG 

AAACATCTTCTCTCGCTAGCGATTTCGCCACATCTGAAAAGCCAAACGAGCCCACTTCTG 

TCAAATCCACCTCAAACGAAGGCACCTCTTCCACAACAACAACCTACCAACAGACTGTTG 

CTACACTGTATGCCAAGCCCTCCAGCACAAGCCTAGGTGCAAGAACAACTACTGGTAGCA 

ACGGTCGTTCAACTACCAGCCAACAAGACGGGTCTGCCATGCATCAGCCAACTTCCTCGA 

TCTACACTCAACTAAAAGAAGGCACATCAACCACCGCAAAACTTTCTGCATACGAAGGTG 

CTGCAACACCTCTTTCCATTTTCCAGTGCAATAGTCT^ 

TCGTAGCTGTTCTGTTCGCCTTCTAG 

YJL078C, 881 aa (SEQ ID NO 150) 
MLEFPISVLLGCLVAVKAQTTFPNFESDVLNEHNK^ 

DQYDCSGVLTHSDGPYGENLALGYTDTGAVDAWGEISKYNYSNPGFSESTGHFTQVVWK 
STAEIGCGYKYCGTTWNNYIVCSYNPPGNYLGEFAEEVEPLISTVSSSSSSSSSTSTTSD 
TVSTI SS S IMPAVAQGYTTTVS S AAS S S SLKSTTTNPAKTATLTAS S STVITS STES VGS 
STVSSASSSSWTSYATSSSTWSSDATSSTTTTSSVATSSSTTSSDPTSSTAAASSSDP 
ASSSAAASSSASTENAASSSSAISSSSSMVSAPLSSTLTTSTASSRSVTSNSVNSVKFAN 
TTVFS AQTTS SVS AS LS S S VAADDIQGST SKEATSSVSEHTS IVTS ATNAAQYATRLGS S 
S RSSSGAVS S S AVSQSVLNSVI AVNTDVSVTSVS STAHTTKDTATTS VTASES ITSETAQ 
ASSSTEKNISNSAATSSSIYSNSASVSGHGVTYAAEYAITSEQSSALATSVPATNCSSIV 
KTTTLENSSTTTITAITKSTTTLATTANNSTRAATAVTIDPTLDPTO 
TYGSSSTGASLDSLRTTTSISVSSNTTQLVSTCTSESDYSDSPSFAISTATTTESNLITN 
TITASCSTDSNFPTSAAS STDETAFTRTISTSCSTLNGASTQTSELTTS PMKTNTWPAS 
SFPSTTTTCLENDDTAFSSIYTEVNAATIINPGETSSLASDFATSEKPNEPTSVKSTSNE 
GTS STTTTYQQ WATLYAKPSSTSLGARTTTGSNGRSTTSQQDGSAMHQ PTS S I YTQLKE 
GTSTTAKLS AYEGAATPL SI FQCNSLAGTI AAFVVAVLFAF 

YJL179W, 830 bp, CDS: 501-830 (SEQ ID NO 151) 

TCGCATTATCAACTATAACTCCATTTCC 

GTAGAGCAATCTTTCCTTTCTCAACATCCOT 

GTGAAGTTTTGCTCAATCTATTTGTTTCCGTAGGAGTGTTATTCTCAATCGTGTTGTCTG 
TCCCCAGTGGCTGGGCATTTAATGAGTAGAATCGGGGCAGTTTCAATCTTATGGAATTCA 
CAATGAAGCATCCCTTCCTTAATGATGGCAGCATTCCGTATTCTCTTTTGTAGGG 
TTTGCCTTCAAGTGTTTTGTTCTTATTTAGCCTTTTCCT^ 

CTCTGAAGAAAATGAATGAGTTTAAAGATATAGCAATTAAAAAGTAACAGTGAAGAAATO 
TCTCAGATGAGCAGATGGGAATTAAAGAACTATCTACAGAGCTCTTTACTAAATTGAATC 
AATAATACATACTTACAAACATGTCACAGATAGCACAAGAAATGACAGTGAGCTTAAGAA 
ACGCCAGGACACAATTGGATATGGTCAATCAGCAGCTAGCATATTTGGACAGACAAGAAA 
AGCTTGCTGAATTGACAAAGAAAGAACTAGAGTCTTATCCAACGGACAAAGTATGGAGAT 
CTTGCGGTAAATCGTTTATCTTACAGGATAAATCCAAATACGOT 

C CG AAACTGTTC TTCTGGATC AAAGAAAAAC ATTAAAG ATAAAG AAG AACTATTTAGAAA 
CTACTGTTGAAAAAACAATAGACAATCTAAAGGCATTGATGAAGAATTAA 

YJL179W, 109 aa (SEQ ID NO 152) 

MSQIAQEMWSLRNARTQLDMVNQQLAYLDRQEKLAELTKKELESYPTDKVWRSCGKSFI 
LQDKSKYVNDLSHAETVLLDQRKTLKIKJCNYLETTVEKTIDNLKAL 

YJL180C, 1478 bp, CDS: 501-1478 (SEQ ID NO 153) 
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AATAGTTCTTCTTTATCTTTAATGTTTTTCTTTGATCCAG 

ATAAATCATTAACGTATTTGGATTTATCCTGTAAGATAAACGATTTACCGCAAGATCTCC 
ATACTTTGTCCGTTGGATAAGACTCTAGTTCTTTC 

GTCTGTCCAAATATGCTAGCTGCTGATTGACCATATCCAATTGTGTCCTGGCGTTTCTO 
AGCTCACTGTCATTTCTTGTGCTATCTGTGACATGTTTGTAAGTATGTATTATTC 
ATTTAGTAAAGAGCTCTGTAGATAGTTCTTTAATTCCCATCTGCTCATCTGAGAAATTTC 
TTCACTGTTACTTTTTAATTGCTATATCTTTAAACTC 

AAAAAATTAAGGTAAAGGAAAAGGCTAAATAAGAACAAAACACTTGAAGGCAAACGAAAC 
CCTACAAAAGAGAATACGGAATGCTGCCATCATTAAGGAAGGGATGCTTCATTGTGAATT 
CCATAAGATTGAAACTGCCCCGATTCTACTCATTAAATGCCCAGCCACTGGGGACAGACA 
ACACGATTGAGAATAACACTCCTACGGAAACAAATAGATTGAGCAAAACTTCACAGAAGT 
TTTGGGAAAAGGTGTCACTAAATAGGGATGTTGAGAAAGGAAAGATTGCTCTACAATTAG 
ATGGCAGGACTATAAAAACTCCTCTAGGAAATGGAATTATAGTTGATAATGCAAAGTCTC 
TCTTAGCATACCTATTAAAACTGGAGTGGTCGTCCCTATCCAGTCTTTCCATCAAAACTC 
ACTCTTTGCCACTAACTTCATTAGTGGC^ 

CTGGCTGTGACCCTCAATTAGTTGCAAAGATTGGAGGCAACAGTGATGTTA^ 
AGTTGTTAAGATATTTAGATACCGATACTTTATTGGTCTT^ 

AAGGAAGATTACGCAATGCGCAAAATGAGTTATATATACCCATCATCAAAGGAATGGAAG 
AGTTTTTACGCAACTTTTCATCCGAGTCTAATATTCGACTACAAATTTTAGATGCCGACA 
TCCATGGGTTACGAGGCAATCAGCAGTCGGATATCGTTAAGAATGCAGCAAAAAAATATA 
TGAGCAGCTTATCACCATGGGATCTTGCAATTCTTGAAAAAACTGTATTAACCACAAAGT 
CCTTCATTTGCGGCGTGCTATTATTAGAAAATAAAAAAGATACTGCGAACTTAATTCCCG 
CCTTGAAAACTGATATGGATAATATTGTACGTGCCGCCACCTTAGAAACAATCTTCCAAG 
TTGAAAAGTGGGGAGAGGTTGAAGATACTCATGACGTTGACAAAAGAGACATCAGAAGAA 
AAATTCATACTGCTGCGATTGCTGCTTTTAAGCAATAA 

YJL180C, 325 aa (SEQ ID NO 154) 

MLPSLRKGCFIVNSIRLKLPRFYSLNAQPLGTDNTIENOTPTETNRLSKTSQKFWEKVSL 
NRDVEKGKIALQLDGRTIKTPLGNGIIVDNAKSLLAYLLKLEWSSLSSLSIKTHSLPLTS 
LVARCIDLQMTNEPGCDPQLVAKIGGNSDVIKNQLLRYLDTDTLLVFSPMNEFEGRLRNA 
QNELYIPIIKGMEEFLRNFSSESNIRLQILDADIHGLRGNQQSDIVKNAAKKYMSSLSPW 
DIJVILEKTVLTTKSFICGVLLLENKKOTANLIPALKTDMDNIVRAATLETIFQVEKWGE^ 
E DTHDVDKRD I RRK I HT AA I AAFKQ 

YJL181W, 2336 bp, CDS: 501-2336 (SEQ ID NO 155) 

GCAAGTCAGTACGATGCATCCTTGGATC^AGAAGGTGAGTCTGGAAACGGTGCTTCTAA^ 

GGCGATGTTTACCATTATAATGAAGGGGACTTGGCTGCCTCCTTCAAGGGATGTAGATCA 

AGAGGTACGTGTGCTAGTGAAATAGGTCACATGTACCAGAAAATCAAGAAATCTTAGATG 

TGTGTAATCTTGCAATTTAGTTTCAAACAAGATCC 

ATTTTTAAAAAAAAATTAGAAAAAGCAAATATAATTCAGGTCCCACTTGGAAT 

CTGTATTGATGGATTTTCCTTATGCTTAGTGACGC^ 

TTCTTGGCTTTTTTTTTTTCATTTTCG 

TTGAAATAAAGAACAATTACGAACGGTGAAGCTGCTATTTTGK3TTATTATACCCTTC 

GACAGTACGCGCAAACTATTATGGAGATATTCAAGGAAGAAGAAGAAGAAGCTTTTTCGG 

CGATAGAAGGTATAATATATGCCTGTGAGGTGTATGACCCTGTACCCCGTCATTTACATA 

AAAGCAAAACAAAGATCATCAATGCTGCTAAATTAATTATAGAAACGCATCTTTCATATT 

ATACAATACTCAATAACATTTCAGATATACAAGCCTATCTTTCTACTTGGCTTAGGGATC 

TTGGAACGACAGGTCCATACCAAACAATTCTTTCAGAAAGT^ 

GCACTGTATCTATCTTCAGGAAATGTACGATAGAGGGAGGTTTTC 

GTCTTTATCTCAGATTGAAAAGCTACCAGAAGCTCTTAAACGATGCAGGATTAAAGAATT 
TTTTTTCAAGCTACGATTATGCTTTCGGGGTTGCATACAACCTTC 

ACAGGTATGACGAAGTTCATTACATATCGAACGGCACTTACTCATTAGTTGCATCGATGA 
AGATAGATCCTGCTGAAGTCATTAAAAGGGAACATTTTAGGCTTACAATTCCGAAATTTA 
ACATATCTAATATATTAATTGAAATTTTTCATTTGCTCGATGGATTAGCATTTTTTAAGG 
TGAACCCTGATAGTTTATCTATATCTACAGCTTCAGCAGAAACAATCTTTCGCAGTATCT 
CCGAAGGTAATCATCAGGTCCTAGAATTGGGGAGAAGTTTAATGTTTCCATTGTTGAGGA 
CTGGAGATTTTGAAATCTGTCGTATTGACGACGCGGGAGCTGTCATAACATTTACAGAAG 
CGAAGGATGTAAAACTAGAAATAATCAGTCTGGATGAAGTTTCCTGGGTAATGCAGTGGA 
AATCTTGTCTTCAAAATTATGAGAGAAGGGCAGCAAATGACAGTTGATTTATCAAAACAC 
ACCTACAATTTAAGAAGGCCAACAATTTCAATGAAGATAATAATGGGCTAGGACTAATTG 
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TAGACAGAAATATTCCAACAGATGATTTTACGCTAGCTTCTACAAACCGTCAAAGTCCCC 
CGCCTTCAAATACTGGTTGTTCATTACACAGGTCTAAACC 

CTGTTATTCGTGAAGACTTTTATGATAGCTCTCTAAATGAGCGTATATCTAAAGACGGAG 

ATAGCAGTTGTGAATCCTTCAGTGGCGCCGAAAGTATCTTATCAGACTACGATTTTCATG 

ATAATGAATTTTTTAACAACCAGTCACCTCATTATTTTTCAGAACACATAGACAATAACT 

CGAGAGAGGTGGTAATAACAGATGAAAATACGATAATATCTTTGGAAAATACCCAAGTAA 

GTCGGTGGTCAAATTACTCATGGCAAAAAATTTCACCGCATCAATTACAGGTCTCTATTA 

TCCAACTGCGCATGGGAAACTTCATTGTGGCTTATGATTCTGATTATAACCT 

TCAAAATTCGTTTGTGTGACGATATAAAATGTATACAATCCACAGAGCAAGACATACAAA 

TACGTGTCCCGCTCGGCGCAATAATGTGCAGCGTCACTGGTATCTTGAATATTAGGACGA 

AGGACGCTGACAAGTTGCTTCGGGTATTAAGCTTTTATACCACTGACCACACGGAAGCTG 

TATCGCACTCAAACAATCAAGATGCTACTGCAAGTCCACTTTCGTCAGTTTCATC^ 

TGGATCTCAAGCATTCATTACAGAAATGTTCCTCTACAATAATGCCCCAAGAGTTGACGC 

AGGACGTCATCGGTTCAAAATCAGACCTAATCAGTAATATTCGTCAAAAAATATAA 

YJL181W, 611 aa (SEQ ID NO 156) 

MEIFKEEEEEAFSAIEGIIYACEVYDPVPRHLHKSKTKIINAAKLIIETHLSYYTILNNI 
SDIQAYLSTWLRDLGTTGPYQTILSESISLMFDRTVSIFRKCTIEGGFPHLIARLYLRLK 
SYQKLLNDAGLKNFFSSYDYAFGVAYNLWCSEYRYDEVHYISNGTYSLVASMKIDPAEV 
IKREHFRLTIPKFNISNILIEIFHLLDGLAFFKVNPDSLSISTASAETIFRSISEGNHQV 
LELGRSLMFPLLRTGDFEICRIDDAGAVITFTEAIOVKLEIISLDEVSWVMQWKSCLQNY 
ERRAANDSSFIKTHLQFKKANNFNED1WGLGLIVDIWIPTDDFTLASTNRQSPPPSNTGC 
SLHRSKPLHIPLSSVIREDFYDSSLNERISKDGDSSCESFSGAESILSDYDFHDNEFFNN 
QSPHYFSEHIDmSREVVITDENTIISLENTQVSRWSNYSWQKISPHQLQVSIIQLRMGN 
FIVAYDSDYNLHQFKIRLCDDIKCIQSTEQDIQIRVPLGAIMCSVTGILNIRTKDADKLL 
RVL SFYTTDHTEAVSHSNNQDATAS PLS S VSS AMDLKHSLQKC S STIMPQELTQDVIGSK 
SDLISNIRQKI 

YJL187C, 2960 bp, CDS: 501-2960 (SEQ ID NO 157) 
TCTTGCAACCATCGTCCTCTAAGGAAAGAAATCT 

CAGATGCCAACATGTCGGAGATAGGGGGCTATTCGCAATTTATTAACGTCTCTAGTACTG 

GTAAGCCTTTCTAACATTCTTGTGGTCACGTGATGTGTATGTTTCTTT^ 

CGGGTGATAACGACGCGAAAAATATTTTTTCATTTTTCTTTTAACCATCA 

CGCGACGCGAAAAAAATGCAGAGAAGTAAAAGAATGCTGGATAAGAAATCAACAACACAG 

TTGAACATTGGCGTGCCCCTGTGTATTAAGTAAAGGTTGTCCAAGAGGCTCTTTTTTC 

TGTATGCGTGTGTCAACTATCCTGCACATCATC 

TTACTACTGAACAGGTCTTACTATTTTTGATTGCGTAGTGCTGGGGAAAAGTAAACACAC 

ACAGGCGCACACGAGAACAGATGAGTTCTTTGGACGAGGATGAAGAGGACTTCGAAATGC 

TGGACACGGAGAACCTCCAGTTTATGGGGAAGAAGATGTTTGGCAAACAGGCCGGCGAAG 

ACGAGAGTGATGATTTTGCTATAGGGGGTAGCACCCCGACCAATAAACTGAAATTTTATC 

CATATTCGAACAACAAATTGACAAGAAGTACGGGGACCTTGAACCTGTCATTAAGTAATA 

CAGCTTTGTCAGAGGCTAACTCCAAATTTCTTGGGAAAATTGAAGAAGAGGAAGAAGAGG 

AGGAAGAAGGCAAGGATGAGGAAAGCGTGGATTCTCGTATTAAAAGGTGGTCTCCGTTCC 

ATGAAAATGAAAGTGTTACTACTCCTATTACAAAAAGATCTGCGGAAAAAACGAACAGTC 

CTATTTCTCTCAAACAATGGAACCAGCGATGGTTTCCGAAAAATGAT^ 

ATACATCCTCATCCTCTTCATATAGCGTCGCTAAACCTAACCAATCAGCCTTTACGTCTT 

CGGGCCTCGTATCTAAAATGTCTATGGACACTTCGTTATACCCTGCGAAAT^ 

CAGAAACACCAGTGAAAAAATCACCCTTAGTGGAGGGAAGAGACCATAAGCATGTCCACC 

TTTCGAGTTCGAAAAATGCATCGTCTTCTC^ 

ACAATAATTTACAAGAAGACCTTTTATTTTCAGATTCTCCGTCTTCGAAAGCTT^ 

CCATCCATGTACCAACCATAGACTCATCCCCACTGAGCGAGGCAAAATATCATGCACATG 

ATCGTCACAATAACC^GACAAACATCCTGTCTCCCACTAATAGCTTGGTTACCAACAGCT 

CTCCACAAACATTGCATTCTAACAAGTTCAAAAAAATCAAAAGAGCAAGGAATTCGGTTA 

TTTTGAAAAATAGAGAGCTAACAAACAGTTTACAACAATTCAAAGATGATTTATACGGCA 

CGGACGAGAATTTCCCACCTCCAATCATAATATCAAGTCATCATTCAACTAGAAAGAACC 

CTCAACCTTATCAATTTCGTGGACGCTATGACAATGACACTGACGAAGAGATCTCCACTC 

CAACAAGACGAAAATCTATTATTGGGGCAACATCTCAAACACATAGAGAAAGCAGACCAT 

TGTCACTCTCCTCTGCCATCGTGACAAACACAACAAGTGCAGAGACGCATTCCATATCTT 

CCACCGATTCTTCGCCGTTAAATTCCAAAAGGCGTCTAATCTCTTCAAATAAGTTATCAG 

CAAATCCAGATTCCCATCTTTTCGAAAAATTTACGAATGTGCATTCCATTGG 
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AGTTTTCCACGGTCTACCAGGTTACGTTTGCCCAAACAAACAAAAAGTATGCAATCAAAG 

CCATTAAACCAAACAAATATAATTCCTTGAAACGCATATTACTGGAAATTAAAATACTAA 

ACGAGGTAACAAACCAAATTACAATGGATCAAGAAGGGAAGGAATACATCATCGATTACA 

TCAGTTCCTGGAAGTTTCAAAATTCATACTATATTATGACAGAATTGTGCGA 

ATTTGGATGGATTTTTACAAGAGCAAGTTATCGCAAAGAAAAAAAGGTTGGAA 

GAATTTGGAAAATCATCGTGGAATTAAGCCTGGCTTTACGATTCATC 

ACATTGTGCATCTGGACTTGAAACCCGCAAACGTCATGATCACATTTGAAGGTAACC 

AACTAGGTGACTTTGGAATGGCTACTCATTTACCGTTGGAGGATAAAAG1TTTC 

AAGGTGACAGAGAATATATTGCACCAGAAATCATTTCTGATTGTACGTACGATTACAAGG 

CAGATATTTTTTCCCTGGGTCTGATGATTGTTGAAATTGCAGCGAACGTTC 

ACAATGGCAACGCATGGCATAAGTTGAGATCGGGTGATTTATCGGATGCAGGAAGATT^ 

GTTCCACAGATATTCATTCTGAATCATTATTTTCAGACATTACGAAAGTAGATACAAATG 

ATTTATTTGATTTTGAAAGAGACAATATCAGTGGTAATAGTAACAACGCTGGCACCTCCA 

CTGTTCATAACAATAGTAATATCAACAACCCTAATATGAATAATGGCAACGATAATAATA 

ATGTCAATACTGCCGCTACCAAGAATCGTCTTATTTTGCATAAAAGTTOT 

CATGGGTACCGAAATTTCTTATTGATGGTGAATCACTTGAGAGAATAGTACGATGGATGA 

TAGAGCCCAATTATGAGAGAAGKXZCCACGGCAAATCAAATCTTACAAACTGAGGAATGCC 

TGTATGTAGAAATGACACGCAATGCAGGTGCTATTATCCAGGAAGACGACTTTGGACCTA 

AGCCAAAATTTTTTATATGA 

YJL187C, 819 aa (SEQ ID NO 158) 

MSSLDEDEEDFEMLDTENLQFMGKKMFGKQAGEDESDDFAIGGSTPTNKLKFYPYSNNKL 
TRSTGTLNLSLSNTALSEANSKFLGKIEEEEEEEEEGKDEESVDSRIKRWSPFHENESVT 
TPITKRSAEKTNSPISLKQWNQRWFPKNDARTENTSSSSSYSVAKPNQSAFTSSGLVSKM 
SMDTSLYPAKLRIPETPVKKSPLVEGRDHKHVHLSSSKNASSSLSVSPLNFVEDNNLQED 
LLFSDSPSSKALPSIHVPTIDSSPLSEAKYHAHDRHNNQTNILSPTNSLVTNSSPQTLHS 
NKFKKIKRARNSVILKNRELTNSLQQFKDDLYGTDENFPPPIIISSHHSTRKNPQPYQFR 
GRYDNIOT)EEISTPTRRKSIIGATSQTHRESRPLSLSSAIVTNTTSAETHSISSTDSSPL 
NSKRRLISSNKLSANPDSHLFEKFTNVHSIGKGQFSTVYQVTFAQTNKKYAIKAIKPNKY 
NSLKRILLEIKILNEVTNQITMDQEGKEYIIDYISSWKFQNSYYIMTELCENGNLDGFLQ 
EQVIAKKKRLEDWRIWKIIVELSLALRFIHDSCHIVHLDLKPANVMITFEGNLKLGDFGM 
ATHLPLEDKSFENEGDREYIAPEIISDCTYDYKADIFSLGLMIVEIAANWLPDNGNAWH 
KLRSGDLSDAGRLSSTDIHSESLFSDITKVDTNDLFDFERDNISGNSNNAGTSTVHNNSN 
I1^PNMNNGNDNNNVNTAATKNRLILHKSSKIPAWVPKFLIIX3ESLERIVRV^IEPNYER 
RPTANQILQTEECLYVEMTRNAGAIIQEDDFGPKPKFFI 

YJL188C, 809 bp, CDS: 501-809 (SEQ ID NO 159) 

AATTCCCGCATGGGTACCGAAATTTCTTATTGATGGTGAATCACTTGAGAGAATAGTACG 

ATGGATGATAGAGCCCAATTATGAGAGAAGGCCCACGGCAAATCAAATCTTACAAACTGA 

GGAATGCCTGTATGTAGAAATGACACGKTAATGCAGGTGCTATTATCCAGGAAGACGACTT 

TGGACCTAAGCCAAAATTTTTTATATGATAAATGGAACAAAAAACCTTC 

TACTTTTTTCCC^CACGTGCTTATGGGCCGCATTGTATAAATAATC 

AGTGTAATTGCAGTCCGGTAGTAATACCATGTAAAACCTTAGATGAGTTTATTTTAAGTA 

CAGCCGCTTCAAGCATTTTTATTTTTATTTTACAGATGTAG^ 

TATATTATATATATATATATATATATATCAAATACGACGTATTACATATATATTGAGAAT 
AAGGGAAGGATGGAAGACAAATGACAAAAAGTTTGAAGCATAAATATGTTCTTCGCTTAG 
ATGTTCATCTTGGTTCTTCTCCAGTTTCTTCT 

GTTCTCAATCTGATCCATTGTGGCAATGGTCTGTTTTGCTTCTTAGCCTTAGCCA 
TGCTTGATTCTGAAAGACTTTTGAGCCTAATTAAAAGGGAAACATATCGTGC 
AGTGTACAATTGTAAAAAATGTTAGTAACAATGTTCAAACTCATCAATATGATGCATTCA 
CGGATCCAAGGCAATACCACCTGACATAA 

. YJL188C, 102 aa (SEQ ID NO 160) 
MTKSLKHKYVLRLDVHLGSSPVSSLSVVTDSWGSQSDPLWQWSVLLLSLSHFLIiDSERL 
LSLIKRETYRAHTKCTIVKNVSNNVQTHQYDAFTDPRQYHLT 

YJL189W, 1042 bp, exonl : 501-506, intronl : 507-892, exon2 : 
893-1042 (SEQ ID NO 161) 

TATTCAAGAATTATTTCACATCTTCCAGCGAGTAAACATGCCGCTGGTAATCGCGCG 
TCAATATTTGAGTTTTTCAAATAGTGAGGTGTGGATGTATAGAG^ 
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AGTATGTGATGTATGGGCGCACAGTACCAATTTAACTT 

TTGATTTTCAAAAAACTTATGGGCGTTTTAGGCTCCGGCTCAAACT^ 

GCAGGCCGAGGCAAACAGTACGCCTTGGCGGGGACGCCGAAGCGACTCCTTCTGTTCCAA 

GCTCAATGGTCCTTGCGTTTACGCTCGCGCGTGGGCTAACTAACGCAATTCGG 

GCTGTCGAGAACCGAGAATTATTCTTCGCCTTGATAGATACTTTAAAACTTCTACTTAAT 

ATACTTTCTACAATTTTTGGTACATTCATATTATACTGAAAATTCGAAAAAGACAAGCAA 

ATAAACACAGATAGATCAACATGGCTGTATGTTAGAAAGATATTATAAATCCCAGTTAGA 

TGCTGAACTGATCAATAGCAAATTATAAACCACATCCATCTAAATGACCTTACCACCTAC 

AATTTGGATTTGAAATAGAAGCAATGTGTAAAATATAGGGAAAGGATTAGGAGTGTTAAC 

CATACTAAAATTTTTCTTATCCGAAACAGAAATCTAAAGTCGCCACTACGCAGATTAAAA 

TATGGTCATAAACTGCTTATTCTGAGAACTTTTGGTGGTCCAGCGTGGTTTATC 

GGTATTGCCTTGGATCCGTGAATGCATCATATTGATGAGTTTGAACATTGTTACTAACAT 

TTTTTACAATTGTACACTTCGTATGTGCACGATATGTTTCCC 

GTCTTTCAGAATCAAGCAAAAAATGGCTAAGGCTAAGAAGCAAAACAGACCATTGCCACA 
ATGK5ATCAGATTGAGAACCAACAACACTATCCGTTACAACGCTAAGAGAAGAAACTGGAG 
AAGAACCAAGATGAACATCTAA 

YJL189W, 51 aa (SEQ ID NO 162) 

MAAQKSFRIKQKMAKAKKQNRPLPQWIRLRTNNTIRYNAKRRNWRRTKMNI 
YJL190C, 893 bp, CDS: 501-893 (SEQ ID NO 163) 

TCTCGACAGCCCAAAAGCCGAATTGCGTTAGTTAGCCCACGCGCGAGCGTAAACGCAAGG 

ACCATTGAGCTTGGAACAGAAGGAGTCGCTTCGGCGTCCCCGCCAAGGCGTACTGTTTGC 

CTCGGCCTGCCGCGTGGTGGTGGTAGTTTGAGCCGGAGCCTAAAACGCCCATAAGTTTTT 

TGAAAATCAAGCTAAAAAATGAAAAAAAAAAAAAGTTAAATTGGTACTGTGCGCCCATAC 

ATCACATACTTAAAAGTGTGTAATTCCTCTATACATCCACACCTCACTATTTGAAAAACT 

CAAATATTGAGGACGCGCGATTACCAGCGGCATGTTTACTCGCTGGAAGATGTGAAATAA 

TTCTTGAATATGGGTTTGCAGTTAGTCAATTTCAATCTAAATAATCT^ 

AATTCTTAAATTGTAAGGTTTTTTAATGGCCTTTC 

GACCAACATACATATCCAAGATGACCAGATCTTCCGTTTTAGCTGATGCTTTGAATGCCA 

TTAACAACGCTGAAAAGACCGGTAAGCGTCAAGTTTTAATCAGACCATCCTCCAAGGTCA 

TTATCAAGTTTTTGCAAGTTATGCAAAAGCACGGTTACATTGGTGAA 

ATGACCACAGATCTGGTAAGATTGTTGTTCAATTGAACGGTAGATTGAACAAGTGTGGTG 

TTATTOCCCCAAGATTCAACGTTAAGATTGGTGACATTGAAAAATGG 

TGCCAGCCAGACAATTCGGTTACGTCATCTTGACCACCTCTGCTGGTATCATGGACCATG 

AAGAAGCCAGAAGAAAGCACGTTTCTGGTAAGATTTTGGGTTTCGTTTACTAA 

YJL190C, 130 aa (SEQ ID NO 164) 

MTRSSVLADALNAINNAEKTGKRQVLIRPSSKVIIKFLQVMQKHGYIGEFEYIDDHRSGK 
I WQLNGRLNKCGVI S PRFNVKIGDI EKWTANLLPARQFGYVI LTTS AGIMDHEEARRKH 
VSGKILGFVY 

YJL197W, 4265 bp, CDS: 501-4265 (SEQ ID NO 165) 
CTTCTTCGGGGTTCCCCAATGTCACTGCCATCTCTAAAGTAGATAGAAAGGGCGATCGCT 
ATTTAAGTGTCATGACTTTCTTAACGAGAGGTGTTCCA 
GTGTCATTACICTAGGTTATGGTATCATGGCATCTGrrcTCAA 

CGTAAGAGATACGTCTACGATAGCATGTAACAGCGTATATATAATCTATATGTATTCGAT 
TAATCCAACACTTCTGTTGTGTAGTCTAATGTTCGAAAAAAAGGTACGCTTCCCTGTTAT 
AATC AGGT AT ATTTCGTT ATTCTTAT AAGCT AAAAG ATT AAAAATTT^ TTTCCTT 
GAAATTTGGTCGGTTCGTGGAAAAATATTATTACGTATTGAAGAAGTGCATGAAGATAAA 
AGATGGGATTACTGGAAAAATAAAGGGAGGAAAATCCTGCAGAACGTTGTTGTTTCAATC 
GAAGGTTTCTTCATTCGAAAATGGGTTCTTCAGATGTTTCAAG 

TTTATAATGAAGATCCCGATTTCACCGATGGCACAACACCATGTGATCGGTTGGGAGTGG 
ACTTGATGAATGTTCTAGATGACAAGGATGAAATAAAGCAAGAGTCTGTCCCAGTCTCAG 
ATCGTGAAATTGAGGATACGGAATCCGATGCTTCCGCTGTTTCTTCATTTGCTAGCGCTA 
ATGAGTTAATAGCTGAGCCACACGCTGCAAGTGAAACTAATCTTGGAACTAATGGTCAAG 
ATGGAAGAAATGTCTTAGAACAACAAAGAGACGTGGTTGCTAGACTAATAGAAGAAAACA 
AGGAAACGCAAAAAGAGGGTGATAAAGTCTGTATTGTCCCCAAGGTTTGGTACGATAAAT 
TTTTCGACCCCGATGTTACCGATCCTGAAGATATAGGCCCTATTAATACACGCATGATTT 
GCAGAGACTTTGAAAATTTTGTGCTTGAGGATTACAATAGATGTCCGTATCTGTCTATTG 
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CAGAGCCTGTTTTCAATTTTCTATCAGAAATTTACGGCATGACAAGTGGCT 

TGGTAACTAATTTGGTTATCAACCAAACCACAGGGGAGTTAGAGACAGAATACAATAAAT 

GGTTTTTCAGACTACATTACCTGACCGAAAAACAAGACGGGAGGAAAAG^ 

AGGACGATTCAATAATGTACCTCTCGATGTCT^CGTTGAATTTAGTACGTGATTTGGTTC 

AAAAGAGTATGAATCTGTTTTTTGAGAAAGCTGATCATCTAGACGTGAATGC 

TTAAAATTTGGTTTGTGTCAGAGGGATCTGATATTGCCAC^ 

TTTTGAATTCTTCATATGAAATAACTCCGCTTCAATTTCTC 

TACTAATACCAGACATGTTTGAAAACCGTTTAGACAAGATAACTTCAAATCCGAGTGACC 

TTGTCATAGAAATTAAACCTATAGAAGGGAATCACCATTGGCCTTCAAACT^ 

ATAATAAACTCGAACCAGCATCAGGTACTACTGGTTTGGTCAATTTGGGAAATACATC 

ACATGAATTCTGCGTTGCAATGCCTGGTACACATTCCGCAGTTGCGTGAT^ 

ATGATGGTTATGAAGACGAAATCAATGAAGAAAATCCTCTTGGGTACCACGGCTATGTGG 

CTAGGGCATTTAGTGACOTGGTTCAGAAGTTGTTTCAAAACAGGATGAGCATAATGCAAA 

GAAATGCTGCTTTCCCCCCTTCAATGTTCAAATCCACTATCGGGCACTTTAATTCGATGT 

TTTCTGGTTATATGCAACAGGATTCTCAAGAATTTTTAGC 

ATGAAGATTTGAACAGGATAATAAAGAAAGAATACACAGAAAAACCATCATTATCTCCTG 

GTGATGACGTGAATGATTGGAATGTAGTCAAGAAACTGGCAGACGATACTTGGGAGATGC 

ATTTAAAGAGAAATTGTTCCGTTATAACGGATTTATTTGTCGGGATGTACAA^ 

TATATTGTCCCGAATGTCAAAATGTTTCTATAACGTTTGACCCGTATAATGA 

TGCCGCTTCCGGTTGATACAGTGTGGGATAAAACTATAAAAATTTTTCCCATG 

CACCACTTCTTCTTGAAGTTGAGTTAAGC 

ATGTTGGTAAAATGTCGGGCCTAGATCCAAATACACTATTTGGCTGTGAGATTTTCAGTA 

ATCAAATCTATGTTAACTATGAGTCAACAGAGTCGAATGCTCAATTTTTAACCTTGC^ 

AATTGATCAAACCTGCTGATGACGTTATTTTTTATGAATTACCAGTAACAAATGACAATG 

AAGTAATTGTTCCCGTATTGAATACTAGAATTGAAAAAGGCTACAAAAATGCAA 

TTGGAGTCCCTTTCTTTATTACGTTAAAAGAAGATGAATTGAATAATCCAGGTGCAATAA 

GAATGAAATTGCAAAACAGGTTTGTCCATTTAAGTGGTGGGTATA 

CTGTAGGAAATCGAACCGATTTTGCTGATGCTTTTCCATTATTAGTAGAAAAATATC 

ATGTTGAATTTGAACAATATAAAGATATACTACAGTATACGTCTATTAAGGTGACTGACA 

GTAATAACCGAACAGGGCCTAATTTCTGGACCCCTATCTCCCAGTTAAACCTTGACAAAG 

CTACAGATATAGACGATAAACTTGAAGATGTGGTGAAGGATATCTACAATTATTCATCCT 

TAGTAGATTGTGCTGAAGGGGTCCTTATGCAAGTGGATGATGAGGGAGATACCGAGGGTA 

GTGAAGCAAAGAATTTTTCCAAGCCCTTCCAATCGGGAGATGATGAAGAAAATAAAGA^ 

CTGTAACAAATAATGAAAATGTAAATAATACTAATGATCGGGATGAAGATATGGAACTAA 

CAGATGATGTTGAAGAAGATGCAAGTACAGAGCCAGAATTAACAGATAAGCCAGAGGCGT 

TAGATAAAATTAAGGATAGCTTGACTTCCACTCCGTTTGCGATTCTTTCTATGAATGATA 

TTATTGTTTGTGAGTGGAGCGAATTGGGTTCAAATGAGGCATTTTCCGATGAT 

ATAACTGGGAAAATCCAGCTACTTTGCCTAACAAAGAGTTGGAGAACGCTAAGTTGGAAA 

GATCTAACGCTAAGGAAAGAACCATAACCTTGGACGATTGTCTCCAATTATTTTCCAAAC 

CAGAAATACTAGGATTAACCGATTCGTGGTACTGCCCTACATGCAAGGAACATCGTCAGG 

CTACCAAACAAATACAACTTTGGAATACACCAGATATTCTGCTAATTCACCTTAAAAGGT 

TTGAAAGTCAAAGGTCTTTTAGCGATAAAATTGATGCCACGGTTAATTTCCCCATTACA 

ATTTGGATCTGTCGAGGTACGTTGTCTATAAAGATGATCCCAGAGGTTTAATCTATGA 

TGTATGCAGTAGATAACCACTATGGTGGTTTGGGTGGTGGGCACTATACCGCGTACGTAA 

AGAATTTTGCCGACAATAAATGGTACTATTTTGATGATTCTCGA 

CAGAAAATAGTATAGCTGGATCGGCTTATTTGCTATTTTACATTCGCCGTCATAAAGATG 

GCAATGGATTAGGCAGCTCTAAACTACAGGAAATA^TCCAAAAGTCACGCCACGGATATG 

ATGAGCGTATCAAAAAGATATACGATGAACAGATGAAGTTGTATGAATTTAATAAGACTG 

ACGAGGAGGAAGATGTTTCTGATGATATGATAGAATGTAATGAAGATGTGCAGGCCCCTG 

AATATAGTAATCGTAGTTTGGAGGTTGGGCATATTGAAACTCAGGACTGCAACGACG^ 

ATGACAATGATGATGGTGAGAGGACAAATTCAGGTAGGAGAAAGTTAAGATTGTTGAAAA 

AAGTCTACAAGAATAATTCAGGCTTGGGTTCATCGAGTACGTCTGAAATATCTGAGGGAT 

GCCCAGAAAACGAAGTCGCTGATTTGAATTTAAAAAATGGTGTGACACTAGAATCGCCAG 

AATAA 

YJL197W, 1254 aa (SEQ ID NO 166) 

MGSSDVSSRECSLVYNEDPDFTTCTTPCDRLGVDUINVLDDKDEIKQESVPVSDREIEDT 
ESDASAVSSFASANELIAEPHAASETNLGTNGQDGRNVIiEQQRDWARLIEENKETQKEG 
DKVCIVPKVWYDKFFDPDVTDPEDIGPINTI^ICRDFENFVLEDYNRCPYLSIAEPVFNF 
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LSEIYGMTSGSYPWTNLVINQTTGELETEYNKWFF 

LSMSALNLVW5LVEKSMNLFFEKADHLDWAVDFKIWFVSEGSDIATDSNVSTFLNSSYE 
ITPLQFLELPIKKLLIPDMFENRLDKITSNPSDLVIEIKPIEGNHHWPSNYFAYNKLEPA 
SGTTGLVNLGNTC YMNSALQCLVH I PQLRDYFLYDGYEDEINEENPLGYHGYVARAF SDL 
VQKLFQNRMSIMQRNAAFPPSMFKSTIGHFNSMFSGYMQQDSQEFLAFLLDSLHEDLNRI 
IKKEYTEKPSLSPGDDVNDWNWKKI^ 

NVSITFDPYNDVTLPLPVDTVWDKTIKIFPMNSPPLLLEVELSKSSTYMDLKNYVGKMSG 

LDPNTLFGCEIFSNQIYVNYESTESNAQFLTLQELIKPADDVIFYELPVTNDNEVIVPVL 

NTRIEKGYKNAMLFGVPFFITLKEDELNNPGAIRMKLQNRFVHLSGGYIPFPEPVGNRTD 

FADAFPLLVEKYPDVEFEQYKDILQYTSIKVTDKDKSFFSIKILSVEKEQQFASNNRTGP 

NFWTPISQLNLDKATDIDDKLEDVVKDIYNYSSLVDCAEGVLMQVDDEGDTEGSEAK^ 

KPFQSGDDEENKETVTNNENVNNTNDRDEDMELTDDVEEDASTEPELTDKPEALDKI 

LTSTPFAILSMNDIIVCEWSELGSNEAFSDDKIYNWENPATLPNKELENAKLERSNAKER 

TITLDDCLQLFSKPEILGLTDSWYCPTCKEHRQATKQIQLWNTPDILLIHLKRFESQRSF 

SDKIDATVNF P ITDLDLSRYVVYKDDPRGLI YDLYAVDNHYGGLGGGHYTAYVKNFADNK 

WYYFDDSRVTETAPENSIAGSAYLLFYIRREiKDGNGLGSSKLQEIIQKSRHGYDERIKKI 

YDEQMKLYEFmTDEEEDVSDDMIECNEDVQAPEYSNRSLEVGHIETQDCNDEDDNDDGE 

RTNSGRRKLRLLKKVYKNNSG LG S S STSE I SEGC PENEVADLNLKNGVTLES PE 

YJL198W, 3149 bp, CDS: 501-3149 (SEQ ID NO 167) 

TGTCGTATTTCCACTGATTTGGATGTATGTTGCATGGTGCTAGATTGTGAATAAATCAOT 

TCCACTGGTTTCTAGCAGAGGTAAGAAAATCAGTAGTAGCGGCAGCAGCCAAGAAAAATG 

GCAGCCTGGCAAGCAGCGAAGGCCATCTGTGCTGCATTTCCACACTCCTTGTATGACTGC 

ATACGCATAAAGAGGTGCCTTGCTGTAGGCGTATATGATCCTAAGCAACAGAGAAACCAC 

GGTTCTCTTCTCTTCTTATTTCGTTATTGTCTTCCCTTTTTACTATGGGT 

TAAAGCGGGGCGCTCACAATATCGCCGCAGCTACAGCCGTTTTTTTTTTTCT 

TTTGCGCTGCTTCTCGAAGAATGAATGGCTCACTGAAAAATTTTGATTCATCGATATAAA 

GAACACTGTTCACTTCGATGTCATCCGGCCAATAAAGTTGTTTTTAGGATAAACGAGTAA 

GTGGTAGCTGGTACAGGATCATGAGATTTTCACACTTCTTGAAGTACAATGCTGTCCCAG 

AATGGCAAAACCATTATATGGACTACAGCGAGCTGAAAAATCTTATTTACACGCTACAAA 

CAGATGAACTTCAGGTTGGTGATAACGAAGAAGGATTTGK^GCAGGAAAGAGCTCTAACA 

TTACAGATAGGTTCAAAAACAAGTTTTCTTTTAAAAATGCGAAGGAAGATACGTCTTC 

GTATGAACAAAGATGCAGGCATCGTTGAGGAAACCATCGAGTTGCGAGAGTTGCCTACTG 

CTCAGACGGTCGCTGCCAAACCTTCTCCTTTCAGAAGAATGAAGGAAAAGATATTTTACA 

AAAGAAGGTCGTCTTCCGCATCGTCCGTCTCCTCCACGGCCAACGAAAATCTGCAATTAG 

ACACTTATGATACGTTTGTTGGTGATTTAACAGCTGAAAAACAGAAAGTAGATGAT^ 

ATAAGAGGACAGAAGCGAAGTTCTACGACAAATTTGACGCGCTGGTGAAGGACCTGAAGA 

AAATCGGAGTTATAGAATACGATATCGACGATGATACTCTGTTTAACGAACCGATTGCCA 

GCACAAATGACGAAGTTCCCCCACTAGACTTGGATGATGACGAAGACGACGACGAATTTT 

ACGATGATCAATCTAATATTGAAGATAATACTGCTTTGCTGCATCATTCGCAGTATAACA 

TTAAGTCTCAGAAAAAATCGCTGTTGAAGAAGTCGATCGTAAACCTATATATCGATCTT^ 

GCCAGTTGAAGTCGTTCATCGAATTGAACCGCATTGGGTTTGCAAAAATT 

CAGACAAAGTTCTTCACTTGAATACAAGAACCGAACTGATCGAATCGGAGCAGTITrTCA 

AAGACACATATGCATTCCAGGCAGAAACGATCGAATTGCTAAATTCCAAAATTTCCCAGC 

TAGTCACATTTTATGCGCGCATCACTGACCGGCCTCATAATATCTCGCATAGCAAGCAAG 

AGTTGAAATCCTACCTGCATGACCACATTGTTTGGGAAAGAAGTAACA 

TGTTGGGACTGCTATCGCAAGCTGACGAGTTGACACCAAAGGAAACAGAATATAATGCAA 

ATAAGCTGGTAGGCAAGTTAGATTTGGAATACTACAGATGGCCACTACCCAGACCGATAA 

ACTTAAAATTCACTAGTATAAACAACGTTGCACTACCGAAATTATTTTTCACCAAGAAAG 

CATACAAGATTTAC^TTATTATTCTAGTCACTGGACTCTTGTT 

ACGACGCTGCTCAGCACCGCTGCATGGCCCTTGTCGAGTG 

GTGAGGCCATCCCATTACACATTACAGCAOT^ 

AAGTCCTAAAAACCTCCGACGGGGCTATAATGAGTGCTGCAAGCGCTTCATCAGAAATTT 

TGGCCGCCATGTGGTCTTCTACAATTATGATTCTGCTGGCAGGTTTTACTTTGGG 

TACTTGCACAATATAACATCGCCAAAGTTCTTGCCTCGTGGTTGTTGGCCTTC 

GTAAACCCAGAAACGTTCTTTTAATGGCAATGTGTGTC 

TTTCCAATGTCGCAGCACCTCTTCTAACATATTCGTTGTTATCTCC 

TGGATGCAGATAGCCCATTTGCGCAAGCATTGGTGTTAGGTGTAGCGTTGGCTC 

TCGGTGGTATGTCTTCACCAATCTCTTCACCTCAAAACATCATTTCCATGTCGTACTTGA 

AACCCTATGGTATTGGCTGGGGCCAATTCTTTGCTGTTGCATTC 
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CCATGCTTTTGGTTTGGATTTTATTGTTC 

AAAAATTTAAGCCTATTAAGACGAAATTCACAGTTAAGCAGTATTATATCATTACTGTCA 
CrcTGGCCACTATTTTGTTGTGGTGTGTGGAAAGCCAGATTGAAG^ 
CAGGTCAAATTGGAATCATTCCCATCGTTTTGTTTTTTGG 
AAGATTTAAATGCCI^CCGTGGTCAATCGTTATTTT^ 

GG AAGGCCGTCTCATCCTCGGGTTTGCTATGAACCATTGCAAAAGCATTACAAAAGAAAA 

TTGAGAATGATGGTGTTTTTGCCATTCTATGTATTTTCGGTATCCTGATG 

GTACTTTCGTCTCGCATACAGTATCCGCTATTATCATCATTCCCTTGGTGCAAGAAGTTC 

GTGACAAGCTTGGCAACCCCAAAGCTGCTCCTATCCTTGTTTTC 

CATCCTGTGGTATGGGACTAGCTTCTTCGGGGTTCCCCAATGTCACTGCCATC 

TAGATAGAAAGGGCGATCGCTATTTAAGTGTCATGACTTTCTTAACGAGAGGTGTTCCAG 

CTTCTATTTTGGCTTTCCTATGTGTC^ 

TCAAGGGTAACGCAACCTCTGCGTAA 

YJL198W, 881 aa (SEQ ID NO 168) 

MRFSHFLKYNAVPEWQNHYMDYSELKNLIYTLQTDELQVGDNEEGFGAGKSSNITDRFKN 
KFSFKNAKEDTSSGMNKDAGIVEETIELRELPTAQTVAAKPSPFRRMKEKIFYKRRSSSA 
SSVSSTANENLQLDTYDTFVGDLTAEKQKVDDFYKRTEAKFYDKFDALVKDLKKIGVIEY 
DIDDDTLFNEPIASTNDEVPPLDLDDDEDDDEFYDDQSNIEDNTALLHHSQYNIKSQKKS 
LLKKSIVNLYIDLCQLKSFIELNRIGFAKITKKSDKVLHLNTRTELIESEQFFKDTYAFQ 
AETIELLNSKISQLVTFYARITDRPHNISHSKQELKSYLHDHIVWERSNTWKDMLGLLSQ 
ADELTPKETEYNANKLVGKLDLEYYRWPLPRPINLKFTSINNVALPKLFFTKKAYKIYFI 
I LVTGLLLGI KTFNDAAQHRCMAL VECVAFLWASEAI PLH ITAFL VPLL WLFKVLKT SD 
GAIMSAASASSEILAAMWSSTIMILLAGFTLGEVLAQYNIAK\nASWLIJ^AGCKPRNVL 
LMAMCVVFFLSMWISWAAPVLTYSLLSPLLDAMDADSPFAQ 

ISSPQNIISMSYLKPYGIGWGQFFAVALPSGILAMLLVWILLFTTFKMNKTKLEKFKPIK 
TKFTVKQYYIITVTVATILLWCVESQIEGAFGSSGQIAIIPIVLFFGTGLLSTQDLNAFP 
WSIVIIJVMGGIALGKAVSSSGLLSTIAKALQKKIENIXjVFAILCIFGILMLVVGTFVSHT 
VS AI III PLVQEVGDKLGNPKAAPI LVFGC ALLSSCGMGLAS SGFPNVTAI SKVDRKGDR 
YLSVMTFLTRGVPASILAFLCVITLGYGIMASWKGNATSA 

YJR049C, 2093 bp, CDS: 501-2093 (SEQ ID NO 169) 

ACTGCCATCTCTTCCATTCTTTGAAAAGATTAOTAA 

GCATTTCATTTAAAGACGGATCATATATTCTTGTGCTTTTTTG 

CTTGTCGCTTCCATTCGTTGGCCTCTTTTATGGATTTTACCTC 

TCTGGTAACGTGAATAATCCTTGTATCCACCTGCCGACTCTGCTTGCTGCTCTTG 

GTACCAGAACTX3AGTTGGCCTTATCTACATTTCTACTCATTTTGAATGC^ 

ATTACTGATGTGGTGCGCCTTGCGATATAACGGTGTGTCACTTTTATTTG^ 

CATCCTGAAATTATTTCACCGCACTACGCAAAGAGAACGGAGAAAAAGGTATAATAGGGC 

AAATGATCATTGACATCGTGATCGTAAGCCAAAAAAAAATACAATAGGCTCCCTAAATAA 

GTAGAGTAAAAGCTCTTGAGATGAAGGAGAATGACATGAATAATGGCGTAGATAAATGGG 

TAAATGAGGAAGATGGTCGAAATGATCATCATAAGAACAATAATAACTTGATGAAGAAGG 

C C ATG ATG AAC AATG AGC AAATTGAT AG AACTCAGG ATATCG AC AACGC C AAAG AAATGT 

TGAGGAAAATATCAAGTGAAAGCAGCTCGCGCAGAAGCTCCCTGTTGAATAAAGATTCAT 

CTCTCGTGAACGGCAATGCAAACAGTGGCGGTGGTACGAGCATTAACGGAACAAGAGGAA 

GTTCTAAGAGTAGTAATACACACTTTCAGTATGCCTCCACGGCGTATGGTGTAAGAATGT 

TGAGTAAAGATATATCTAATACCAAAGTGGAACT^ATGTGGAAAATTTGATGATTGTTA 

CGAAACTCAACGATGTCTCACTGTATTTCTTAACAAGAGAGTTGGTAGA^^ 

TACATTTTCCACGTGTGACTGTTTATGTGGATTCCGAATTGAA 

CCGCTGGCGAGTTATGTGAAGATAGTAAATGTAGAGAATCAAGGATCAAGTATTGGACAA 

AGGATTTCATCAGGGAACATGATGTTTTCTTCGATTTGGTAGTGACTTTGGG 

GTACTGTTCTTTTTGTAAGTTCCATTTTTCAGAGACATGTACCACCCGTTAT 

CATTAGGGTCTCTAGGATTTTTAACAAATTTTAAGTTTGAACAT^ 

CTCGGATTATGAATCATAAAATCAAGACAAATTTACGGTTGAGGTTGGAGTGCACAATTT 

ATCGTAGACACCGCCCTGAAGTAGACCCAAACACGGGGAAGAAAATATGTGTGGTGGAAA 

AACTAAGCACACACCACATTTTGAACGAAGTGACCATCGATCGTGGTCCAAGTCCTTTTC 

TATCCATGTTAGAATTGTATGGTGACGGCTCATTAATGACCGTTGCGCAGGCGGACGGAC 

TGATTGCTGCTACTCCGACTGGGTCCACGGCCTATTCT1TCAGTGCAGGTC 

TATGCCCAACCGTCAATGCAATCGCTTTAACACCCATTTGTCCACATGCATTGAGTTTCA 

GACCCATCATCTTACCAGAAAGTATAAATTTAAAAGTGAAAGTCTCGATGAAGTCAAGGG 
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CTCCAGCATGGGCGGCTTTTGATGGGAAAGATAGAATTGAATTGCAAAAAGGTC 
TAACCATATGCGCCAGCCCATATGCTTTTCCAACCGTC 

TTAACAGTATCAGTCGACAACTAAACTGK3AATGTGAGGGAACAACAAAAGTCCTTTACGC 
ATATTTTGTCCCAAAAGAACCAAGAAAAATATGCACATGAGGCGAACAAAGTCAGAAATC 
AAGCAGAACCTTTAGAGGTAATAAGAGATAAATACTCTCTGGAAGCAGACGCTACTAAGG 
AAAACAACAACGGAAGCGATGATGAGAGCGACGATGAGAGTGTAAACTGCGAAGCTTGCA 
AATTAAAGCCTTCGAGCGTCCCAAAACCTTCTCAAGCAAGGTTTTCAGTATAA 

YJR049C, 530 aa (SEQ ID NO 170) 

MKENDMNNGVDKWVNEEDGRNDHHNNNNNLM^ S SE 

SSSRRSSLLNKDSSLWGNANSGGGTSINGTRGSSKSSNTHFQYASTAYGVRMLSKDISN 
TKVELDVENLMIVTKLNDVSLYFLTRELVEWL^ 

DSKCRESRIKYWKDFIREHDVFFDLVVTLGGTOTVLFVSSIFQRHVPPVMSFSLGSLGF 
LTNFKFEHFREDLPRIMNHKIKTNLRLRLECTIYRRHRPEW 

I^EVTIDRGPSPFLSMLELYGDGSLMTVAQATCLIAATPTGSTAYSLSAGGSLVCPTVNA 
IALTPICPHALSFRPIILPESINLKVKVSMKSRAPAWAAFDGKDRIELQKGDFITICASP 
YAFPTVEASPDEFINSISRQLNWNVREQQKSFTHILSQKNQEKYAHEANKVRNQAEPLEV 
IRDKYSLEADATKENNNGSDDESDDESVNCEACKLKPSSVPKPSQARFSV 

YKR094C, 1255 bp, exonl: 501-508, intronl: 509-876, exon2: 
877-1255 (SEQ ID NO 171) 

AGGTTGTGTTCTTCAATGATGGGCAATGCAATTTGGCGTTAAGCGCCTC 
AACAGCGAAATTTATGACATATTATTTCGAACCTTTTACAAACTAGTAGATTTAGTGATT 
TATTACCTATTGGCATTCATTTGTGTTCTATATGTGGATGAGGATAGCCGCCTTTC 
CATCGGAGGCCATATCATCTTTCGACAATCC 

TAATAGATTTGTGTAGTTGTC TGGGTGC AATCTTTCCATTTTTGCTG AACTTTT^ 
TTTTCATGTTTTTCAGATTCTGAAGTACCGCAATAGGATAT^ 

GATCCGCCTCATACTAGCCATTACCCATCTATCCCAGGCATTATGGGTATGCAACTCATA 

ATCTCAAATACACAAATAAGAGCAACCTTATATATCACTTTTTCCCGTTCAGCAAGAGGT 

AAAGCCACCJUUVGGTTCAAAATGCAAATGTATGTTACGGCGAATAC^GAATACTATGTTC 

GAAATAATATGAGGATTATACGATAGCAAAAAAGCCATAAACGAAAGACATAAATGGAAA 

ATGATTGACAAGCTCACAATTTATTAAACAAGTAGCAATTGAGAAAAACTATTACTCGCG 

GCAAGCTTCTGAGTTTACATTAAATCTGTAGAGCAAATTGAAAATGTCGCATAT 

AAGGGTTTGTTTGTTCCATCTTATTTTGCATAACATAGTTATATT^ 

AAAATATTTTTTACTAACGTGAAGTTTCTTTCTTTATGATGTACGCACGCAC 

TTACTCCATAAATGAACTTATTCCAATTTTGTACAGCTTCGTTAAGACTTTGA 

GACCATCACTTTGGAAGTTGAATCTTCTGACACCATTGACAATGTCAAGTCCAAGATCCA 

AGACAAGGAAGGTATCCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCAATTGGA 

AGACGGTAGAACTCTATCTGACTACAACATCCAAAAGGAATCCACTTTA(^TTTGGTCTO 

GAGATTAAGAGGTGGTATCATTGAACCATCTT^AAAGCCTTGGCTT 

TGACAAATOTGTTTGTCGTAAATGTTACGCCAGATTACCACCAAGAGCTACCAACTG 

AAAGAGAAAGTGTGGTCACACCAACCAATTGCGTCCAAAGAAGAAGTTGAAATAA 

YKR094C, 128 aa (SEQ ID NO 172) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 
IQKESTLHLVLRLRGGIIEPSLKALASKYNCDKSVCRKCYARLPPRATNCRKRKCGHTNQ 
LRPKKKLK 

YLR040C, 1175 bp, CDS: 501-1175 (SEQ ID NO 173) 

AGCTCTCAAACAACTAATACTATAAGTTCAAGTACAAGCACAGGAGGTGTAGGTTCAGTC 

AAGCCATGTCTTTACTTCGTTTTAATGTTAGAAACAATCGCT^ 

AATATATTAGGTTCAAGGTCTTCGCAGGTGTAAGAAAACCCGTGGTCTCCATATTCTTAA 

GTATGATAAATAAAAAAAAACTTAATAAATTATTAATTGCTC 

TAGTTTTTAATATTTCAAACGTTATCTTCATTGAACGCCCAAATAGGG 

AAATTTTTTATTGCTGTCATCCAAGGCTATGCTAGAAAATTCi^ 

AAAAGACACTCTCAATCGAGAAAGTTTATTCTTTGTTATTCTGCTTTACCT 

CCGGCGTATTGTTTCTAATCAAGTGATTTCGATATCCAGTTACGAACCATTT 

CCTGAAAATATTGCGTATC AATGAT ATTTGCTCCTTCTTTCTC C CTC ATTAAAAATATTC 

TCCTGGTAAGCTTTCTAATCAGCCACAGTTTTGCTGCC 

ATGACGATACACTTGCCAGGTCCGCAGCTGCAGATGCAGACATGGCATTCTTCATGGAGT 
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TTTTAAACGATTTCGACACCGCTTTTCCACAGTATACCTCATACATGATGCAAAACCATO 

TAACCCTACCTCAACCTGTTGCTGACTACTACTATCACATGGTTGATTTGGCCTCAACAG 

CAGATTTACAATCTGATATTGCTCAGAGTTTTCCGTTCACTCAATTCCAAA 

CGGCCTTTCCATGGTATACCTCTTTGCTAAACAAAGCCTCCGCCACCACCATATACCTTC 

CCCAACACTTCATAACAGGTGAGACAGAAGCTACCATGACTAACTCATCTTATGCCAGCC 

AAAAAAACTCCGTTTCCAATTCTGTTCOTTTCTCGACAGCGAACGCAGGCCA 

TTTCCATGGCTAATGAAGAAAACAGTACAACAGCACTTATATCCGCATCAAACTCTTCTT 

CAACATCCAGAACTAGTCAATCACAGAATGGTGCCCATGCCAAAAGCTTATATTTCCCCA 

TGGCGTTGTTCGGAATCTTTGCAGTTGCCCTTTAA 

YLR040C, 224 aa (SEQ ID NO 174) 

MIFAPSFSLIKNILLVSFLISHSFAAKTLTSSSNDDTLARSAAADADMAFFMEFLNDFDT 
AFPQYTSYMMQNHLTLPQPVADYYYHMVDLASTADLQSDIAQSFPFTQFQTFITAFPWYT 
SLLNKASATTIYLPQHFITGETEATMTNSSYASQKNSVSNSVPFSTANAGQSMISMANEE 
NSTTALISASNSSSTSRTSQSQNGAHAKSLYFPMALFGIFAVAL 

YLR048W, 1618 bp, exonl: 501-590, intronl: 591-949, exon2 : 
950-1618 (SEQ ID NO 175) 

GCACCCTTTTTCTTTTTCAATAACAAAAAAGAGCTTGGGCA 

AATATTTCCCTTTTTACATCCGTACATATAAAATGTAAAC 

TACCTATTTCTTAAAGGCCTTTGTCACTTCTT^ 

GCCTACTTTGAAAAATTTACCAAGGCGAAATTGAGTGCGKTTAGGCGGAAGTTCCAGG 

CGGTCACCGAACCTTTGTGCTGTTTCGAACGAGGGTCCCGCTGGAGGTTGACGGACGCGG 

GAGGAGCTGGAAAGATGGAATGGAAGGACTGCAACACTCAGTAAGAAGGTTCGTGGTAGG 

GAACATCACCTTCTCTAGTTCCTGTAAAAATAATATGATCAAGTTTGAATCCTCGTATTG 

AAAAATCGCGAGTTATTAAGTGTGTAATTTAGAATACCGAAATAGCACAAGAAGAGATAA 

GATAAGATACTGATAGGATAATGTCTTTACCAGCTACTTTTGATTTGACTCCAGAGGATG 

CCCAACTTTTGTTGGCCGCTAACACCCATTTAGGTGCTAGAAACGTTCAAGTATGTACAC 

ATATCCCATACGATTATGTTCTATAGATGATAATAGGTCTCGAAAAGAATATGTCCCCGA 

TTTAATCATATTTGGAGGTCAGAGGACCAAAGGTAATTTCAGAGGAAT^ 

GGGTTTAGAAGAGTTAGAATTTCACTTCTTAGTGAGGGTAAGGAGAAGAAACTCAATAAG 

AATATACATCCTCGACTGTGTCAAAGATTATGAACTCCGATGAAACAGTAAAACGTCAAA 

AAATTCCACGGGATATAATTCGGTACTTTATTGGATATGGAAGAAAACATTATATATGCA 

CAAATGAACGCTCTTACTAACATAATTTATCTTTCC 

ACCATACGTTTTCAATGCTAGACCAGATGGTGTTCACGTTATCAATGTTGGTAAGACCTG 

GGAAAAGTTGGTTTTGGCTGCTAGAATTATTGCTGCCATTCCAAACCCAGAAGA 

TGCCATCTC1TCCAGAACCTACGGTCAAAGAGCTGTCTTGAAATTTGCTGCTCACACTGG 

TGCTACTCCAATCGCCGGTAGATTCACTCCAGGTTCTTTCACTAATTACATCACCCGTTC 

TTTCAAGGAACCAAGATTGGTTATTGTTACCGACCCAAGATTAGACGCTCAGGCCATTAA 

GGAAGCTTCTTACGTTAACATTCCAGTCATTGCTTTGACTGATTTGGACTC 

ATTTGTTGATGTCGCCATCCCATGTAACAACAGAGGTAAGCACTCCATCGGTTTAATCTG 

GTACTTGTCGGCTAGAGAAGTTTCGAGACTAAG 

ATGGTCCATCATGCCAGATTTGTACTTCTACAGAAACCCAGAAGAAGTTGAGCAAGTTGC 
TGAAGAAGCTGCTGCCGCTGAAGAAGGTGAAGAAGAAGAAGTTAAGGAAGAAGTCACTGA 
AGGTCAAGCTGAAGCTACTGAATGGGCTGAAGAAAATGCAGACAACGTTGAATGGTAA 

YLR048W, 252 aa (SEQ ID NO 176) 

MSLPATFDLTPEDAQLLLAANTHLGARNVQVHQEPYVFNARPDGVHVINVGKTWEKLVLA 
ARI I AAI PNPEDWAI S SRTYGQRAVLKFAAHTGATP IAGRFTPGSFTNYITRSFKEPRL 
VIVTDPRLDAQAIKEASYVNI PVI ALTDLDSPSEFVDVAI PCNNRGKHS IGLIWYLLARE 
VLRLRGALVDRTQPWSIMPDLYFYRNPEEVEQVAEEAAAAEEGEEEEVKEEVTEGQAEAT 
EWAEENADNVEW 

YLR088W, 2345 bp, CDS: 501-2345 (SEQ ID NO 177) 

CTTCCCATGTAGAATATCATTGTCAAACATACTACTACCGTGAGAATCCAATCTACTAAA 

AAGACCCAGCTAAAGTCCTTTTGGTGTGTCAATGGAACACCACGTAATTGTGAAATAGCT 

TCCATGCTTGCTAACTTATTACCGTCAATAGAAGACTTGAGTCAGGTGGCTTTAATGAGT 

ACTATTCTTTTTTTTTTTCCAAAGAGCACTATGTTGATAA^ 

AGTATCCTGTAGCCTAGAAAGGTTGAAGCTTATAAAACCGTGCCAACAGCTTTATAGTGG 
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GGAGTTTGGCTTCCCTCTATTTGTATATTGATCGCCATC 

CATCGTGAACCTCTCACTTTAATGCCAGCGGTAGAAAAAAAAGTCATAAACAATACACGC 

CGGCTACACTTAGAAAGAAATGACATTTGCTGTCTTATAAAAGGACTTGACAGACCAAAG 

ACGCGTATAATACACCAAGAATGGCCTTATTGGAGAAGTTGCATCGAAGGATTGTTGATA 

TGGGGCTTGTCCCGCGTATAATCGCCTTATTACCAGTTATTTCCATGCTATGCGCTCTAT 

TTGGGTTTATTTCTATAGCTATTCTGCCTATGGATGGACAGTACAGAA 

CTGAGAATGCATTGATGCCTTCACAAGCGTATAG 

TTTTGAGGGGCTATCGATCTCAAATTAAAGAAATGGTAAACATGACTT^ 

ACAATTTGATGGGTTCTTGGTTACAAGAATTTGGTACTAAGACTC 

AACAATATGGAGAAACATTGTACGGTGTAATGCACGCTCCTAGGGGTGATGGAACAGAAG 

CGATGGTGCTTGCCGTTCCATGGTTTAATTCAGATGATGAATTC^TATTGGCGGCGCAG 

CTTTGGGTGTATCTTTAGCAAGATTTTTCTCACGTTGGCCAGTATC 

TTGTTGTCTTCAGCGAAAATCCTCGTGCAGCATTAAGATCATGGGTTGAGGCATACCATA 

CTTCCTTAGATTTGACTGGTGGTTCCATTGAAGCTGCTGTTGTC 

CGGAAGATTTCTTCGAGTATGTAGAAATCTCATACGACGGTCTGAATGGTGAGCTGCCCA 

ATTTGGATCTTGTCAACATCGCTATATCCATTACGGAACATGAAGGTATGAAAGTTTCTT 

TGCACGGTCTACCCAGTGATCAGTTAACTAATAATAATTTCTGGTCAAGATTAAAAATAT 

TATGCCTGGGAATAAGGGATTGGGCGTTGTCCGGTGTTAAAAAGCCCCATGGTAACGAGG 

CATTTAGCGGCTGGAGGATTCAATCTGTAACATTGAAAGCACATGGAAACAGTGGTCATC 

ATATTACTACATTTGGACGTATACCCGAAGCAATGTTTCGCTCTATTAATAACC 

AAAAATTTCACCAATCGTTCTTCTTTTATTTGTTATTAGCACCACGTCAGOT 

TTAGTAGTTATTTGCCAAGCGCTGTGGCTTTATCTATAGCATTCGCCATAAGTTCATT 

ATGCATTTATAAACAATGCn^ATGCAAATATATCCTTATTTTCCGAGTATAATT^ 

CGTTGTTGGTTTGGTTCGTGTCATTGGTGATATCATTTGTTG 

TACTTTCCAGAAAAATTCACATCTCAGAACCACT^^ 
TTTTATATTTCAGTTTGGTTTCAACATCTTTGC 

TGATCGGCACATTGGCATTTCCTATGACATTTGTGAAGACCATTGTTGAAAGTTC 

AACATGAGGTGACAACTCAATCCTCTAACCCAATAAAAACTGAGCCGAAAGATGAGATAG 

AGCTCGTCGAGAATCACATGGATACAACGCCAGCAACCCCCCAACAACAGAAACAAAAAC 

TAAAAAATTTAGTACTATTAATTTTGACAAATCCATTTATTTCAATAACCTTA 

TATTTTTTGATGATGAATTTCATGGATTTGATATAATAAACAAACTGGTTTCAGCATGGT 

TGGATTTGAAATGTTGGAGTTGGTTTGTACTTTGTA 

TGATATTAGCGTCATCGTTTGAATCTAAATCTGTCGTAGTAAGGTCGAAAGAAAAGCAAA 
GTTAG 

YLR088W, 614 aa (SEQ ID NO 178) 

MALLEKLHRRIVDMGLVPRIIALLPVISMLCALFGFISIAILPMDGQYRRTYISENALMP 
SQAYSYFRESEWNILRGYRSQIKEMVNMTSMERNNLMGSWLQEFGTKTAIYENEQYGETL 
YGVMHAPRGDGTEAMN^VPWFNSDDEF^IGGAALGVSLARFFSRWVWSKNIIVVFSEN 
PRAALRSWVEAYHTSLDLTGGSIEAAVVLDYSSTEDFFEYVEISYDGLNGELPNLDLVNI 
AISITEHEGMKVSLHGLPSDQLTNNNFWSRLKILCLGIRDWALSGVKKPHGNEAFSGWRI 
QSVTLKAHGNSGHDITTFGRIPEAMFRSINNLLEKFHQSFFFYLLLAPRQFVSISSYLPS 
AVALSIAFAISSLNAFINNAYANISLFSEYNLVALLVWFVSLVISFWSQAFLLIPSSGL 
LMTISHASCFLPLILSRKIHISEPLSYRLKNVAFLYFSLVSTSLLMINFAMALLIGTLAF 
PMTFVKTIVESSSEHEVTTQSSNPIKTEPKDEIELVENHMDTTPATPQQQKQKLKNLVLL 
ILTNPFISITLFGLFFDDEFHGFDIINKLVSAWLDLKCWSWFVLCIGWLPCWLLILASSF 
ESKSVWRSKEKQS 

YLR159W, 845 bp, CDS: 501-845 (SEQ ID NO 179) 
TCCGTCCCAAAGATAGCTTGATCATCCTAAGCGGGTCGCATTTTACTATCCCCAGTT 
AAGAATAACAAGGCTCAATGCATATGCTGTTTATCGTGCTCACAAGGCGGTATGACGTTT 
TTAGCAATGTAATTATATTAAAAAGATCTTC^ 

GAGAGCTATAAGCCGACGTGAAAGCTGCTGGTTCCAGCTTGGCTCATGTCGTCACCAGTC 
ACTAGTCACTTGGTCGCATTCATTGCTACTCATCTGCGAGTGAGCATATTTGAGATCTGA 
CTTGCCAAGGGATTAGAATCACGTAAGACTCTTGATCCTTAGAAGATATTTCTGACAAAG 
AACCACCTAAGCCATGCAAGTTTTTTTTTTCATTTGGTGGCGAA 

TTTCTTCTTGTACAAACGCCAAGCCCGATAGGTGAGACAATTCTTGAAGTAATGGACCTC 
TGAGTAAGCATATCAGTCGAATGAAGTTCCAATATGCGTTGGCCAAGGAACAGCTAGGCA 
GCAACTCGCGCAGTGGCGTCAAAAAACTAATAAGTAAACACCACTGGCTTCCGGAATACT 
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ATTTCTCTGATCTCTCATTTTCTGTTGTACA 

CTACAATCATATCTTGTATGCGGCCCGCAAACCAAGAGATTTATCCTTTGAGACATTGTG 
AGACCCTCCGTTCGCAACCGTGCTCTCTGTTTTCATCACTATATGCACGCTCTT^ 
GCTCCTGC^CTTTGCACGTGGCGGAGCCATCGCCCGGCTTCCATATGTACGGCTGCCACA 
CCTAA 

YLR159W, 114 aa (SEQ ID NO 180) 

MKFQYALAKEQLGSNSRSGVKKLI SKHHWLPEYYFSDLSFSWQQWDSRAI EKTTII SCM 
RPANQEIYPLRHCETLRSQPCSLFSSLYARSFQSSCTLHVAEPSPGFHMYGCHT 

YLR167W, 959 bp, CDS: 501-959 (SEQ ID NO 181) 

ATCAAAAGAGTGTTTCAAGTAAGTAAAAACATTTGAGCCT^ 

GAAATTAAACTTGGTTGGGGTTAATTATTTGATGGGTATATTAATTTC 

ATCGATAATAAATATTCTACAAAACCTTTATCAATAGTGGTGAAGTCTTTAGTGCGATCT 

ACCTGGGGTTAATGAACGAGAAGTTCTTGAGATATCTTTCCTGTTTACCTCCG 

TGTAAGGAATTGGGTTTATC ATTTATC ATTTATTTTAGTACAAAC TTTTTTTTTTGGCCC 

GGGCGCACTTTTTCAAGCGGTGGGAACTCATCAAAATGAAAAACTAGATACTTTTAGACT 

TATTAAATGGTTTAAATATTTTGAGATGTTCGTTATATCAGAAACTTCCTT 

TTTTATTCCAATACAAAGAAGTCACAAGATTACTTGGTAAGAAAGAAGCAGTT 

AATTTTGCCGACAAGCCAAGATGCAAATTTTCGTCAAGACTTTAACCGGTAAGAC 

CCCTGGAAGTTGAATCTTCTGACAOTATTGACAATGTCAAGTCCAAGAT 

AAGGTATTCCACCTGACCAACAAAGATTGATCTTTGCTGGTAAGCAATTGGAAGATGGTA 

GAACTTTGTCCGACTACAACATCCAAAAGGAATCTACTCTACACTTGfeTCTTGAGATTGA 

GAGGTGGTGGTAAGAAGAGAAAGAAGAAGGTCTACACCACCCCAAAGAAGATCAAGCACA 

AGCACAAGAAGGTCAAGTTGGCTGTCTTGTCCTACTACAAGGTCGATGCTGAAGGTAAGG 

TTACCAAATTGAGAAGAGAATGTAGCAACCCAACTTGTGGTGCTGGTGTTTTCTTGGOT 

ACCACAAGGACAGATTGTACTGTGGTAAGTGTCATTCCGTCTACAAGGTTAACGCTTAA 

YLR167W, 152 aa (SEQ ID NO 182) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYN 

IQKESTLHLVLRLRGGGKKRKKKWTTPKKIKHKHKKVKLAVLSYYKVD^ 

C SNPTCGAGVFLANHKDRL YCGKCHSVYKVNA 

YLR232W, 848 bp, CDS: 501-848 (SEQ ID NO 183) 

AGCCACCAATTCCACCAGGCCCGGCATTCAAGTACTTGTAAGAACACCAACAGGCAAAGT 

CAACACCCCAATCATGAAGTTGCAATGGGACGTTCCCTAC^GCGTCTGCTAAATCCCATC 

CAACCAATATGTCGGGGAATTGGTGGGCAAATGAGGTGATTCGGCCAATATCGAAATATT 

GCCCCGTGTAATACTGAACACCTGACAAACAGACCAGCGCCAATTCATCTTGATTTACCT 

CTATGGTATCCAGGATATCTTGAGTTCTGATATAAGTCTCTCCCTCGCGTGGCTCGATCT 

GAATAAAAACATTCTCAGGTTCCGAAATTCCATGAATriTGCACTGGTTGT^ 

AATAGTCTGATGGAAAGGAGCCCTTTTCAAAAAGGATCTTGAATCTTTO 

TATAAAACGTAATTAACAATGAATTCAAATTTGCAGTGAGACTATTCATT 

CATTTTCTTGAGCACCCACGATGGGGGOTAGTAGTGGAAGAATAGGTAAGTCAATGCTC 

CCCAAGGCACCTTTCCTCTGGCTTCTTCAGGATGTTTGAAATGCGATTCCACAGCACAAT 

CGCTCCACGCATCTAGCTCAGCATTAATTGAATTCCTAGTTGACTTCGGCATCAAACCTA 

AAGAATTCCCGCATAAGTACGTCACAGGCTTATCGTCGGACGATAGTCCCATGGATTTAA 

ATGTAGGGATGTTGAATTCATCCCTCAGAGATTCCGGATATTCTCCGTCTAATTCCAAAG 

CTTTCTCCATAATTACCAGTTTGTTTCTTTTTTCCACAGAATATTTAGG 

CGTATTGA 

YLR232W, 115 aa (SEQ ID NO 184) 

MGASSGRIGKSMLTQGTFPLASSGCLKCDSTAQSLHASSSALIEFLVDFGIKPKEFPHKY 
VTGLSSDDSPMDLNVGMLNSSLRDSGYSPSNSKAFSIITSLFLFSTEYLGLICTY 

YLR233C, 2600 bp, CDS: 501-2600 (SEQ ID NO 185) 
GCGCATTTTCCCCACCCATGCGAATCATGGCTGAAATCAATGCCTGTTAGGTGCCCTGCA 
ACACTAGTCATGGTAACTTCGCAGTTAGCCCCATTTCTGGCAAACGGGAACCCACTAAAC 
ATGAAATCATAGTTCTTTACATACATGTAGCCGGAATC 

CCTAGGATCTGTGAAACTGCCTTCGCTATAGAATTTTTCTCTGCGACACATAG 
ATTATTGTCTATAATACACCTTTACGTAGCTGAAGCGAGCGCACAGACGAAGGTGCTTTC 
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AAAAGCGATGCGCTCTTTATTGACAGTTACTAATTCGCCAAACTGCTT^ 

GTGATTTTCGCGTTCACGCCATTATCCAATGTCAAAAAGGATAATGGAAATGTTAACATG 

CCTGTATGATCCGACCGTTTTTAGCAAACTTATCAGGGGAAAAAGTATATTC 

GACACATGCCACCATAGATAATGGATAATGAAGAAGTTAACGAAGAATGTATGAGATTAT 

TTTTCAAGAACGCTCGTGCGCATCTGGATAAACATCTAACATCAAGGTTGACATGCGATG 

AAAATGCATATATC^CGTTCAGATGCTTCCTGGATGGAATACATCGCAAATCTACTAGGT 

TTCTCGAAGAGCTACTTTTGAAACAAGAAAATATGTACCATAATAACAATTACGAACGCA 

TAAATGATTCCGTGATACCATTGGTTCTGAAACTTTTATGGCTTC^ 

CACTCCAATGGTTTGAGCACTGGTTCCATGATA^TGCGACT 

TCAGAGTTTTTAGAATTTTTCAAAAAAAAATGATTCAATTTTTC^^ 

ATTACTATGACATCATCGAACACCTATGCGCAAAGTACGATATGAATTCCGTTATTO 

ATGCTCTCTTCGCGAAGTTGAATTTAATGCAATACACAGATGGACTTTC 

AAATTATCTTAAACACGAGTAATCCACTGACGTTTTCCATTGTAATCTCACTACAAAGAT 

GCGTGATTAATCTAGGTTCCACACATTTTTATAAAACACTACTAAACAAGCCGTCTAACA 

AACCCAAGAGTGTGGAAGGTTTTGAGAAGTCTATTAGGTACTTGAATATTC^ 

ATCTCCCAGCCGTTGGAGATACTTATTTTCAACGAGCGAAAATTTACTTC 

AATTCTCACTGTATTTCTTTGAATTAGTAAG 

GTGCGTTAAACAATTTGAAAGATTTCATTTTGACTCCTGATTTTCCOT 

TGATGAAAAAATTGGCAATTCTTGTGTCAAAAGATCTCAAAGGTGAGAAA 

AAGGTCAAATTGTTTTGCAATTTCTATCGATAGTAGAACACACTTTGGTTCCAC 

GG AACGCATCACGTGCTTCTAATTGTTGGTTATTGAAAGAGCATTTACAAATGGCTGCAT 

TAAAGTATCATTCAGGTAATATTAATGTTATACTTGAAAACTTGGCTGCCACAATGGGAA 

GTTTCGATCTTATGTTTACAACTCGAAAAAGTAAGGAACAAAAGAACAAACTCAAATATG 

CAGATTTGAGTGAGCGCCAGGTTTTTTT1TTAGACTTGAGCTTTGATTOT 

TCATAGACGTCGTCATCAAACCCTCCTGGCAAAAAAACATGGAAGACTTTCGATATCTAG 

CCATTATTCGTTTGCTTATGTGCTGGATTA^^ 

ACAGACACAGGAAGTTTTGCACTTCATTCGCCTTGTTGCTGAACGACTTGATAAATAGTC 

CACTGAATTGTTCAGGAAATATATATAGCCACAGGCCGAAAAGAAGCTATCTTTTTAGAG 

AAGATATTATTTTCAGGGAATTTTCTTGCATTAACTTTGCACTAACA 

ATTATGTGTATGATTCTCCCGACATGATTAATAATATAATTGGATGCCCTACATTGACTA 

AAGTGCTTTCTCCAAAAGAAGAATGTGTTCTGCGAATTAGATCAATAATATTTTCTGGCA 

TGAAATTTTTAGAGAAAAATGACACCGGCGTCATATGGAATGCC^ 

ATTTAATAAGCCCAAATATTAAAATAAAACGCCAAATAGCATTATCG^AAATTTCCTCCA 

AAATAAATGTAAAAACACAACAGGAAAGAGTAGTCTCTTCGAGAAAAGTTGAGGCCAAAA 

GAGATGAACAACAGCGCAAAAGAGCCGGGAAAATAGCTGTGACAGAACTGGAAAAACAAT 

TTGCAAATGTCCGGAGAACAAAAAAATTGTCTCCGCTCCCAGAAAAAGATGGCGTTTCTT 

CTGAGTTGGTAAAAC^TGCTGCTTCACGAGGGAGAAAAACTATCACTGGCCCACTATCCT 

CTGATTTTCTCTCATATCCAGACGAAGCAATTGATGCTGATGAGGACATCACCGTCCAAG 

TGCCAGATACTCCTACTTGA 

YLR233C, 699 aa (SEQ ID NO 186) 

MDNEEVNEECMRLFFKNARAHLDKHLTSRLTCDENAYITFRCFLDGIHRKSTRFLEELLL 
KQENMYHNNNYERINDSVIPLVLKLLWLQIHEPTLQWFEHW 

QKKMIQFFKITHRYYYDI IEHLCAKYDMNSVISNALFAKLNLMQYTDGLSTHEKI ILNTS 

NPLTFSIVISLQRCVINLGSTHFYKTLLNKPSNKPKSVEGFEKSIRYLNIASLYLPAVGD • 

TYFQRAKIYLITGKFSLYFFELVRGALVRIPSKCALNNLKDF I LTPDFPERRRLMKKLAI 

LVSKDLKGEKSFFEGQIVLQFLSIVEHTLVPQSWNASRASNCWLLKEHLQMAALKYHSGN 

INVILENLAATMGSFDLMFTTRKSKEQKNKLKYADLSERQVFFLDLSFDFIANIIDVVIK 

PSWQKNMEDFRYLAIIRLLMCWIKSYRSILQYTHRHRKFCTSFALLLNDLINSPLNCSGN 

IYSHRPKRSYLFREDIIFREFSCINFALTDFNDDYVYDSPDMINNIIGCPTLTKVLSPKE 

ECVLRIRSIIFSGMKFLEKNDTGVIWNASKYKFDLISPNIKIKRQIALSEISSKINVKTQ 

QERWSSRKVEAKRDEQQRKRAGKIAVTELEKQFANVRRTKKLS PLPEKDGVS SELVKHA 

ASRGRKTITGPLSSDFLSYPDEAIDADEDITVQVPDTPT 

YLR234W, 2471 bp # CDS: 501-2471 (SEQ ID NO 187) 

AATGGTATCACGGAATCATTTATGCGTTCGTAATTGTTATTATGGTACATATTTTCTTGT 

TTOUVAAGTAGCTCTTCGAGAAACCTAGTAGATTTGCGATGTATTCCATCCAGGAAGCAT 

CTGAACGTGATATATGCATTTTCATCGCATGTCAACCTTGATGTTAGATGTTTATCCAGA 

TGCGCACGAGCGTTCTTGAAAAATAATCTCATACATTCTTCGTTAACTTCTTCATTATCC 

ATTATCTATGGTGGCATCTGTCATTTAATGGAATATACTTT 
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AAAAACGGTCGGATCATACAGGCATGTTAACATTTCCATTATCCTTTTTGACATTGGATA 
ATGGCGTGAACGCGAAAATCACATTGATAAAAAAAAGCAGTTTGGCGAATTAGTAACTGT 
CAATAAAGAGGGCATCGCTTTTGAAAGCACCTTCGTCTGTGCGCTCGCTTCAGCTACGTA 
AAGGTGTATTATAGACAATAATGAAAGTGCTATGTGTCGCAGAGAAAAATTCTATAGCGA 
AGGCAGTTTCACAGATCCTAGGAGGAGGCAGATCAACTTCAAGGGATTCCGGCTACATGT 
ATGTAAAGAACTATGATTTCATGTTTAGTGGGTTCCCGTTTC 

GCGAAGTTACCATGACTAGTGTTGCAGGGCACCTAACAGGCATTGATTTCAGCCATGATT 

CGCATGGGTGGGGAAAATGCGCCATCCAAGAGTTATTTGATGCGCC^CTGAACGAGATTA 

TGAATAACAACCAAAAAAAGATAGCAAGCAACATCAAGCGAGAAGCGAGGAATGCAGACT 

ATCTGATGATATGGACAGATTGCGACCGGGAAGGAGAGTACATCGGTTGGGAGATATGGC 

AGGAGGCCAAGAGAGGCAACAGGCrrCATACAAAATGATCAAGTATACCGGGCAGTCTTTT 

CGCATCTCGAAAGACAACACATATTAAATGCAGCACGAAACCCAAGTCGATTGGATATGA 

AGAGTGTGCACGCTGTAGGCACGCGGATTGAAATCGATCTTCGAGCAGGTGTTACATTCA 

CCAGACTCTTAACAGAAACGCTACGAAATAAACTGAGAAACCAAGCCACCATGACCAAGG 

ATGGTGCAAAACACCGCGGTGGTAACAAGAACGACTCACAAGTCGTATCGTATGGTACAT 

GCCAGTTTCCAACGCTCGGCTTTGTAGTAGACAGGTTTGAAAGAATACGAAATTTTG 

CCGAAGAGTTCTGGTATATCCAATTGGTAGTCGAAAACAAAGACAACGGCGGAACAACAA 

CGTTCCAGTGGGACAGGGGCCACTTGTTCGACCGGCTGAGCGTGTTAACGTTTTACGAGA 

CATGCATCGAAACCGCCGGCAATGTTGCTCAAGTAGTAGACTTGAAATCAAAGCCAACAA 

CGAAATACAGACCTTTACCTCTGACCACAGTGGAGCTACAAAAAAACTGCGCCCGGTACC 

TGCGTCTGAACGCCAAACAATCACTAGACGCAGCAGAAAAGCTATACCAAAAGGGGTTCA 

TATCGTATCCAAGAACAGAGACTGATACTTTCCCACACGCAATGGACCTAAAATCCTTG^ 

TCGAAAAGCAAGCTCAATTGGACCAACTCGCTGCAGGCGGCAGAACCGCCTGGGCATCGT 

ACGCGGCATCGCTGCTCCAACCCGAAAACACAAGTAACAATAACAAGTTCAAGTTTCCAC 

GAAGCGGCTCCCATGACGACAAAGCGCATCCACCAATCCACCCCATCGTAAGTCTGGGGC 

CTGAAGCAAATGTTTCGCCAGTGGAAAGAAGAGTATACGAGTACGTGGCCAGGCACTTTT 

TGGCATGCTGCTCAGAGGACGCCAAGGGCCAATCGATGACCCTTGTGTTGGACTGGGCCG 

TTGAACGTTTCTCAGCTTCAGGTCTCGTAGTCCTAGAGAGAAATTTCCTCGATGTTTACC 

CTTGGGCCCGATGGGAAACCACCAAGCAGTTACCGCGGCTTGAAATGAATGCCCTCGTAG 

ACATCGCGAAGGCCGAAATGAAGGCGGGCACTACGGCGCCGCCCAAGCCGATGACTGAGA 

GTGAACTCATTCTCCTCATGGATACAAACGGCATTGGCACAGACGCCACCATTGCGGAGC 

ACATAGACAAGATCCAAGTACGTAATTACGTTAGGAGCGAGAAAGTAGGCAAGGAAACCT 

ACTTACAACCCACGACCCTGGGTGTCTCACTAGTGCACGGCTTCGAGGCCATCGGCCTCG 

AAGACTCCTTTGCAAAGCCCTTCCAGCGCAGAGAAATGGAGCAAGACCTCAAGAAAATCT 

GCGAAGGTCATGCCTCCAAGACTGATGTTGTAAAGGACATAGTCGAGAAGTATAGGAAGT 

ACTGGCACAAGACGAATGCCTGCAAGAATACTCTCTTGCAAGTTTATGACCGTGTCAAGG 

CATCCATGTAA 

YLR234W, 656 aa (SEQ ID NO 188) 

MKVLCVAEKNS I AKAVSQ I LGGGRSTSRDSGYMYVKNYDFMFSGF P F ARNG ANCEVTMTS 

VAGHLTGIDFSHDSHGWGKCAIQELFDAPLNEIMNNNQKKIASNIKREARNADYLMIWTD 

CDREGEYIGWEIWQEAKRGNRL IQNDQVYRAVF SHLERQHILNAARNPSRLDMKSVHAVG 

TRIEIDLWVGVTFTRLLTETLIWKLRNQATMTKDGAKHRGGNKNDSQWSYGTCQFPT 

FVVDRFERIRNFVPEEFWYIQLVVENKDNGGTTTFQWDRGHLFDRLSVIjTFYETCIETAG 

NVAQVVDLKSKPTTKYRPLPLTTVELQKNCARYLRLNAKQSLDAAEKLYQKGFISYPRTE 

TDTFPHAhlDLKSLVEKQAQLDQLAAGGRTAWASYAASLI^PENTSNNNKFKFPRSGSHDD 

KAHPPIHPIVSLGPEANVSPVERRVYEWARHFLACCSEDAKGQSMTLVLDWAVERFSAS 

GL\A^ERNFIjDVYPWARWETTKQLPRLEMNALVDIAKAEMKAGTTAPPKPMTESELILLM 

OTNGIGTDATIAEHIDKIQVRNWRSEKVGKETYLQPTTLGVSLVHGFEAIGLEDSFAKP 

FQRREMEQDLKKICEGHASKTDVVKDIVEKYRKYWHKTNACKNTLLQVYDRVKASM 

YLR238W, 1937 bp, CDS: 501-1937 (SEQ ID NO 189) 

CTTCGTTCACACTTAATATTAAATAACAGCTCTTTCCTAATAATAACATATACACTAGAT 

ATATAATACCAAATAAATTAAAAAAAAAGAAAAACAAAAAATAACGTAGCTTTGTTACAG 

TCGTAAAAAAAAGAACAATAAACCAATCTTATTGCCAGCGTCTAACTAGTCCTATTATAT 

TCCAATATATTAAGGGGTAAGGACTACTATTATTCGCCCTGAATTGAAATCTTTTAGA^ 

GCACCTGTTCTCTCTCTGGTGTTCTTTTTTTCTCATCTATTATCTAATTO 

CGTTATTTGTTGTTATTCCXSTAATCGTGGTGCTCAACTTT^ 

ATAACGGAACATAATTAAAAATTTGTTCTTGAAAGTCACAAGCACTACGTGAACACAAAA 
TTAAGGCAAGAGTGACAAAGTAACCCTCACAAGGAGCCTGTCGTTGGTTATATTGGAAGC 
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TATAGATATAATCGAATCCAATGACTGGTCCTGGACCTGAAATAAATAAGGAGGAGCACC 
CCAGTTCTCCGGGCAAGAAACAGATAACATATAATAGTATACCCAAGAATGCAAATCTAA 
TTGATGGATCTACGAATTCATCGAAGAGGCCAATTGAAAAGTATGACAAGAGAATAGCCG 
ACCCAACAAAAAGCTATTTTCCACATAGCATATCAAGAACACCAAGGAGAAAATATACTT 
ACATTCTAGTCCTCACATCACTAAATGGAACI^^ 

TTAAACCAGATGGTTTGAAATTGGGAAGGCCTGTTGCTAATAGTAATAGCAGCTC 

CATCGCTCAGGGGCGGTAAAAGAGTGGATTCACACACTTTTTCCCAAGTAAGGTCCGATA 

ATGGTAATTTCGATTCAAGAGTACTCTCCAGGAATCATGCATTGTTAAGTTC 

TCACGGGTAAGQTATATATACGAGACTTAAAATCCAGTAATGGTACGTTCATTAACGGTC 

AAAGAATTCGCTCAAATGACGTAGAAATCAAAGTTGGCGATGTGATAGACTTGGGAACAG 

ATATAGATACGAAAATTGAGCATCGAAAAATAAGTGCCACAGTTGAAGAACTATTTGTAC 

AACCTTTATTAGAATCACCGATTTTTGAAAATGAAGATAGTGATGATTGCCATACAATTA 

CAGAAAAAGAGGAGGCTGCTGCCATAACAAGTCACATATATGGTGATTCCAACAACCTAG 

AATTGGAAGAAGTTATCCTGGGCTCTGATACAGAAATAC^ 

ATTGTATTGGTACGAGCCCGACTTTATCTAATATCATCAAAACCCTGGCAATGG 

CATTTTCCAAATGCGATAATTTTAAATTACAGTCGATGGAGAATOT 

CGACACATCTAGAATACACGAACAAACTTTTAGTGGAAAAAAATGATCAGCAACTGGTAA 

AGCTGCAAAATGGATTAAGAAGGAAACTGTCGGGGAAATACGAAAAGATTATCGAACAAA 

ACAGAAATCAAGTAAAACAGTTGGAAAGGGACCATATGTTTTTCAAAAAGTCATTTGAAG 

TGAAGAAAAGAAGAAATAATGAAAAGCAAAAAAGCATGGAAAGGGAAATAGAAGACTTGA 

AAACTAGGTTAGAAGTGGAACGATATAAGAATTCACAAATGATGAAGAAGAACAAACAGA 

AAGAACAAGAACTCTCAACTGCATCTAAAAAAAAGACTACCGAACATGACACTAGAGGCG 

TCCCGGGCATGAATCCTAAGGGTACTGACAAATTTAGCATCAAGAACACGCTATGTAATC 

ATTTCACACTATTAACATTTGGAACTATTTCCATCGGGATTATAGCTATTGTC 

TCCTTTCCCCCAACTAG 

YLR238W/ 478 aa (SEQ ID NO 190) 

MTGPGPEINKEEHPSSPGKKQITYNSIPKNANLIDGSTNSSKRPIEKYDKRIADPTKSYF 
PHSISRTPRRKYTYILVLTSLNGTFESKHVVIPFKPEXjLKLGRPVANSNSSSSSSLRGGK 
RVDSHTFSQVRSDNGNFDSRVLSRNHALLSCDPLTGKVYIRDLKSSNGTFINGQRIGSND 
VE IKVGDVI DLGTDI DTKI EHRKI S ATVEELFVQ PLLES PI FENED SDDCHTI TEKEEAA 
AITSHIYGDSNNLELEEVILGSDTEILSGIFINNCIGTSPTLSNIIKTLAMEIPFSKCDN 
FKLQSMENFLINYTTHLEYTNKLLVEKNDQQLVKLQNGLRRKLSGKYEKI I EQNRNQVKQ 
LERDHMFFKKSFEVKKRRNNEKQKSMEREIEDLKTRLEVERYKNSQM^1KKNKQKEQELST 
ASKKKTTEHDTRGVPGMNPKGTDKFS I KNTLCNHFTLLTFGTI S IGI I AI VFKILS PN 

YLR241W, 2849 bp, CDS: 501-2849 (SEQ ID NO 191) 

CGAACATACCTGATATCAGAATAGATCCCAATGGTGCTATATTACGTGTAAGAGAGAGAT 

TTAATTTGAATATGTCCGAAGAAGATGCCACAGTGCATTTTC 

GTGTAAATGCTTTGCTGCCTATCGTGATTGATCATTTACATAATCT 

GGACCTGATTGGTTGATAATTGGTGCTTCA 

. TAACATATAAATGGTACCTTCAATATATCTTCTTAGTAAAAAGTAGCATGATTTTGTG 
AATTTGCACTTTTTTTATTTAAAAATAAAAATCACAGOT 

GACACGCCTCCCCCTAATGTGGCATATATAACAATTGTGAATCAGAAAAACTCAACACTT 

TAACATAATGGCGGGCACGAAGGCTAAACAAACAAGATTAGCATTGAATGCCTTTT^ 

GTACAATAGAACAGTACTGAATGACATCATATATCGAAAGGCTCAAGTCGGCAGCATCGT 

ATCTTGATACAGTTCCAGATGAGCATCATGATTTCAGAAAACCCACCGCCAAGGTTGTAA 

CGACGCAACTGACTATTGCTACTTCACTAGGTATTTTTGCTTTGC 

TACTAAAAAAGTGGCCTAGATTATACGCAAGCAGACGATATAAAGATGACGGGAACCTTC 
GCTTACCGTCCTGGAATCAGTCAAGTTTATTCGGCTGGTTAACAGTGTTGTATAAGATAC 
GGGACGAACAGATTCTGGAATATGCAGGTTTAGATGCGTATGTGTTTTO 
AAATGTGCATCAAATTACTTTCTATTTTTTGTTTCTTCTCT 

TAAGATATCATTTTACTGGAAAAATTGATGACGGCAACGATGATGATGACAGTGAAAGTT 

CTTTAATACATCTGGTAAAAAGAATTGTGGAGGGAAGTGGCGATGGTGACAATCATTCAG 

CTCCCGAACGTACAAATGTGTACCTCTGGATGTATGTTCTCTTCACATATTTCTTCACCT 

TCATAGCAATTAAAATGGC^GTTGCGGAAACAAAGCACGTCGTAAGTACTAGGCAAGCTT 

ATCTTGGGAAGCAAAATACGATTACTGATAGAACGATAAGGCTCTCAGGCATCCCGATAG 

AGCTTCGTGATTCGGAAGCCTTAAAGACCAGAATTGAACAATTAAAAATCGGCACCGTOT 

CATCAATCACTATTTGTCGAGAGTGGGGTCCTTTGAACAAGCTATTTCATTCT 

AAATACTCAAAAACCTGGAATTAAAATATTCAGAATGTCCAAGGGAGCTCCGTACTCGAC 
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aaccatattcggagaactatcatttattgggaaacgagcaatcaggcgcagttacacatg 

gagaaaatgttccatcaagcaataataatgacgaggatactatactatattc 

ctcttggagagagaccaaaaatgaaaattggatatot^ 

atgccatagagtacctggagcagcaattaaaatttattgatgctgaaattattgaagcga 

gg aaacaacactactccgcaacacctacggcattcgttacgatggattctgttgot 

cgcaaatggcagctcaggcggtattagatcct^^ 

CTCCTGCACCTCACGATATCAAGTGGGATCATGTTTGTCTTTCTAGAAAGG 

CAAAAGTTTATTCTACTACCGTATTTATAGGCCTTTCAAGTTTGTTTTO 

TATCATACTTAGCCACATTGCTAAATTTGAAAACACTTTCGAAATTCTGG 

GGCAGCTACTAAAAGATCACCAGTGGGCCGCTAACATTGTAACGGGGCTATTACCAACCT 

ATCTCTTCACATTGCTTAACTTTGGAATCCCCTATTTTTACGAGTA 

AAGGATTGGTATCATACAGCGAAGAGGAAATCTCACTTGTTTCAAAAAATTTCTT^ 

TTTTTGTCAACCTTTTCTTAGTTTTCACAT^ 

ACCTCAGCGATACCACCAAAATTGCTTATCAACTTGCTACATCTGTGAAGG^ 

TATTCTATGTCGATTTGATTATATTGCAAGGTATTGGTATGTTCCCGTTTAAG 

TAGTTGGTAGTTTGATCGGCTTTCCTCTAGTGAAAATCAAGGCTAAGACACCTAGGCAAC 

GGAATGAACTTTACAATCCACCGATATTTAACIT 

TGATTTTGATTATAACGTTGATCT^CAGTG 

TGGCGTACTTTATTATTGGGTTTTACGTCTATAAATATCAATTG 

ATTTGCCCCATTCTACAGGAAAAGTATGGCCATTAATTTTTAG 

TGCTATTGTTTCAATTAACAATGACAGGAACACTGGCAGGATTCGAAGGAGGATC 

TGTCATCTTGCCTTTTCCCGCTTCCAGTAGTGACATTATGTTTC 

AGAACTATTTGCCGTTGTCAAAATATATCGCATTGAGTTCAATTCGCGAGTACGAAAGAG 
ACAATTCTACGGTGAATTCTGCCAATGAGGAAGAGTCGTATGCATACCCTTACGCTGTGA 
GTGAATTAGAGGGTCCGATGTTGGATTGA 

YLR241W, 782 aa (SEQ ID NO 192) 

MTS YIERLKSAAS YLDTVPDEHHDFRKPTAKVVTTQLTI ATSLGI FALLSFS ILLKKWPR 
LYASRRYKDDGNLRLPSWNQSSLFGWLTVLYKI RDEQ I LE YAGLDAYVFLSFFKMC I KLL 
SIFCFFSVCVISPVRYHFTGKIDDGNDDDDSESSIiIHLVKRIVEGSGDGDNHSAPERTNV 
YLWMYVLFTYFFTFIAIKMAVAETKHVVSTRQAYLGKQNTITDRTIRLSGIPIELRDSEA 
LKTRIEQLKIGTVSSITICREWGPLNKLFHCRKKILKNLELKYSECPRELRTRQPYSENY 
HLLGNEQSGAVTHGEWPSSNNNDEDTILYSQISLGERPKMKIGYRGIFGKEVDAIEYLE 
QQLKFIDAEI I EARKQHYSATPTAFVTMDSVANAQMAAQAVLDPRVHYFITRLAPAPHD I 
KTOHVCLSRKDRLTKWSTTVFIGLSSLFLVIPVSYLATLLNLKTLSKFWPSVGQLLKDH 
QWAANIVTGLLPTYLFTLLNFGIPYFYEYLTSYQGIjVSYSEEEISLVSKNFFYIFVNLFL 
VFTLAGTASNYWAYLSDTTKIAYQLATSVKEFSLFYVDLIILQGIGMFPFKLLLVGSLIG 
FPLVKIKAKTPRQRNELYNPPIFNFGLQLPQPILILIITLIYSVMSTKILTSGLAYFIIG 
FYVYKYQLI FATDHLPHSTGKVWPLIFRRIIVGLLLFQLTMTGTLAGFEGGWVLS SCLFP 
LPVVTLCFLYDFEKNYLPLSKYIALSSIREYERDNSTVNSANEEESYAYPYAVSELEGPM 
LD 

YLR321C/ 1781 bp, CDS: 501-1781 (SEQ ID NO 193) 

TTCAAGTGCACTCTTTGTAAGGAAGATTACAAGTCTCCAGT 

TATTTTTGTGGATCGTGTTTTGCCAAAGATATGAAAAAGGGCAC 

CACAAGGAGACCCACGGCAGTGCAAAAGTAGCATCTGACTTACAGAAGATGCTAAATAAA 
AGGAAAAGTTGATGGAGAATGCCATATCACCCCAAAAATTACACGCACCCGATGCTAATG 
TACAGGAATTATAGAGCACATGACCCATAGATTTATCGAGCATTGTTGCAATTTCGAAAG 
ACTCTTTC&CATAATAAAGTATGTAAACTATAT^^ 

TCTACTAAATGATGATCTGCTCATTTA^GTCGCCGCGACTACTTTGACAAAAAAAAAAA 
ACTTAGAAAATACGACAAATAGAGATTATTGAATGAAGTACATTGAAAAAAGAAAGAAGA 
AAGGCACATAGCAGCACACAATGTCGCACCAAAACCAGCTTATTCCACAAGCTTATATTT 
CTAACTTTCATAACAGATTGACAAACGAAGATGATGGTATCCCCATCTTTACAATGGCTC 
AACAAACAAGGCAGCATAAAAGGGCTAAAGTGGTCAACTATGCGGAATATGACAACGATC 
TCTTTGATGAATTCAATATGAACGGTTCTAATTTCAACAATGCTC 

ATAATGCAGTGTCTCATGAAAATACTCCGGCACTTACAAATGGTGTTACCATGGACGG^ 

CCGAATACAATGTCCTAGAGAACATGAATGGAGCTGATAGTATTATCTCTAACAACAAAT 

ACGATGCGGGTTCAAACATGGTTGTGGAATCTTTATCCGGTTTGAATAGCAATAACAAC 

CCAGCAATGGTCCGAGCAACAAAGCGCAGGCACAGGATATTGGAAACGCCGTTCTACCGG 

ATCTGCAAGACCAACACCACAACCCCTTCAACATATTGAGATACCCTAAAATAAGAGATA 
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CTTTCATTAACGGAAAAGTGGTGTCTCCATATAGACTCAACACTGATCAAGAAACGAAGG 

CAAACGCCAATTCTGGAGAGGCAATCATGATACCAATTACTTTGGATATAGAACATATGG 

GTCATACCATAAAAGACCAGTTTCTCTGGAACTACAATGACGACTCCATATCTCCGGAGG 

AATTTGCCTCTATATACTGTAAAGATCTTGATATGACTTCCGCTACCTTACAAAC 

TTGCGAATATAATAAAAGAGCAGTTGAAAGACCTCGAAAATATTGCAGCCACTGAGATAA 

TGTCTGACCTCCACGTGATAATCAACCTAACCTGCAACTTAC^ 

ATAACTTCCAGTGGAACTTGAACGACAAATCACTTACTCCAGAAAGATTTGCTACATCCA 
TTGTAGAGGACCTTGGCTTAACAAGAGAGTTCATCCCCIT 

AAACTATCTTGAAGATAAAGAAGGACTGGGTAGATGGCCACTTGATTCAGGACCATGTCC 

CAAACGATGCCGCATTTGGGTACTTATCl^TATAAGGCTGGATATTC 

CCAATTGGTGCCCAAGGGTGGAAATATTAACAAAAGAAGAAATACAAAAGAGAGAAATTG 

AAAAAGAAAGAAACTTAAGAAGATTGAAAAGAGAAACTGATAGATTATCTAGAAGGGGCA 

GGAGAAGATTAGATGACTTAGAAACCACAATGAGAATGTAG 

YLR321C, 426 aa (SEQ ID NO 194) 

MSHQNQLIPQAYISNFHNRLTNEDDGIPIFTMAQQTRQHKRAKV^ 

NGSNFNNAOTHYKDNAVSHENTPALTNGVTMDGSEYNVLENMNGADS 1 1 SNNKYDAGSNM 

VVESLSGLNSNNNASNGPSNKAQAQDIGNAVLPDLQDQHHNPFNILRYPKIRDTFINGKV 

VSPYRLNTDQETKANANSGEAIMIPITLDIEHMGHTIKDQFLWNYNDDSISPEEFASIYC 

KDLDMTS ATLQTQI ANI IKEQLKDLENI AATEIMSDLHVI INLTCNLQDRFFEDNFQWNL 

NDKSLTPERFATSIVQDLGLTREFIPLISQSLHETILKIKKDWVDGHLIQDHVPNDAAFG 

YLSGIRLDIDELGSNWCPRVEILTKEEIQKREIEKERNLRRLKRETDRLSRRGRRRLDDL 
ETTMRM 

YLR322W, 815 bp, CDS: 501-815 (SEQ ID NO 195) 

GTCATATCAAGATCTTTACAGTATATAGAGGCAAATTCCTCCGGAGATATGGAGTCGTCA 

TTGTAGTTCCAGAGAAACTGGTCTTTTATGGTATGACCCATATGTTCTATATC 

ATTGGTATCATGATTGCCTCTCCAGAATTGGCGTTTGCCTTCGTTTCTTGATC 

AGTCTATATGGAGACACCACTTTTCCGTTAATGAAAGTATCTCTTATTTTAGGGTATCTC 

AATATGTTGAAGGGGTTGTGGTGTTGGTCTTGCAGATCCGG 

TCCTGTGCCTGCGCTTTGTTGCTCGGACCATTGCTGGCGTTGTTATTC 

TCAGCTCCATTCATGTTCTCTAGGACATTGTATTCGGAACCGTC 

GTAAGTGCCGGAGTATTTTCATGAGACACTGCATTATCTTTATAGTGTGTATCA 

TTGAAATTAGAACCGTTCATATTGAATTCATCAAAGAGATC 

TTGACCACTTTAGCCCTTTTATGCTGCCTTGTTTGTTC 

CCATCATCTTCGTTTGTCAATCTGTTATGAAAGTTAGAAATATAAGCTTC 

TGGTTTTGGTGCGACATTGTGTGCTGCTATGTGCCT^ 

TTCATTCAATAATCTCTATTTGTCGTATTTTCTAA 

YLR322W, 104 aa (SEQ ID NO 196) 

MRHCIIFIVCISIVEIRTVHIEFIKEIVVIFRIVDHFSPFMLPCLLSHCKDGDTIIFVCQ 
S VMKVRNI SLWNKLVLVRHCVLLCAFLLSFFNVLHS I IS ICRIF 

YLR325C, 737 bp, CDS: 501-737 (SEQ ID NO 197) 

CCACATGTCACAAOTACTTTGTGAAGTTGCAATGCGTGATTAGTATTATAAAAC 

GCCTTGCCAAATAAACTCGCTTCCCAGAAAAGACGCCAAATTAACTGCCGCTGTT 

ACAAAACAGGGCATCTCACATATTCGCGTACTGGTGTTCTTTTAGCTCATTCCGATATTA 

TTCCAAGACGGAATTTTCATCTAGAGAAAATGCATCCGTGCATTTTC 

ATTAAAATGCCTTGCGAAAAGGAGGACTCGTCCGTGCAACTGTTGAAAAAAATAGACGGA 

GCATCATACGTTCGAGTGGAAAATTATGGAGAGTTTTCCAAGCTCTATGGCATGTAGAGT 

CGTGATTGCTGCTGTACGCTTTTC^ 

TCTAATTTCAATGTAGAAATATTTCAACTGTTAGTTTTOT 

CGACAAAATATCAAGGAAAAATGGCTAGAGAAATCACCGACATCAAACAATTTTTGG^ 

TGACCAGAAGAGCTGACGTTAAGACCGCCACTGTTAAGATTAACAAAAAATTGAACAAGG 

CCGGTAAGCCATTCAGACAAACCAAGTTCAAGGTTAGAGGCTCTTCTTCTTTGTACACTT 

TGGTTATCAACGATGCTGGTAAGGCTAAGAAATTGATCCAATCTTTGCCACCAACTTTGA 

AGGTTAACAGATTATAA 

YLR325C, 78 aa (SEQ ID NO 198) 
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MAREITDIKQFLELTRRMDVKTATVKINKKLNKAGKPFRQTKFkVRGSSSLYTLVINDAG 
KAKKLIQSLPPTLKVNRL 

YLR344W, 1331 bp, exonl : 501-519, intronl : 520-966, exon2 : 
967-1331 (SEQ ID NO 199) 
TAAGGGCTGTCAATTTTTCATTTCCCT^ 
ATTATTAGTTATTTGTTTGTTCCATCAATTATGCCGAC 

TCGATTACTTATGCTATTCTATTGTATTTGAGCCGGCGGCTAGTAAACAAGACAGCATAC 

CTTTCCAACATCCGTACATATTGATTATTGTATCTATGATTTTCATGTAA 

AACTAATCCTTTCTCTTCTTTTTTTTTTTTC 

GTGAAAGATATGGAATATTCCGTCTAGGGAAGAGCCGAGAGCTGAGAGCAGTATCCATCG 

GATGGAATCTTGCCTGGATGCGTAACGACGACAGCTTGTCTAGAAGGCGAAGTACAAGAT 

ACTAAGAAGACTATAACAACAGAAGACAATTTTGTAGTGCGATTCTATATTATTGACGTA 

ACCAACAAAAAAGTATCAGAATGGCTAAACAATCATTAGGTATGTGCACAAATGCTAAAT 

CACTGAAACCCTGTAGAGCTGGAATTGAAAATATAGTTTGTACCTT^ 

AATGACTCAATGTTATCTTAATTCGATTAGAAAAAGAAGGTGCGTTAT^ 

CTTGTAAACTATTTAGGTGATGTCTCATAACTGCAACCACTGGAAAATGACGCAAATATC 

AAAATAATAGGGAGATAAAGTCTCACGACATGAAAAAATCATAGAATTATTGTTCAATTT 

ATCTAGCCGTATCTTACCTTATGGAAAAAGTGTGAATATGTTTTTCTAAATCGAGCTTCC 

CGGAAATTACACTATATTATGCATCCGTGATAC^TCTGAAATTCAATACTTTCTCCAA^ 

TCCTGCTTACTAAGAGGGTAAGATTTGTTGAAACTCGAAATACTAACATTATTT^ 

TTTTAGACGTTTCCTCCGACAGAAGAAAGGCTAGAAAGGCTTATTTCACCGCCCCATCCT 

CCCAACGTCGTGTTTTGCTATCTGCTCCATTATCTAAGGAGTTGAGAGCTCAATACGGTA 

TCAAGGCCTTGCCAATCAGAAGAGATGATGAAGTTTTGGTTGTTCGTGGTTCC 

GTCAAGAAGGTAAGATTTCATCTGTTTACAGATTGAAATTTGCra 

TTACCAAGGAAAAGGTCAACGGTGCTTCCGTTCCAATTAAC 

TCATTACTAAATTACATTTGGACAAGGACAGAAAAGCTTTGATCCAAAGAAAGGGCGGTA 
AGTTGGAATAA 

YLR344W, 127 aa (SEQ ID NO 200) 

MAKQSLDVSSDRRKARKAYFTAPSSQRRVLLSAPLSKELRAQYGIKALPIRRDDEVLVVR 
GSKKGQEGKISSVYRLKFAVQVDKVTKEKVNGASVPINLHPSKLVITKLHLDKDRKALIQ 
RKGGKLE 

YLR367W, 1376 bp, exonl: 501-633 intronl: 634-1116, exon2 : 

1117-1376 (SEQ ID NO 201) 

ACTTTTTGTCTGCTGCTGGTCGTTTGTCTTTCGTTTT 

AGGGATTGCTTAAGAATCAAAGTAGCTTAACTCTAAAGT 

CCCATGTGTTGGAGGGAAGGAATATATTGAAATGTAAATGTTCTTAAGTTCGG 

TGGATATTGTTACAAGAGTTCTAGTCTTTGATACCATTTTTACGCAATO 

ATTTACCTTTTCATCTTCAGTT1TAC 

GATTCAAAGGCGAAGTGCGTAGGATTGTAACTCCTATATCTTTAGGATACTTACAATTTT 

GTACTGTTTTCAAGACCACTGTAACCGATAATAAACCGGAGGACACATTTTAACCCACTA 

TTTTTTTCAGAAGATCAGATGCGAGAGCTCGAAGCATAAGTATAATACTAACGTTTCAAA 

ACATAGTAATTAGGTAAAAAATGACTCGCTCTTCCGTTTTAGCTGATGCTTTGAATGCCA 

TTAATAACGCCGAAAAGACCGGTAAACGTCAGGTTCTATTGAGACCTTCTTCCAAGGT^ 

TCATCAAGTTTTTACAAGTTATGCAAAAGCATGGTATGTTCCAACT 

TCACATGTGTTTCAATTTCTGCTTATTTTC 

ATGTTGCGCAACTCTAACGAAGAAATAATTATTG 

ACTAGATGGTGTGATCGGGCAGTATACTAATTTATACTGGACAAAGACTCGTAAAAGA 
TTCTTTGTGCTTAGTCCCATACTGTTTT1TAAGTC 

AATGCTTCITACACGGTTATGGATTACACCTCATGTGTA(Kn i ACTATATCCATTACCG^ 

TACTTTTCCTCAAAATCTCACTCTTAAAATTTTCAATGGCAAAATTC 

AGACAACATTTTCTTGTTTTTTATGAAGTAAGCAAAAATTTC 

GAGATTCTTCAATACTAACATTTACTCCTTATTTAGGTTACATTGGCGAATTCGAATACA 

TTGACGACCACAGATCTGGTAAGATTGTCGTCCAACTGAACGGTAGATTGAACAAATGTG 

GTGTTATTTCCCCAAGATTTAACGTTAAGATTGGTCACATTGAAAAATG 

TATTGCCAGCCAGACAATTCGGTTACGTTATTTTGACTACTTCTCC 

ATGAGGAAGCTAGAAGAAAGCACGTTTCCGGTAAAATCTTGGGTTTTGTCTATTAA 
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YLR367W, 130 aa (SEQ ID NO 202* 

MTRSSVLADALNAINNAEKTGKRQVLLRPSSKVIIKFLQVMQKHGYIGEFEYIDDHRSGK 
I WQLNGRLNKCGVI SPRFNVKIGDI EKWTANLLPARQFGYVILTTSAGIMDHEEARRKH 
VSGKILGFVY 

YLR393W, 1340 bp, CDS: 501-1340 (SEQ ID NO 203) 
CCCTCAACCCGCATTTTGCTGAGAATTTTCAC 

CTGACTAATTGCATTACAGCCGACCCAAGGCAATATCAGTTTAATAAAATATCATGTATC 

TCACCCTCTTCTTGGTATTAGTAAAGAGACGCCTGATCTTCTAACAGTGGTC 

ACTAGAGCAGAATCAAGAATTTAAAAAGTGTAAAGGCAAGGCAGAGGCGATGTACATAAA 

ACTTCGAAGTAAGAAATATTTAATAGTTCTCGCCACATCACTATGCAGCTATATAAAAAC 

TACTATAAACGTTTGTTTTGTTCCTTACGCACAATATCCTTGCCT 

AATTTAAATTTTTATTACCATTTATTTGATC 

ATTTAAAAAGGACTATTTCAGCATATAGTAAAAGTCAGGTTATTTGTTTAT^ 

CAGAGTAACTTAAACTAACTATGCAGGGCACTTTTAAAAGK5TTTTACCATCCCACGCTTA 

CGCGGATGTCCTTCTTGGATAAATTCCTCAAGCCTATGATGGCAACGGCTTCCCCAAAGG 

AATACCAGATCAAACAACTGGTCAAGCCAATAGGCTTAACACAAGCACCAAGGAAAAGCA 

CCAAATACTCCCACX^GAACTCTTTGAGGGATATGTTTC 

GAGTTAAAGAGTTGGCCGTTGAATTCAGCAAATCTGGACTTTATGACGTGCAAGTC 

AAAAGACAAAGGGGAAATTGTTTATAGCTCCAGTTTCATATTGGAAAGAA 

TGTTTTTTCCTCATTTGATAGGAACGGCAATGGATGGTACGAAACAACAGAATATCGAGG 

ATATGTTAAGGGGTAAAACCAGTATAGTGAGGTTATTTAGTACAGCATCTGGCGATAAGT 

TGAGTAGTTCATACTTCCAAGGAATCGTAGACGATAACAAAAAAACTGACTACTTGACTG 

AAGCTGATGCGCGTTTAAGTTTAAATGACAGTAACGTCCAAATCATCGAGGTCAATCTTG 

TAGAAAACGCTGTGAAAAGTGCTCTAGTGAAAACGCTTGCTCGTTGGGCCAATCGCGTTC 

CATCCTGGCGCCAGCCATTTTATTTCGAATGTTCTAGAGGCCAATC 

GGGAAGAGCTCTTTTGCAATAATGTCTTTTCTGGATACGTCTTO 

TAAAAATTAGGTGGGCAGCTTGCGGGGAGGCTACTCCATCTGAAAAGGAAGCATTGTGG 
AGTTTGCCAAACGTCTGTGA 

YLR393W, 279 aa (SEQ ID NO 204) 

MQGTFKRFYHPTLTRMSFLDKFLKPMMATASPKEYQIKQLVKPIGLTQAPRKSTKYSQGN 
SLRDMFDSEKT^RVKELAVEFSKSGLYDVQVFQKTKGKLFIAPVSYWKEDKALFFPHLI 
GTAMDGTKQQNI EDMLRGKTS I VRLFSTASGDKLS SS YFQGIVDDNKKTDYLTEADARLS 
LNDSNVQI I EVNLVENAVKSALVKTLARWANRVPSWRQPFYFEC SRGQWPFSVREELFCN 
NVFSGYVFLVDQQLKIRWAACGEATP SEKEALWKFAKRL 

YLR423C, 1754 bp, CDS: 501-1754 (SEQ ID NO 205) 
TTCTATTGGTGTAGTTATACCAGAACCATCCTTC 

CATACTCGAAAGTAACTTCGCACCAATACCATATGTCTTCGTTAATTTTGAGATCGTTGG 

GGCATTGCCGCTACTAGTTTTCAAGGCATCATTAGTGTATGTCATGTCACTATTCATGCT 

TGAATTATTATCTTCCTCATCGCTATAATTATAGGAATCGATTCTTC 

GAACTTTTTATCTGTGTTGGAGTCCGAATCCTCCATGTTTTGG 

TTCTTCGACCTCTCTCGGTTGTACTATTTCGAAATTTTGGATTTTTC 

ATAATGTAAATACTAGATGCGCGCTCTAAGGCCTCAGTATTAAAAATTGCAAGATATCCC 

TAACTTGATAATTATTTGAAAGTCGCATAACGTACGATAAATTCGATACTC 

TATCAACGTATTTAACACCTATGAACGAAGCAGATGTTACAAAATTTGTTAATAATGCCA 

GGAAAACGCTGACCGATGCTCAACTTTTATGTTCAAGTGCTAATTTAAGGATTGTA 

TTAAGAAAAAATTGTCATCTTGGCAGTTGAGTATTTCAAAAC^ 

GCTTGAGACAGCAAGGAAAGTTTCITTACACTATTTTAAAGGAAGGCA 

TAATCCAGAAACAATGGAATCAAGCTGTCTTAGTGGTCTTAGTTGATGAGATGAAGTACT 

GGCAATATGAAATCACTTCTAAAGTACAAAGGTTGGATGGTATAGTAAATGAATTGAGCA 

TATCAGAAAAAGATGATACCGATCCCTCTAAACTAGGAGATTACATCTCGAGAGACAACG 

TTAACTTATTGAATGACAAACTGAAAGAAGTGCCAGTAATTGAGCGTCAAATTC 

TTAAGCTTCAATACGAAAATATGGTCAGAAAAGTTAACAAAGAACTGATTGATACCAAGT 

TGACGGACGTAACTCAAAAATTCCAAAGTAAATTTGGTATAGATAACCTGATGGAAACAA 

ATGTTGCAGAGCAGTTTAGCAGGGAACTAACGGACCTTGAAAAAGATTTAGCAGAGATAA 

TGAATTCATTGACACAGCACTTTGATAAGACATTGCTGTTACAAGATAAAAAAATTC 

ACGATGAACGTGAGGAGCTGTTTAAGGTGGTACAAGGCGACGACAAAGAACTATACAACA 

TTTTCAAAACTCTCCATGAGGTAATTGATGACGTGGACAAAACAATTCTTAAC 
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AATTTTTGCAGGCAAAAATAAAGGAAAAGACAGAACTACACAGCGAAGTTTCTGAAATAA 

TAAACGATTTGAATAGAAATTTGGAATATCTATTAATCTTTAAAGATATTTC 

TTGATAGCTTCAAAAATTCCTGTACACAAGATATTCAAACA^ 

TTTATGATAATTTTGAAGAAAGCTACGGTAACTTAGTTCTAGAAGCAAAGAGGAGAAAGG 
ATGTGGCAAACAGAATGAAAACTATATTGAAAGAT^ 

ATGCTCAGGACCAGGAAGAACGTCAGAATTTTATAGCGGAAAATGGAACTTATCTTCCTC 

AGACAATCTGGCCCGGTAAAATTGACGATTTTTCTTCCCTC 

TGAAGAATCCTTAG 

YLR423C, 417 aa (SEQ ID NO 206) 
MNEADVTKFVNNARKTLTDAQLLCSSANLRIVDIKKKLSSWQLS 

FLYTILKEGIGTKLIQKQWNQAVLVVLVDEMKYWQYEITSKVQRLDGIVNELSISEKDDT 
DPSKLGDYI SRDNVNLLNDKLKEVPVIERQIENI KLQ YENMVRKVNKELIDTKLTDVTQK 
FQSKFGIDNLMETNVAEQFSRELTDLEKDLAEIMNSLTQHFDKTLLLQDKKIDNDEREEL 
FKWQGDDKELYNIFKTLHEVTDDVDKTILNLGQFLQAKIKEKTELHSEVSEIINDFNRN 
LEYLLIFKDISNLIDSFKNSCTQDIQTTKELCEFYDNFEESYGNLVLEAKIUIKDVANRMK 
TILKDCEKQLQNIJ)AQDQEERQNFIAENGTYLPETIWPGKIDDFSSLYTLNYNVKNP 

YML026C, 1342 bp, exonl : 501-547, intronl: 548-948, exon2: 
949-1342 (SEQ ID NO 207) 

ATCTGTAAATAATAAGCCC^TGAAATATCAATCTCACAATGAAAGAATTGTATAATTCAG 
AATGATTTGACGTAAAAGCAAGTCTCATTCAAGAAACTGTAAAATCCGTACACACTACTG 
AATTTTACATCCATACATTTTTTTGAAATTTC 

TAAATTATCCGTCGGGGTGTCCTCCTAGCTCGGCTC^CCTAGGCAAATGCGTTTACTGG 

GGCCATCCAAGCTCATCCTTCCAGAGATTCGCCTTTCAGAGGCAAAGAACTCGTCTCCGC 

AGGCCTCTTGTTCCGGGAGGAGGAGAATTCTTGCGCGGAAACTGGTTGATGCCTGGGCTA 

TGGTAATTCTGACACCTTTGCTATCCTAACTGGAAAAGGTCCTTAGTAATAACAATATCA 

GGTACTTTAACATTGTTAAAGATATACTATTAGl^AAAAACCGATCTTACGAAAAGCCAA 

TAGAGCAGAAAGTGGTAAAGATGTCTTTAGTTGTACAAGAACAAGGTTCCTTCCAACACA 

TTTTACGGTATGTTTTACGAGTACAGTGCAGATATGTTGAGAGAGTTTCACAT^ 

GATAATAGCTTAATATTGCGATTGAAAATATGTGAGTGCACTCCGATGGAATAATAAACG 

TCACGGGTTACCAAATACGAGGCCGAATTAACTCTACGCTACTATAAAAATTATCACTAG 

ATTTTAAAGTAATACACAGTTTATTGGAAAATACAATATATGACTCAATGCGAATTTA^ 

AATTTCAGTCAATACAGCTTGACAAATTCATATTTATCGTCCCTCCATGTTC 

TTC CAAAATGATGCGCC ATGTTG AAAATTTCTCGAAGAAC CTAGC AGTGGTGTGAAATAA 

ATTACTAACAATAAGATGTACAATTTTTTGTGCGCCCA 

CAATGTCGATGGTAACATTAAAATTGTTTACGCTTTGACCACTATTAAGGG 

TCGTTACTCCAACTTGGTCTGTAAGAAGGCTGATGTTGATTTGCACAAGAGAGCTGGTGA 

ATTGACCCAAGAAGAATTGGAAAGAATTGTCCAAATCATGCAAAACCCAACTCATO 

GATCCCAGCCTGGTTCTTAAACCGTCAAAACGACATTACTGATGGTAAGGACTACCACAC 

TTTGGCTAACAACGTCGAATCCAAGTTGAGAGATGACTTGGAAAGATTAAAGAAGATCAG 

AGCCCACCGTGGTATTAGACACTTCTGGGGTTTACGTGTTAGAGGTCAACACACCAAGAC 

CACTGGTAGAAGAAGAGCTTAA 

YML026C, 146 aa (SEQ ID NO 208) 
MSLWQEQGSFQHILRLLNTNVDGNIKIVYALTTIKGV^ 

LTQEELERIVQIMQNPTHYKIPAWFLNRQNDITDGKDYHTLANNVESKLRDDLERL 
AHRGIRHFWGLRVRGQHTKTTGRRRA 

YML063W, 1268 bp, CDS: 501-1268 (SEQ ID NO 209) 
TATATTATTTTTTCCCTTCTGGGTTC 

TTCATAAAATAATTTCTCTAGATTTGAAGACAGCATTTTTGTACATCCATACAC 

CCATACACCATAGCACCAGTACACTATATTTTTATGAATTTTACTAAGAATTATTCCTGC 

AGGAGCTCCACTGAAAAAAAAAGAGCAGCATGGATGTCCGGTAGAAGTGCTACTGAGTAA 

ATGGGAAGGACGCGGTAGATCCAGTGTGGAATCAAGGTGGTGCCGGTGTGAAGCCGCCTC 

GGCCGGCTGGACTCTCCAGGCCGGAGTGATGATTGCCACGCTGAACGTAACACAGTTTCA 

CAATACCAGTGTCCTCATTAGTGAGTTCCAATGTATAGTTAGT^ 

TGTGAGTGGTAGCAGATTTGAACTTAGTTAGTTGTATTCGCCTTTGAGGAAAC 

AAAACCGATCTAGACTAATCATGGCTGTTGGTAAGAATAAGAGACTATCCAGAGGTAAGA 

AGGGTTTGAAGAAGAAGGTCGTTGACCCATTTACCAGAAAGGAATGGTTCGATATTAAAG 
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CCCCATCCACTTTTGAAAACAGAAATGTTGGTAA^ 

TGAAGAATGCTTCCGATGCTTTGAAGGGTAGAGTTC^ 

AAGGTTCTGAAGACCATTCTTTCAGAAAGGTCAAGTTGAGAGTCGATGAA^ 

AGAACTTGTTGACCAACTTCCACGGTATGGACTTCACTACCGACA 

TCAGAAAATGGCAAACTTTGATCGAAGOTAATGTTACCGTTAAGACTTC 

TTTTGAGAATCTTTGCTATTGCCTTCACCAGAAAGCAAGCTAACCA^ 

CTTACGCTCAATCTTCCCACATCAGAGCTATCAGAAAAGTTATTTCTC 

GAGAAGTTCAAAACTCTACTTTGGCTCAATTGACCTCCAAA 

ACAAGGAAATCGAAAATGCTACCAAGGACATCTTCCCACTACAAAACATCCACGTTAGAA 
AGGTTAAGTTATTGAAACXACCAAAGTTCGACGTT^ 

AAGGTTCCGGTGAAGAAAAGGGTAAGAAGGTTTCTGGTTTCAAGGATGAAGTC 
CTGTGTAA 

YML063W, 255 aa (SEQ ID NO 210) 

MAVGKNKRLSRGKKGLKKKWDPFTRKEWFDIKAPSTFENRNVGKTLVNKSTC 
LKGRWEVCLADLQGSEDHSFRKVKLRVDEVQGKNLLTOTH^ 

IEANVTVKTSDDYVLRIFAIAFTRKQANQVKRHSYAQSSHIRAIRKYISEILTREVQNST 
LAQLTSKLIPEVINKEIENATKDIFPLQNIHVRKVKLLKQPKFDVGALMALHGEGSGEEK 
GKKVSGFKDEVLETV 

YML128C, 2042 bp, CDS: 501-2042 (SEQ ID NO 211) 
TTAATAGGGTTAGCCACCATTGTCTCGAACATGTTC 

GCCTCGCTTACTGGAGTACCATTTAGCGGTGTGTTTGAAGCTAACGAGTTCATCTTCAAT 

CTTTATTTCCACTTCTTTACAAGCTTTCTGCCTTTCTCTATGACGTCTTO 

TACCTCTTGACACGACTTGTTGTTTTCGTTTTTC 

TTTCACCTTTTCCACCATTACGTCGGTAAGCAACAGCATTACGCCGGCCTCACCTTAGAG 

GGGAAGAATAAGGGATCTTTGGAACTGAAGGAAAATAAGGGAGAGGGAGGAAACAAGGAG 

GCGGTGAAAGGGGATCGACAGGGTATTTAAAGCCACTCATGGAGTCGTATTCCTAGCATG 

ATTAGATTACCGGAGTTTAGAAGAGGATCTGCAATAGAAGAGGAGACAACTACAAAAGAA 

CTGTTAATTAAGAGAAGAAGATGAAGCAATTCAAGTTGGTTAATGCGGTTTC 

TTGTGCTTATTGGCTTAGTGTTGGCCAATTCAGATTC 

AAGACCTGGCCGATTATTTACGTGATAATAAGAAGAGCTTGGAAAAGTACGCTACAGACT 

CCATTGAGGACTTGAAAACGGAGGCATCGCAGGTATGGGACAAACACGCGCAGCCCAAAC 

CATGGTGGCAGGTGTGGTCTAGTGACAGCAGTAGCGTGAGCAACAGTAACCCCGGATGGT 

TTGGTTATACTGGTTCTTCGGATCACCCAGTTTCTGACTGGCTCTTTGACA 

CAGACAGTCTACGTAACTTCTTGAAGAAAAACGGCGTGGATGTTGACGACGCTAAGGCTT 

CCAAGGACTCGCTGGTGAAGACTGCTAAGGAGAACTTCAACAAGATTTCCAAATCTTTGA 

AGTCGTCGGGATACTATCCTTCTAGCTCTTACTTTGATAGCTGGTCAACCAAAGATT 

AAAACTGGTTGAATGACAATGGTATCGACTACGACAAGGCAGTTCAAAGCAAGGACGAGC 

TAGTTCAGAAAGTCAAGGAAAACATCTACCGAACTTCAGAAAAGGCAGAACAGCAGCGTC 

TGGGTTTGCTAGAAAGCTTGGATTTGGCTCACCAACAAATATO 

TAAAAGACACTGTATTTGACAAGTGGTCTAGTGATCAGTTAACCAATTGGTTGGAGAGCC 

ACAAGGTCAATATTGACAAGAACATGGCCAAGAAACACGACTATTTGGTTAGAATGGCCA 

AAGAAAATTCTGCCAATTTGAAAGATGATATCTACTGGTACCTGGACTATATGAAAAGAG 

AGTCTTCTCCATTTTTGACCAAGACCCCAGAATACGTTGGTTCCGTTTC 

AAAATTTCCTCACAAATTTGTACTCCAAGTTCAGAGGT 

ATACTTTTTTGGTTGGCCTAGACTCTTGGCCAAAGGACAAATTGAAAATG 

CTCGTGGTATTAAGTACTCAATGCTGTCTACTGAACATCAATTGAGAGAATTAGTCAAAA 

AATCCAGAAACGAAAAACTCAAGATCCTGCCAAAAGACTACCAAAAATACTTTGACAACA 

GTAACTGGTCTTTGGATGACATAAAGGGTTGGTTTGCTC^ 

ATTCTCAGACTTACTCCACAATTATGCAGGATTTTGACAAGG 

ATGCTAAGGACCAAATCGCTAAGACCTGGTCAAATACCTTTCAGAGCTGGTCTCAAGAAG 
ACCTATTGCAGTACCTAAAATCATTCGGTGTTCCGGTTAAACAGACTTCTACGAAGGACG 
ACTTAATCAACTTGGCCAAGCAGAATACGCAATGGTTGTTCGGC^CTGTTAAGGAGCCTG 
CTTACAAGAGGTACCTACATAACGTTAAAAAC1<X3TCGAAAAGCATATTAGGGTTCAACT 
AA 

YML128C, 513 aa (SEQ ID NO 212) 

MKQFKLVNAVSASFVL IGLVLANSDSWDKWTQEDLADYLRDNKKSLEKYATDS IEDLKT 
EASQVWDKHAQPKPWWQVWSSDSSSVSNSNPGWFGYTGSSDHPVSDWLFDTWSTDSLRNF 
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LKKNGVDVDDAKASKDS LVKTAKENFNKI SKSLKS SGYYPS S S YFDS WSTKDLQNWLNDN 

GIDYDKAVQSKDELVQKVKENIYRTSEKAEQQRLGLLESLDIJUiQQILDTSGQIKDTVF 

KWSSDQLTNV\^ESHKVNIDKNMAKKHDYLVRMA 

KTPEWGSVWDSSKNFLTNLYSKFRGKTDNVINDTFLVGLDSWPKDKLKMFLDARGIKYS 
MLSTEHQLRELVKKSRNEaCLKILPKDYQKYFDNSNWSLDDIKGWFADKKDDFQDSQTYST 
IMQDFDKVSKNTNDAKDQIAKTWSNTFQSWSQEDLLQYLKSFGVPVKQTSTKDDLINLAK 
QNTQWLFGTVKEPAYKRYLHNVKNWSKSILGFN 

YML130C, 2192 bp, CDS: 501-2192 (SEQ ID NO 213) 
ACGAGATCATTTTCTCATCTATCTATTGAGTAATGCT 

AATAGGATATGTAGGAGAATTGATATATTCACTGCGTATCAGAGAAAAGGTCTACTGACA 
TTTTATGGCAAATGTATTCTACACAAATCGAGAATACCACAGACAATGGTACAAGACATA 
CACAAAGAGAAGACTGTTCTAATTAAACAAATAATATTGAGCTACCTGCTAAGTATGTCC 
TTTTCCCTTTGTCCTTTGGTTTCTC 

GGCTTTGGGCGTTAGTAAGAACAAAAAGAAAAGAAGAGAACAAAAAAGAAACGATACGGA 

GTACGTGTCATAAAAACTTGTTCAATCATCCTTGAAGCTAAGTATAAAGAGCTTC 

GTTTACCACTTAAACTGGTTATACTATTTCAAGAGTGTAAACATTTTATTC 

GAGTAACGTGCAGGTAAAACATGAGATTAAGAACCGCCATTGCCACACTGTGCCTCACGG 

CTTTTACATCTGCAACTTCAAACAATAGCTACATCGCCACCGACCAAACACAAAATGCCT 

TTAATGACACTCACTTTTGTAAGGTCGACAGGAATGATCACG 

TAACATTCAATGAATTAAATGCCATAAATGAAAACATTAGAGATGATCTTTCGGCGTTAT 
TAAAATCTGATTTCTTCAAATACTTTCGGCTGGATTT 

ACGCCAACGATGGTCTGTGCTTAAACCGCGCTTGCTCTGTTGATGTCGTAGAGGACTGGG 
ATACACTGCCTGAGTACTGGCAGCCTGAGATCTTGGGTAGTTTCAATAATGATACAATGA 
AGGAAGCGGATGATAGCGATGACGAATGTAAGTTCTTAGATCAACTATGTCAAACCAGTA 
AAAAACCTGTAGATATCGAAGACACCATCAACTACTGTGATGTAAATGACTTTAACGGTA 
AAAACGCCGTTCTGATTGATTTAACAGCAAATCCGGAACGATTTACAGGTTATGGTGGTA 
AGCAAGCTGGTCAAATTTGGTCTACTATCTACCAAGACAACTGTTTTACAATTGGCGAAA 
CTGGTGAATCATTGGCCAAAGATGCATTTTATAGACT 

TCGGTACTCACTTATCAAAGGAATATTTGAACACGAAAACTGGTAAATGGGAGCCCAATC 

TGGATTTGTTTATGGCAAGAATCGGGAACTTTCCTGATAGAGTGACAAACA 

ATTATGCTGTTGTAGCTAAGGCTCTCTGGAAAATTCAACCATATTTACCAGAAT^ 

TCTGTGATCTAGTCAATAAAGAAATCAAAAACAAAATGGATAACGTTATTTCCCAGCTGG 

ACACAAAAATTTTTAACGAAGACTTAGTTTTTGCCAACGACCTAAGTTTC 

ACGAATTCAGATCTCGCTTCAAGAATGTCACGAAGATTATGGATTGTGTGCAATGTGATA 

GATGTAGATTGTGGGGGAAAATTCAAACTACCGGTTACGCAA 

TTGAAATCAACGACGCTGATGAATTCACCAAACAACATATTGTTGGTAAGTTAACCA 

ATGAGTTGATTGCACTATTACAGACTTTCGGTAGATTATCTGAATCTATTCAATCTGTTA 

ACATGTTCGAAAAAATGTACGGGAAAAGGTTAAACGGTTCTGAAAACAGGTTAAGCTCAT 

TCTTCCAAAATAACTTCTTCAACATTTTGAAGGAGGCAGGCAAATCGATTCGTTA 

TAGAGAACATCAATTCCACTAAAGAAGGAAAGAAAAAGACTAACAATTCTCAATCACATG 

TATTTGATGATTTAAAAATGCCCAAAGCAGAAATAGTTCCAAGGCCCTCTAACGG^^ 

TAAATAAATGGAAGAAAGCTTGGAATACTGAAGTTAACAACGTTTTAGAAGCATTCA 

TTATTTATAGAAGCTATTTGGATTTACCCAGGAACA 

TATACAAATTTTGGAATAAATTCATCGGTGTTGCTGATTACGTTAGTC 

AGCCTATTTCCTATAAGCTAGATATACAATAA 

YML130C, 563 aa (SEQ ID NO 214) 

MRLRTAIATLCLTAFTSATSNNSYIATDQTQNAFNDTHFCKVDPNDHVSPSCNVTFNELN 
AINENIRDDLSALLKSDFFKYFRLDLYKQCSFWDANDGUTLNI^CSVDVVEDWDTLPEYW 
QPEILGSFNNDT>OCEADDSDDECKFLDQLCQTSKKPVDIE^ 

LTANPERFTGYGGKQAGQIWSTIYQDNCFTIGETGESLAKDAFYRLVSGFHASIGTHLSK 

EYLNTKTGKWEPNLDLFMARIGNFPDRVTNMYFNYAVVAKALWKI QPYIi PEF S FCDLVNK 

EIKNKMDNVISQLDTKIFNEDLVFANDLSLTLKDEFRSRFKNVTKIMDCVQCDRCRLWGK 

IQTTGYATALKILFEINDADEFTKQHIVGKLTKYELIALLQTFGRLSESIESVNMFEKKY 

GKRLNGSENRLSSFFQNNFFTJILKEAGKSIRYTIENINSTKEGKKKTNNSQSHVFDDLKM 

PKAEIVPRPSNGTVNKWKKAWNTEVNNVLEAFRFIY 

FIGVADYVSEETREPISYKLDIQ 

YMR022W, 998 bp, CDS: 501-998 (SEQ ID NO 215) 
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AACAGTATTGGCTGTTGATTCATTGCGCTGCAGCAGTC 

TCGTATTCTGTACTTTGCGATGTAGAGTCTACTAAAATAGCX3TCTCTGATAGCCATGGGT 
GAAGK5TCTTCCTCTAGTTCTCACCTTAATTAGCATTCGGTC 

GAGCGATGCCCTCTGATGCACGATGCACACGCATATTTGTTCCCATTAAATATTATCATC 

TCTGATAGAGCTTGAAGAACTTACCAGACTGTTTCAAGTTTAAAACAAGGCGCCTCATCG 

CATCTACCTCACGAAGATGCAGCAGCTTATTGTCTCGAGATCCTTCTTATAACTCCTTTT 

CGCCATTACCCGAAAACGAGATTACAGCCTCTAAACCAAGAGCTCGAAAAGCGCCAAAGT 

AAACTCTGGCGTTTAGCGTACGAAGGAGATTATCCTAAAAGGAACTTCCCTAGTAATAGT 

GTAATTTGGAAGGGCATAGCATGTCGAAAACCGCTCAGAAACGTCTCCTCAAGGAGCTTC 

AACAGTTAATTAAAGATTCTCCACCTGGTATAGTGGCTGGTCCCAAATCGGAGAATAACA 

TATTCATTTGGGACTGCCTAATTCAAGGGCCTCCAGATACGCCATACGCTGATGGTC 

TTAATGCTAAGCTAGAGTTTCCTAAAGACTATC 

CACCCAGCATACTACATCCAAATATTTATCCAAATGGGGAAGTGTGCATATCCATTCTAC 
ACTCCCCTGGTGATGATCCTAACATGTACGAATTAGCGGAAGAAAGATGGTCGCCAGTGC 
AAAGTGTAGAAAAAATTCTATTAAGTGTTATGAGCATGTTGAGTGAGCCCAATATCGAAA 
GTGGTGCCAACATTGATGCTTGCATCTTGTGGAGAGATAATAGACCTGAATTTGAGAGAC 
AGGTAAAGTTATCCATTTTGAAATCATTAGGATTCTGA 

YMR022W, 165 aa (SEQ ID NO 216) 

msktaqkrllkelqqlikdsppgivagpksennifiwix:liqgppotpyaix3v™aklef 
pkdyplsppkltftpsilhpniypngevcisilhspgddpnmyelaeerwspvqsvekil 
lsvmsmlsepniesganidacilwrdnrpeferqvklsilkslgf 

YMR118C, 1091 bp, CDS: 501-1091 (SEQ ID NO 217) 

GTCCTTCCGCTTTATATGTTTCGTTATCCTATCACATTATCAAATGACTTTGTGCCACTG 

TGTTTTGACAAAATTACTGTAATATAATCAATAGTATTTACATGTTTGTACCAGAAGTAC 

TTGCATCGCATCCAGTTCTCATGCAATATAGTTGTATACCATGTCGTTGAAAGGAACCAG 

AGTAAACACTTCTACCAGTATTTCTTTACGGTTCGGATCAAAACCATCACTCATTCGGTC 

ATTCTTACCGTACGATAAACCAAATTACAAGGAAAAGTATCCCTAATTAGAGATCACTGC 

ATCCGTAATAGTTTTTTTTCTATTTTGGACTTTTGTA 

CTCATAAAAAAATTGACGAAGATTTTAGATAATGGCAAATAAAAATGAAATAGTATCAAT 
ATACCGAAAAATTAATCACACTCAATGCGACTGTGATAGCTGATAAGTGGAGCTCAGAAA 
TATTCAGAAGCGTAAGAATAATGAAAGCAACCATTCAAAGAGTAACATCTGTATTTGGAG 
TTCCCCGAGCATCTGTATTCGTGCCAAGAATCAGCACACCATTTATTTTGCATAATTATA 
TCTCTAATGGCAGAATGGACCTTTTTTCCAAAGAATOCCAC 

CTGATCTTTGGTCAAGCAACAAGGAAGAGGAGCTCTTAGTATCTCAAAGGAAAAAAAGAC 
CGATCTCTCCTCATTTAACTGTTTACGAACCTGAAATGAGCTGGTATCTTTCCTCTTTAC 
ATCGTATATCTGGCGTTTTACTGGCTCTTGGATTC 

TGACGACAATAATGGGAATGGATACGACTTTTCAGGATCTAAACAAGTGGTATCACGAAA 
AGATGCCTAAGTGGTCCCAATGGGTGGCCAAAGGCTCTGCAGCATATCTGTTTGCATTCC 
ATTTTGCSTAACGGTATAAGGCATCTCATCTGGGATATGGGCTACGAATTGACCAACCGTG 
GGGTTATAAAAACCGGATCAATCGTTTTAGCCGGCACACTCGTCTTAGGAACGTATTTAC 
TGGCTCAGTAA 

YMR118C, 196 aa (SEQ ID NO 218) 

MKATIQRVTSWGVPI^SVFVPRISTPFILHNYISNGRMDLFSKEFHNGRVSKSDLWSSN 
KEEELLVSQRKKRPISPHLTWEPEMSWYLSSLH^^ 

DTTFQDI^KWYHEKMPKWSQWVAKGSAAYLFAFHFGNGIRHLIWDMGYELTNRGVIKTGS 
IVLAGTLVLGTYLLAQ 

YMR143W, 1121 bp, exonl: 501-524, intronl : 525-713, exon2: 
714-1121 (SEQ ID NO 219) 

CCGCTTAGCGCAAACTATCGTGAACTCGCTGCAACAACTGAGAGGGCAAGGATATACATA 

AAAATAGCCTACAAATTCTGAACTCTGTAAAGGAAGCCTCATAAATAAAGGTAGATAGTA 

AAGTATACAAGAGAAGAATCCCAAGATGTCAGCTGTCCCAAGTGTTCAAGTATGTTTTCA 

GTTCTGCAGAATGATGTTTGATAGTATCGATAATGGAGTGAGATCAAGAGAAAAAAAATG 

AATATGTCAGCCAACCAAGTTCTGAGTAGGCAGTAAATGAGTACGCATAGTGTATTTATC 

CAAAGGAAAGAATTGTTATTTTTACAAGCCGAATTGAGATCCAATTAGGCAATGTTO 

GGAGAGTATTTTGACAAGATTGGTTAAACTACTACGGTCAGTTCCGTAACCAGTACGATT 

GTACACATAAGGAAACAACTGTAAAGATAAACAATAAGGGCTTCCAATGCCATTGTAAGA 
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TATCATATTCCTAAACAAAAATGTACAGCGAATATAAAGCCAGCGTCAGTGTCTTCCTGG 

AAGGTTGCGCAACTAAAGAAGTTGAAATTAAAATGGCAAGCGCTACAT 

TCACTCATCAGATGTCCAAGATTTTCGAAAAATAAATATTCTCATTTT^ 

ATAATTGTTACTAACATTGAATTTCCTCGTAACTAATTGCATTACTTC 

GTAAGAAGAAATCAGCTACTGCTGTTGCCCATGTCAAGGCCGGTAAGGGTTTGATCAAGG 

TTAATGGTTCTCCAATCACTTTGGTTGAACCAGAAATCTTAAGATTCAAGGTTTACGAAC 

CATTATTGTTAGTTGGTTTGGACAAATTC^ 

GTGGTGGTCATGTTTCCCAAGTTTACGCCATCAGACAAGCTATTGCTAAAGGTTTAGTTG 
CTTACCATCAAAAATATGTCGATGAACAATCCAAGAACGAATTGAAGAAGGCTTTC 
CTTACGACAGAACC1TGTTGATTGCTGATTCTAGAAGACCAGAACCAAAGAAATTCGGTG 
GTAAGGGTGCTCGTTCCAGATTCCAAAAATCTTACCGTTAA 

YMR143W, . 143 aa (SEQ ID NO 220) 

MYSEYKASTFGKKKS ATAVAHVKAGKGL I KVNGSPITLVEPEI LRFKVYE PLLLVGLDKF 
SNIDIRVRVTGGGHVSQVYAIRQAIAKGLVAYHQKYVDEQSKNELKKAFTSYDRTLLIAD 
SRRPEPKKFGGKGARSRFQKSYR 

YMR174C, 707 bp, CDS: 501-707 (SEQ ID NO 221) 

GTCCCATCATTCTTTACACCTCGTACTGTATTCATGATCATCTATCCATTTTACATACCG 

CTCCCTTTAAGATACGTTTATTCGTAACTCCCATTTACCAATCACTATGAGCCGTCCACG 

TTTCCAAAAAAACCTAAACATATGATGCAAACCTCCAATGAGACTCAACGTAACATGCAA 

GTAAATACAGAAGK5TTAAGAGATAGTTGTCTTAAAGGGGTACCGAAAGCATTTAGGGGAG 

GCTTAAGGGAGGGTGCCGATCCTATGAAGTATTAATACGTAATGCCAAAAGGAATTC 

AACATCTGAAGTGGATAGATTAATCGTACAGTAATCGTACAGTACTATGTCTTACTGATG 

TCGGGAATCTCAGGGGCGACCGCCCCCGGCTAGAATTATCTATATAACGGTAAAAAGAAT 

AAAACTCTATTCTAGTTCTCGCCATTTACCTTGACTTTAATGAACCAATAAAAGAAATTT 

CTACAACCAAGACATCCAGAATGAATACAGACCAACAAAAAGTGAGCGAAATATTTCAGA 

GCTCAAAGGAAAAATTGCAGGGCGATGCAAAGGTAGTGAGTGACGCTTTTAAGAAAATGG 

CTAGTCAAGACAAGGACGGCAAGACTACCGATGCTGATGAAAGTGAAAAACACAACTATC 

AAGAGCAATACAACAAGCTCAAAGGGGCGGGGCATAAGAAGGAGTAG 

YMR174C, 68 aa (SEQ ID NO 222) 

MNTDQQKVSEIFQSSKEKLQGDAKWSDAFKKMASQDKDGKTTDADESEKHNYQEQYNKL 
KGAGHKKE 

YMR191W, 1877 bp, CDS: 501-1877 (SEQ ID NO 223) 

GGTTCGATACAACACTTGTGCTGGCTGGTATATCAACCATGGGTACGTCAGCATATTGAT 

TCGATGTGGCAGTGTACGAGAGCCATTCTGTATCGTTCGACAAAGT^ 

GTTGTTTCGTAGCAGTATTCGTTGGTCCAGATGCAGGAATGCTGGTTATAAAGTTTGT 

TTCCTGGTCCACATTCATCTTTGGATGGCGTTGTTGGTGGCGAATTTGTC 

TGTTCGCGATGT(K:TTTTGGATAGCCTGGAATACGAAATCTTTG 

CCGTTTCCTTTAACCATTTGTGCTCCCTTCTTAAGTTATGTGA 

CCGCCTTGTGTGTACGTGTATGATTTTTTAAATATATACAACAATAATCTC 

CTTTCCTCTAGCCAATGACTCCAAGCTGGCTGATAAAAACAAACTAAACGGTAAAGCCAC 

AAATCCGAAATCTATCACCAATGATCACCCAGCCTGCTAAGTGCCCTCTATTGATCCGTA 

TATCAGCTTTTAGATCAGGCTCGAGTTTCTTGTTATATC 

AATCCTGGCAGCCGAAGCCGGGCAATCCACTTCGAAACGCACGGCTGAACTATATAAATA 

TAAAGGACATGTGGAGAGAAGCTTCTCTTCCTTCACATTTCGCATTT 

GGTTCTTTCACAATAGAAGAGCACCAACACGAAATATGGCTGTCGGTGGTAATAACTGGA 

GCATGTGGCTGCGAATGTCACGGGTCCACCTCAGGCAGATCACGAAGTCTCTGGACCGAA 

CGCTGATCAGTTTGAGCCATGGGAATTTTTCCCACCAATATAATC 

CTTGGTGGAAGAGCCTATTTGAGGCTTCTACAGCTTTTAGGAGGGCAAGTGGTTTAAC^ 

TATCTCCTCT<^CGAGGAGAGGAATCGCAAGGTTTGACCATTTCAGACCTC 

TC^GTAAATTTGCTTCTTTTCCCAGA 

ACTGGAATATGACTACATCAAAGAGATTATTAGGGCAGAGAGCTTATTCGACTTCCAGTA 
TCAAATTTACCCAAGAAGCCGTGAATAACATGACTATATC^ 

CACTAGGCGGATTAAATCAGTGCTCCCACTCTAATTCCTGCAAAGCTTATCAGAATGCGT 
CTAATGTTACCTCTAAACAGGATCACGTCCAACCAGTTGCCCTTAAGAAGTTATCTCAAA 
AGGATATCAATTTCATTCGTAATTTAGAACTATTTAAGATAATGAAGACCCAGAATGAAG 
TCGTTGATGAAACAAGCGCATATTACATGGAAAAACCAGGTTCCTATATTGAATTTACCA 
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TTTCAGAATTTAACGTTAATGGGACACTC 

TGTTAGCGGATTTGGATGAAATGATTAGAAATTACAAATACGAATTAAAATCAATATACA 

GTAGTGTTGACATGATCTTGCAGAATTATGGATCATTGCCGAT^ 

AGATTCGAATACATTTTCCAAACTCAACTGTGGTGGAAACAGAAAAACTAATTGCAGGTC 

TGAATATTGCTACGGGTGTTATTTACGCAGATACGTCTCCCGATATCAGTCTAGAAGGTA 

CAAATTTGAATGCTCTGGTTAATGTTGACAATTCAGGAAGCGTATGGTCTTTTG 

AGCCCTCGTTTCCCTCTAGGAGCGCTTTTTCACCTATTTTATCAGATGCATCCTATGATA 

CTTATGAATTGGTCTAG 

YMR191W, 45B aa (SEQ ID NO 224) 

MITQPAKCPLLIRISAFRSGSSFLLYVHCKSINKSWQPKPGNPLIWARLNYINIKDMWR^ 
ASLPSHFAFHDLKWFFHNRRAPTRNMAVGGNNWSMWLRMSRVHLRQITKSLDRTLISLSH 
GNFSHQYNRNIFVTWWKSLFEASTAFRRASGLTVSPLTRRGIARFDHFRPVPNVSKFASF 
PRWKGAPRGLFTNWNMTTSKRLLGQRAYSTS SI KFTQEAVNNMTI SLRCFFNSIiGGLNQ 
CSHSNSCKAYQNASNVTSKQDHVQPVALKKLSQKDINFIRNLELFKIMKTQNEVVDETSA 
YYMEKPGSYIEFTISEFNVNGTFSAPLSFLDPSLLADLDEMIRNYKYELKSIYSSVDMIL 
QNYGSLPITFHRNKIRIHFPNSTWETEKLIAGLNIATGVI YADTSPDI S LEGTNLNALV 
NVDNSGSVWSFVKEPSFPSRSAFSPILSDASYDTYELV 

YMR230W, 1228 bp, exonl: 501-552, intronl: 553-962, exon2 : 
963-1228 (SEQ ID NO 225) 

ATCAAATATTGATCGAGTTCATATAAAGCTAAAGAGTAGGAAATATACCATCAATGGTGA 

GCACTTATTTTTTTTTGGATTCAGATGTGAGAC 

TATAATTTGGCTACGTTGTCTTCCGGTGTTTTTCAATTG 

TCTGGGTAATTTGATCTTTTTTAATAATTATTTTAGTC 

AGATTTATTTTGTCATTTTTTGGATCGGCGTCTT^ 

ACATCGCGCATGTGTGGGTGTATATGCCCTTTTCACGATTTTTAAGTTGCGTCTCA 
AGTTTCCGAGTTGK3AAGCCTGAGTTTTTCAAAACAATATAGGAATTAAA 
TTGGATACATGTTATTTGAAATGGGGTAGAACTAGCACAACTGAAACCAAGAAAACACAG 
ATCATAACTAACCGTTCAAGATGTTGATGCCAA^ 

ACTTGTTTCAAGGTATGTTTGCATTTTTTAGGTGAAATATGCAGTGATATGCTC 

GGATAGCAAAGATGATAAATGAAAATACAATTAAATTGAACTTGAATATCATTAAAAGTG 

GTAGAAAACCGATTGTTTCAAAAAGATCTTTGTGGACAAGTACGGCAGTGCATGAATCCG 

AAAGAAAAGTGCAACCTAAGCAGAATTCCATTATTTCACGCGTCCATTTTTATAATGTTT 

GAACTTTTGAGTCCTTATAGAAATGCTAATATTATGATCAAA 

TTACAGTTTCCGGAGTTTCCGTATTATTGCAAAAGGACCACAAACAA1TGAAATCATGAT 
ATGGTAAGAAATATTATTACTAACAAGGAAGATCATTGAATTACGATCGCATATCGAAAT 
AGAAGGTGTTGTCGTCGCTAAGAAGGATTTCAACCAAGCTAAGCACGAAGAAATTGATAC 
CAAGAACTTGTATGTTATCAAGGCTTTGCAATCCTTGACTTCTAAGGGTTACGTTAAGAC 
TCAATTCTCATGGCAATACTACTATTACACTTTGACTGAAGAAGGTGTTGAATACTTGAG 
AGAATACTTGAACTTGCCTGAACACATTGTCCCAGGTACCTACATTCAAGAAAGAAACC^ 
ATCCCAAAGACCTCAAAGAAGATACTAA 

YMR230W, 105 aa (SEQ ID NO 226) 

MLMPKQE^KIHQYLFQEGVWAKKDFNQAKHEEIDTKNLYVIKALQSLTSKGYVKTQFS 
WQYYYYTLTEEGVEYLREYLNLPEHIVPGTYIQERNPSQRPQRRY 

YNL054W, 3998 bp, CDS: 501-3998 (SEQ ID NO 227) 

CCCTTCGCTAAATCATTAAGAGGTCATTCATGAAGTTAATTCAGCACCAAAGTTGGACTG 

TTAGACAQGAGATACAC^TTGCAGTCCAAATGTGCAGATTTTTCAGATAATTGTCGTCGC 

ACAAGACTGCCCCTCCCGTCCTCAGACAGACACAAAATTAGATTTTACGTTTACATAAAG 

ATGTACATAACTTGAAAAAACGTTAATCCCTCTTAAATTTAGACCTTGTAAGTCTTCCT 

GCCACTCTTTGTGATATATTGTAGTGCAATATATTGATTCGT^ 

CTTAGGCATTTCCGCTTTAGAAAATTCGTTGGGTGGTTTC 

ATTTTGCATAATGATCTTCAATTCTACAACTAAAATCAAGTAGATACAGGAAAATATTCC 
ATAAATTATAGTGTAAATCGCCCTGTATACACCTTATCGTTTCATCTCAGGCAAGTTAAA 
GCATTTGGGAAACGTGCTAGATGACAGAAGAAGATAGAAAGCTCACTGTAGAGACAGAAA 
CAGTTGAGGCACCCGTGGCAAATAATCTTTTATTGTCGAATAACAGTAATGTAGTAGCAC 
CTAATCCTTCTATTCCCTCTGCCTCCACATCTACCTCTCCCXITACACAGGGAAATAGTTG 
ATGATTCTGTCGCTACTGCTAACACCACCAGCAACGTTGTACAGCATAATTTGCCCACCA 
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TAGATAACAATTTAATGGATTCCGATGCCACGTCACATAATCAAGATCATTGGCATTCAG 

ACATAAACAGGGCAGGAACATCAATGTCAACGAGTGATATCCCAACAGATTTACATTTAG 

AACATATCGGCTCTGTTTCATCAACTAATAATAATAGTAACAATGCCCTAATCAACCACA 

ACCCTCTGTCATCTCATCTTTCCAATCCGTCATCTTCATTACGAAAC 

TGTTGGTAGCTTCTAACCCTGCGTTTGCTTCAGATGTTGAACTCT 

CCGTCATCTCCAATAATATGCCTACAAGTAACATTGCCCTTTATCAAACAGCGAGATCGG 

CGAATATTCATGGTCCATCATCAACTTCCGCATCTAAAGCGTTCAGAAAGGCTTC 

TCTCCAATAACACGGCACCCAGCACTAGTAATAACATCGGCTCGAATACACCTCCAGCTC 

CTCTTTTACCTCTACpTTCACTATCACAACAAAATAAGCCAAAAATAATAGAGAGGCCCA 

CAATGCACGTCACTAATTCAAGAGAAATACTTTTAGGTGAAAACCTGTTAGATGATACAA 

AGGCGAAGAATGCTCCCGCGAATTCAACCACACACGATAATGGTCCAGTAGCAAATGATG 

GGCTGCGTATACCGAATCACTCGAACGCAGATGATAATGAAAATAACAACAAAATGAAGA 

AGAATAAAAACATTAATAGTGGGAAAAATGAACGTAATGATGACACCAGCAAAATATGCA 

CTACATCTACTAAAACAGCGCCTTCAACCGCACCTTTGGGCAGTACAGACAATACTCAGG 

CTCTCACTGCTAGTGTCTCCAGCAGTAATGCTGACAATCACAATAATAACAAGAAGAAAA 

CCAGCAGCAACAACAACGGCAATAACAGTAATAGTGCATCCAATAAAACCAATGCCGATA 

TCAAGAATTCTAACGCCGACTTGAGCGCTTCTACCTCTAACAATAATGCAATAAATGACG 

ACTCACATGAGAGTAATTCAGAAAAACCAACAAAGGCGGATTTTTTC 

CTACAGCTGTAGGTGAAAATGAAATTAGTGATTCTGAGGAAACAT^ 

CAGCTAATTCGACTAAAAACCTAATATTTCCTGACTCCTCCAGCCAGCAGCAGCAGCAGC 

AACAGCAACCTCCAAAACAACAGCAACAGCAACAAAATCATGGAATAACCTCAAAGATAA 

GCGCCCCATTGCTAAACAATAACAAAAAATTATTAAGCCGACTGAAAAATTCAAGACATA 

TTAGCACTGGTGCCATATTOAATAACACAATCGCGACTATAAGCACAAATCCGAACTTGA 

ATTCTAATGTGATGCAGAACAATAACAATCTGATGTCGGGACACAATCACCTGGACGAGT 

TGAGCAGTATAAAACAGGAGCCACCGCATCAATTGCAGCAGCAGCAACCACCAATGGATG 

TACAATCX^TAGATTCGTATACCTCTGACAACCCAGACAGCAATGTTATTGCCAAGTCGC 

CTGATAAGAGGTCAAGCTTAGTATCCCTATCTAAAGTTTCTCCACATTTACTTTCATCCA 

CATCAAGC^CGGTAACACAATATCGTGTCCCAATGTTGCCACAAATTCGCAGGAATTGG 

AACCAAACAATGATATTTCAACGAAGAAATCTCTTTCCAATTCTACTTTC 

CTGCTAATAGAAATTCTAATTATGGTCACAACAAAAGGCCTCTTAGAACAACAGTGTCAA 

AGATATTTGATTCAAACCCTAATGGAGCTCCTTTACGGAGATACTCTGGGGTACCGGATC 

ACGTTAATCTAGAAGATTACATCGAACAGCCGCATAATTATCCAACAATGCAAAATAGTG 

TGAAAAAGGATGAATTTTATAACAGCAGGAACAATAAGTTTCCCCATGGTTT 

ATGGTGATAACAATGTTATTGAAGAGGAAAATAATGGTGACTCGTCTAATGTAAATCGAC 

CGCAACACACTAACCTTGAGCATGAGTTTATTCCAGAAGATAACGAAAGTGATGAAAACG 

ATATTCACTCCATGTTTTATTATAATCATAAGAACGATTTAGAAACAAAACCGCTAATA^ 

CCGATTATGGTGAAGATGAAGACGTAGATGATTATGATCGCCCAAATGCTACTTTCAACA 

GTTACTATGGCTCAGCATCCAACACGCACGAACTTCCATTACATGGAAGGATGCCTTCAA 

GATCAAATAATGATTACTACGATTTTATGGTTGGCAACAATACTGGCAATAACAACCAAT 

TGAATGAATATACCCCCTTAAGAATGAAACGTGGTCAAAGACACCTATCAAGAACAAACA 

ATAGCATAATGAATGGTAGCATCCATATGAATGGTAACGATGACGTTACCCATTCCAATA 

TCAATAATAACGATATTGTTGGTTACTCACCGCACAACTTTTACTCAAGGAAGTCCCCAT 

TTGTGAAAGTAAAGAATTTTCTTTATCTTGCATTTGTTATATCATCAC 

GATTCATTCTGGGATTTTTATTGGCCACTAATAAAGAACTACAAGATGTAGACG 

TGATGGATAATGTGATTTCAAGTTCGGACGAGTTGATCTTCGACATCAGAG 

TTAATCCAGGATTCTTCAGTATAAGCGTTO 

GTTCTTACCTOAAGTGCGATTCTAATGGTGACTGTACAGTAATGGAAC^GGAACGGAA^ 
TTTTACAAATAACGACAAATCTTTCGTTAGTTGAAGAGAGTGCTAATAATGATATTAGTG 
GTGGGAACATAGAGACGGTATTACTAGGAACCGCTAAAAAACTAGAGACACCATTAAAGT 
TCCAGGGCGGCGCATTTAATAGGAACTACGATGTGTCAGTCTCGAGTGTCAAGCTTTTAA 
GTCCTGGGTCTCGTGAAGCCAAGCACGAAAACGACGATGATGACGATGATGATGGCGACG 
ATGGTGACGATGAAAACAATACTAATGAAAGACAATACAAAAGCAAACCAAATGCTAGAG 
ATGACAAAGAAGATGATACTAAAAAATGGAAGCTACTAATCAAGCATGATTACGAATTGA 
TAGTCCGTGGAAGCATGAAGTATGAGGTGCCCTTTTTCAATACGCAAAAATCTACGGCTA 
TTCAAAAGGATTCCATGGTCCATCCTGGTAAGAAGTGA 

YNL054W, 1165 aa (SEQ ID NO 228) 

MTEEDRKLTVETETVEAPVAl^LLLSNNSNVVAPNPSIPSASTSTSPLHREIVDDSVATA 
NTTSNWQHNLPTIDNNLM3SDATSHNQDHWHS 

STNNNSNNALINHNPLSSHLSNPSSSLRNKKSSLLVASNPAFASDVELSKKKPAVISNNM 
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PTSNIALYQTARSANIHGPSSTSASKAFRKASAFSNNTAPSTSNNIGSNTPPAPLLPLPS 

LSQQNKPKIIERPTMHVTNSREILLGENLLDDTKAKNAPANSTTHDNGPVANDGLRIPNH 

SNADDNENNNKMKKNKNINSGKNERNDDTSKICTTSTKTAPSTAPLGSTDNT^ 

SSNADNHNNNKKKTSSNNNGNNSNSASNKTNADIKNSNADLSASTSNNNAINDDSHESNS 

EKPTKADFFAARLATAVGENEISDSEETFVYESAANSTKNLIFPDSSSQQQQQQQQPPKQ 

QQQQQNHGITSKISAPLLNNNKKLLSRLKNSRHISTGAILNNTIATISTNPNLNSNVMQN 

NNNLMSGHNHLDELSSIKQEPPHQLQQQQPPMDVQSVDSYTSDNPDSNVIAKSPDKRSSL 

VSLSKVSPHLLSSTSSNGNTISCPNVATNSQELEPNNDISTKKSLSNSTLRHSSANRNSN 

YGDNKRPLRTWSKIFDSNPNGAPLRRYSGWDHVNLEDYIEQPHNYPTMQNSVKKDEFY 

NSRNNKFPHGLNFYGDNNVIEEENNGDSSNVNRPQHTNLQHEFI^ 

YNHKNDLETKPLISDYGEDEDVDDYDRPNATFNSYYGSASNTHELPLHGRMPSRSNNDYY 

DFMVGNNTGNNNQI^EYTPLRMKRGQRHLSRTNNSI 

GYSPHNFYSRKSPFVKVKNFLYLAFVISSLLMTGFILGFLLATN^ 

SSDELIFDIWSAFNPGFFSISVSQVDLDIFAKSSYLKCDSNGDCTVMEQERKILQITTN 
LSLVEES ANNDI SGGNIETVLLGTAKKLETPLKFQGGAFNRNYDVSVS SVKLLSPGSREA 
KHENDDDDDDDGDDGDDENNTNERQYKSKPNARDDKEDDTKKW^ 
YEVPFFNTQKSTAIQKDSMVHPGKK 

YNL067W, 1076 bp, CDS: 501-1076 (SEQ ID NO 229) 
GACGACTATTGATGCCAGGCAAATTTTGGATTTACTGCTCCTCTTTTAA 
TGTGATATCGTAGCGGTAGGAACCAATTTTGCAATCGATTTACTT^ 
TATTTTCATGTTTAGCATTGCCATTTCTTCTGTGTCACACGTTG 

TAGGAGAGACGTATACAAGCATCAATGTTACGAATGTACGATCCCGTTTGCATCTGATGT 

GTAAACTCATGTGGTGCACTGGTGTTGTTTCCAAGACTGCACTATT 

TTTTTTCTTCTAGTGAATTTTTTTTO 

ACGGACGGCAAACATGAAAAAAAAAATTACCAACCATATTTCTATTTCCTTTCCCTO 
CTATTCTCTTTTTGAAATAGTTCATTTTCTCTCTCTGA 

GCCTCCAATAGTCACTAAAGATGAAGTACATTCAAACCGAACAACAAATTGAAATCCCAG 

AAGGTGTTACTGTCAGCATTAAGTCCAGAATCGTCAAGGTTGTCGGTCCAAGAGGTACTT • 

TGACCAAGAACTTGAAGCATATTGATGTTACCTTCACCAAGGTCA^ 

AGGTTGCTGTTCACAACGGTGACAGAAAGCACGTTCCCGCTTTGAGAACCGOT 

TGGTTGACAACATGATCACTGGTGTCACCAAGGGTTACAAGTACAAGATGAGATACGTCT 

ACGCGCATTTCCCAATCAACGTCAACATTGTTGAAAAGGATGGTGCTAAATTCATT 

TCAGAAACTTTTTGGGTGACAAGAAGATCAGAAACGTCCCAGTTAGAGATGGTGTTACTA 

TCGAATTCTCTACTAACGTAAAGGACGAAATCGTCTTATCTGGTAACTCTGTTGAAGACG 

TTTCCCAAAATGCCGCTGACTTGCAACAAATCTGTCGTGTTAGAAACAAGGATATC 

AGTTTTTGGATGGTATCTACGTTTCCCACAAGGGTTTCATO 

YNL067W, 191 aa (SEQ ID NO 230) 

MKYIQTEQQIEIPEGVWSIKSRIVKWGPRGTLTKNLKHIDWFTKVNNQLIKVAVHNG 
DRKHVAALRIVKSLVDNMITGVTKGYKYKMRYWAHFPINVNIVEKD^ 
KKIRNVPVRDGVTIEFSTNVKDEIVLSGNSVEDVSQNAADLQQICRVRNKDIRKFLDGIY 
VSHKGFIVEDM 

YNL075W, 1373 bp, CDS: 501-1373 (SEQ ID NO 231) 

TCGATGGATATCCCATCCAAGAACAGGAATACTGGGTTTTTGAAGACCAGAATGGAGATC 

TCTGAGGAAGAAAAGATGGTACGTACAATATCACGGCTTGACAATACGAGTATTGCAAAC 

AGTAATGGAAATGGTAATGATGACACCTCTAATCAGAGAACGGAAGCACTGGGGCGTAAG 

ACGAGTAATGGAGGGCGAATATGATTACTAAGTTAAATAAATCAGATACAGTATTTAAAG 

TTCTTTCAAAAAAAGATAATGTCATATATTTTACTATCTACGCAGTGAAAGAGTTCCTTC 

TAATGACACACTATTCACTTCGGGTAACGGATATTGTGTACTGAAAAATATAAAAAATTT 

TATCCCGGAAATGCGATGAGATGAAAATGCATGAAGTAGCGTATATATTGATTGCATGAG 

GTTGGACTTGAAAGGGCATATATACTCGGTTTTATCATTGATTCAAGTG 

AATAAAACAGTTAAATCGAAATGCTAAGAAGACAAGCCCGTGAAAGGAGAGAATATCTAT 

ACAGAAAAGCGCAAGAATTACAAGATTCTCAACTGCAACAAAAACGTCAAATAATTAAAC 

AAGCGCTAGCTCAGGGGAAGCCATTGCCAAAGGAACTAGCAGAAGATGAGAGTTTACAAA 

AGGATTTCAGATATGACCAAAGTTTAAAGGAGAGCGAAGAAGCAGATGATCTACAGGTTG 

ATGATGAATATGCTGCCACAAGTGGTATAATGGATCCAAGAATCATCGTCACAACATCTC 

GTGACCCAAGCACTCGTCTCTCGCAATTTGCCAAAGAAATTAAACTGCTATTTCCAAATG 

CTGTCAGGCTGAACAGAGGTAATTATGTGATGCCAAATCTAGTGGATGCTTGTAAAA 
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CCGGTACTACAGATTTGGTGGTATTACATGAACATAGAGGTGTTCCAACTTCTTTC 
TATCACATTTTCCACATGGACCCACTGCACAGTTTAGTCT 

ATGATATTATAAATGCTGGTAACCAAAGCGAAGTGAATCCACATCTAATATTTGATAACT 
TTACTACCGCTTTAGGGAAAAGAGTAGTCTGTATTTTAAA 

CCAAAAAAGATTCCGAAAGAGTAATCACTTTTGCGAATAGGGGTGATTTCATTAGC 

GACAGC^TGTATATGTGAGAACAAGAGAGGGAGTAGAGATTGCCX^AAGTTGGTCCTAGAT 

TTGAGATGAGGTTGTTTGAACTGAGGTTGGGAACTTO 

AGTGGCAQTTGAGAAGATTCATAAGGACTGCCAATAAAAAAGACTATTTGTGA 
YNL075W, 290 aa (SEQ ID NO 232) 

MLRRQARERREYLYRKAQELQDSQLQQKRQIIKQALAQGKPLPKELAEDESLQKDFRYDQ 
SLKESEEADDLQVDDEYAATSGIMDPRIIVTTSIU)PSTRLSQFAKEIKLLFPNAVRLNRG 
NYVMPNLVDACKKSGTTDLWLHEHRGVPTSLTI SHFPHGPTAQFS LHNWMRHDI INAG 
NQ S EVNPHLI FDNFTTALGKRWCI LKHLFNAG PKKDSERVITFANRGDF I S VRQHVYVR 
TREGVEIAEVGPRFEMRLFELRLGTLENKDADVEWQLRRFIRTANKKDYL 

YNL096C, 1418 bp, exonl: 501-644, intronl: 645-989, exon2 : 
990-1418 (SEQ ID NO 233) 

AAACACCTACTTATAGACACGACCAAACTTTCCACAACCTTTCATCAGAGAGAAATGTTG 
ATCAAGTTGAATGCGTGAAAGTAGCAATTCGAAACAACAACTACCTGTCATTCTGCATAG 
TAGTAGTTACGAAAGGCACAGAAAATAACAAAAAAAAAAAAAAAGTCAATTTTCTACGGT 
CTCCATCCGTACCTCTTTAAATCCGTACATTATTGT^ 

AAAAGCGAGCGCCCTGGTAAAATGTGGTTCAAGCCTGCGAGCCTTTGCTTGGTA^ 

CAAATGCAATTCAGTCACGTTCCACACAGTTTGGGTTTCCAGCCTGGCTTTA 

TGGGCTCACTAGGCGTTCATAATACGCGGAGGGGGAAATACCAAATGCTATTGATTATGG 

TTAAAATATGTGTTATTTGACTTTGTATATACAAACAGAAGAGAAACCAACACACT 

ACTAGACACATAACTGACCAATGTCCTCTGTCCAATCCAAGATCTTATCCCAAGCTCCAA 

GTGAGTTGGAATTACAAGTCGCCAAGACCTTCATCGATCTAGAAAGCTCCTCTCCAGAAC 

TAAAGGCTGACTTGAGACCATTGCAAATCAAATCTATCAGAGAAGTATGTTAAAAGTTAT 

ATAATTTGGAAGCAGCAACATTGTGATTTCTTCTAAAGGGGTTCT^ 

CAAAAAAGAGTGATTTTGAGCAGTATCTGTATGAA^ 

TAATTCCGAGAGCTGTCAATACCATGAACGTTGCGATGAGCCTTTGAACTATAAAGGCCT 

CCTTGGTCAGTACCAATATCGATGAATAAAATAGAAGCACGCGAAAAAGACCTTACCCCA 

AGGAGAAGAATCACAAACCCTTTTTTGTTATGAATGAACCAATTCAGTT 

TTCAACGCTGCTTGATTCTTATTGTTTAGATTGATGTCACCGGTGGT 

TCCTTTITCTCCCAGTTCCAGCTTTC^ 

GTGAATTGGAAAAGAAATTCCCTGACCGTCATGTTATTTTCTTGGCTGAAAG 

TGCCAAAACCATCTAGAACATCTAGACAAGTCCAAAAGAGACCAAGATCCAGAACTTTGA 

CTGCTGTTCACGACAAGGTTTTGGAAGACATGGTTTTCCCAACTGAAATTGTCGGTAAAA 

GAGTTAGATATTTGGTTGGTGGTAACAAGATCCAAAAGGTTTTGTTAGACTCCAAGGATC 

TTCAACAAATCGACTACAAGTTGGAATCTTTCCAAGCTGTCT^ 

AACAAATTGTTTTTGAAATTCCAAGCCAGACCAACTAA 

YNL096C, 190 aa (SEQ ID NO 234) 

MSSVQSKILSQAPSELELQVAKTFIDLESSSPELKADLRPLQIKSIREIDVTGGKKALVL 
FVPVPALS AYHKVQTKLTRELEKKFPDRHVI FLAERRI LPKPSRTSRQVQKRPRSRTLTA 
VHDKVLEDMVFPTEIVGKRVRYLVGGNKIQKVLLDSKDVQQIDYKLtSFQAVYNKLTGKQ 
IVFEIPSQTN 

YNL162W, 1333 bp, exonl: 501-504, intronl: 505-986, exon2: 
987-1333 (SEQ ID NO 235) 

TTCATCACCAATATAGACTAATGCGTTTTGGAACGCCAAACCGCAGTGACAAATAGCA^ 
TATGTAGCTGTCATATCGGCATATAATAACAGTTTTCTACCAAATGCTGTCCTACATTCA 
GAGATCTTACATCCTTACATCTAAAGTAAAACCTAGACATTTACTTCGAGTTATACTTTT 
TTTTTATTTATCTATTTTTTCTCTTGCGGACATTTAACACCTGAA 

GGACTGATCCTGCCAGGGAAGGGAGCTTTGTCTAGTGCCAATAGGCCGGACCAGTAGGAA 
GGTTACAGCAGCTGGCCCGCAGAGTGATTGGGTCACAGGAAATAGCGCAACCTTCTCTTT 
TGCCCGGGAAAGGCGGTTCAATCTACCTTCGAAGGGCTAGTACATGAGCGCGAAGGAGGC 
AGATAATAGCACCAVTAAGTGGTCCAAATGCATCTO3AAATCTAATCCTTAATAGAGGAA 
AACAACAATTATCAGTAAAAATGGGTATGTTATAACCATAATTCCTAATGGTGAATAAAA 
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TCAGGACCAATAAAGAAAAGCTAATTTGATTTTTATTGTCAATGAAATTT 
ATGAATGCATAAACAGACACACCTAGCAACTGTATAATCTGCGCCTAAAAAGGGCGTATA 
CACAAAACTAAACGATGCGCAATAAAAGTTCAGCAGTCAGCAATGAAACCGAGATATGCA 
GCAACAGAGTATCATATGCATGGAGGATCCTTTCTGTT^ 

AAGCTCCAAACAGCACAGTAGCCTATTTGTGAAGCTCAAAAAAGGCTTCTATT^ 

CTATCTTCAGATTGTGCAGTGATATTCTTTGAGGAAGGAAACGTAGAGGGGATAAGTT^ 

ATAACTGTTATTTCTTTTCAATATGCTAGATTTTGCTTA 

ATAATAAACTTTTTTACTAACATTAGTACGATGTCTCATCTATTTCTTC 

CGTTCCAAAGACCAGAAAGACCTACTGTAAGGGTAAGACCTGTCGTAAGCACACTCAACA 

CAAGGTTACTCAATACAAAGCTGGTAAGGCTTCCTTGTTTGCCCAAGGT 

TGACCGTAAACAATCTGGTTTCGGTGGTCAAACCAAGCCTGTTTTCCACAAGAAAGCTAA 

GAOTACCAAGAAGGTTGTTTTGAGATTGGAATGTGTCAAATGTAAGAC 

GACCTTGAAGAGATGCAAGCACTTCGAATTGGGTGGTGAAAAGAAGCAAAAGGGTCAAGC 

TTTGCAATTCTGA 

YNL162W, 116 aa (SEQ ID NO 236) 

M\mCLIYFFYLVNVPKTRKTYCKGKTCRKHTQHKVTQYKAGKASLFAQGKRRYDRKQSGF 
GGQTKPWHKKAKTTKKVVLRLECVKCKTRAQLTLKRCKHFELGGEKKQKGQALQF 

YNL178W, 1223 bp, CDS: 501-1223 (SEQ ID NO 237) 

GGTCCACGTCAGTTCCACACAATAACATTTACGTAGTGTTCACGCGAAGCAGTTACATCT 

CAACTAACATAATTGCTGGTGAGCCTACAACACTGCATGCGTAAACGTCAACGGGATTAC 

GTTAGTATTTTTGGCCGCCGGTAAATTCTCTTGTTTTTOT 

CATGTTCCTTTGGAATAATCTAATTCCTCATGATTAAATC 

AACATCCATACCTTTCCTGTATAATATTCTTGCTG 

AACATTTTCTTTTCTTGAGATGAGGCGCCGCGAGCCTTTCTCCCAT^ 

TTTCCAAATCAATGCAGCTCTTTGAAATACAACAGCATTTTTCATACATTO 

TCTAGTTTGTAGATATTGTTAGATTAGTTTTTGAACATTGTTTTGATAA 

ACAGCAAACAAACTACAAAAATGGTCGCTTTAATCTCTAAGAAAAGAAAGCTAGTCGCTG 

ACGGTGTCTTCTACGCTGAATTGAACGAATTCTTCACCAGAGAATTAGCTGAAGAAGGTT 

ACTCCGGTGTTGAAGTCCGTGTCACTCCAACCAAGACCGAAGTTATCATCAGAGCTACCA 

GAACTCAAGATGTTTTGGGTGAAAACGGTAGAAGAATCAACGAATT 

AAAAGAGATTCAAGTACGCTCCAGGTACTATTGTCTTATATGCTGAAAGAGTTCAAGACC 

GTGGTTTGTCCGCTGTCGCTCAAGCTGAATCTATGAAATTCAAATTC 

CTATCAGAAGAGCTGCTTACGGTGTCGTCAGATACGTTATGGAATCTGGTGCTAAGGGTT 

GTGAAGTTGTTGTTTCCGGTAAACTAAGAGCTGCCAGAGCTAAGGCTATGAAATTTC 

ACGGTTTCTTGATTCACTCT^TCAACCAGTCAACGACn^ 

ACGTCTTGATGAGACAAGGTGTTTTGGGTATCAAGGTTAAGATTATGAGAGACCCAGCTA 
AGAGCAGAACTGGTCCAAAGGCTTTGCCAGATGCTGTCACCATCATTGAACCAAAAGAAG 
AAGAACCAATTCTTGCTCCATCTGTCAAGGACTACAGACCAGCTGAAGAAACTGAAGCTC 
AAGCTGAACCAGTTGAAGCTTAG 

YNL178W, 240 aa (SEQ ID NO 238) 

MVALI SKKRKLVADGVFYAELNEFFTRELAEEGYSGVEVRVTPTKTEVI I RATRTQDVLG 
ENGRRINELTLLVQKRFKYAPGTIVLYAERVQDRGLSAVAQAESMKFKLLNGLAIRRAAY 
GVVRYVMESGAKGCEVWSGKLRAARAKAMKFADGFLIHSGQPVNDFIDTATRHVLMRQG 
VLGIKVKIMRDPAKSRTGPKALPDAVTIIEPKEEEPILAPSVKDYRPAEETEAQAEPVEA 

YNL182C, 2168 bp, CDS: 501-2168 (SEQ ID NO 239) 

CTTTGATAAATTAATACGGTAAGATACCGTGTGAACTATTATAATAACTGCCACGCTTAT 

AGCATGTACGCTATACATTTACGTGCTGAGCTCCTAGGAAAGCTCATGAGCAGCCACTGT 

ATCGTGGAGCATAACTACAACAAAGAATACACAGCGTCACATAGAGGGTTTTTGAGAGGA 

GAAGTTGAAATAGGACTTGATCTTGGGGGAGAGGGGATTTGAAAGCACCCATTCAGGAGT 

ATGTGTCTGTAATTGAAGTGTTAGCGCGCGATTCACCTGTAATAAGAGTGATGA 

AGCGCCATTCTACATCATATGGCAAATG1TGAAAAACTGTACGCGCGAACTAAAATTTTT 

TTTTACATCCCACTAAATGAAAATTTTAAATCGATGCCCATTCCAAATATGCTTATTC 

AGGACGGCTCTGACAAGGGCATATGCGTTAAGATTGATTGTTCAATATTCATAAAACAGG 

ATCTTTCAAGGGACGATAAAATGGATGAGCAAGTTATTTTTACAACAAATA 

CAATAGCTTCTGTACACTCATTTGAACAGATAAATTTGAG^ 

GAAATAGCTGTGTTCAAGTAGGAAATAAATACCTTTTTATTGCTCAAGCACAA 
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TAATCAATGTCTACAATCTGTCAGGTTCTTTCAAAAGAGAATCTGTTGAACAGCGCTTAC 

CATTACCTGAAATCCTAAAATGTCTGGAAGTAGTTGAAAATGATGGTGTGCAGTATGATA 

GAATTCAAGGTGTCAATCATAATTTACCAGACTTCAATCTTCCGTACCTT^ 

CCACCGAATCGGGTAAATTGTACATATGGGAGTTAAATTCAGGGATTTTATTGAACG 

AGCCTATGGCTCATTACCAAAGTATCACCAAGATTAAGTCCATTTTAAACXKSCAAGTATA 

TTATTACTTCTGGTAACGATTCGAGAGTTATTATATGGCAAACTC 

CGTCCAATGATGATCCTAAGCCTTTATGTATCCTTCACGATCATACTXITAC^ 

ATTTCCAAGTTTCTTCTAGTCAAGGAAAATTTTTATCATGTACTGATACGAAACT 

CAGTATCT^AAGATGCTACCATTAGATGCTATGATTTGAGTTTAATAGGCAGCAAAAAGA 

AGCAGAAGGCAAACGAAAATGACGTTAGTATTGGTAAGACCCCAGTA1TGCTTGCGACAT 

TTACAACTCCTTATTCTATCAAATCCATTGTACTGGATCCTGCTGACAGAGCATGCTATA 

TTGGTACTGCGGAAGGTTGTTTTTCATTGAATTCATT 

TCGTTAATCTGCTACAGTCCGCCGGAGTAAACACAGTTCAAAAAGGTAGGGTTTTTTCCC 
TAGTGCAACGTAACTCACTAACTGGCGGCGAAAATGAAGATTTGGATGCACTATATGCAA 
TGGGCCAACTTGTCTGTGAGAATGTCCTAAATTCAAATC 

TGGATGGTACATTATTATTGATCGGTGATACGGAGGGGAAAGTTTCTATTGCGGAAA 

ACTCAAAACAAATCATTAGAACTATCCAAACTTTAACTACATCACAGGATTCAGTTGGAG 

AAGTGACCAATCTCTTAACCAACCCTTACAGACTCGAACGTGGAAATTTACTTTTTC 

GAGAATCCAAAGGCAAACAACCTAGTAATAATAATGGTCACAATTTTATGAAGATACCAA 

ACTTACAAAGAGTTATCTTTGATGGTAAAAACAAAGGCCATTTACACGATATTTGGTA^ 

AGATAGGAGAACCAGAAGCAGAGACAGATCCTAACCTCGCATTACCACTTAACGACTTTA 

ATGCCTATTTGGAGCAGGTCAAAACGCAAGAATCGATATTTTCACATATCGGTAAGGTGT 

CAAGCAATGTAAAAGTGATTGACAATAAAATCGACGCCACTTCATCTTTAGACAGCAATG 

CCGCTAAAGATGAGGAAATTACAGAACTTAAGACCAACATAGAAGCATTAACTCATGCCT 

ACAAGGAGTTACGTGACATGCACGAAAAGCTGTACGAGGAACACCAACAGATGCTTGACA 

AGCAATAA 

YNL182C, 555 aa (SEQ ID NO 240) 
MDEQVIFTTOTSGTIASVHSFEQINLRQCSTQSRNSC^ 

SGSFKRESVEQRLPLPEILKCLEVVENTOVQYDRIQGVNHNLPDFNLPYLLLGSTESGKL 

YIWELNSGILLNVKPMAHYQSITKIKSILNGKYIITSGNDSRVIIWQTVDLVSASNDDPK 

PLCILHDHTLPVTDFQVSSSQGKFLSCTDTKLFTVSQDATIRCYDLSLIGSKKKQKANEN 

DVSIGKTPVLIATFTTPYSIKSIVLDPADRACYIGTAEGCFSLNLFYKLKGNAIVNLLQS 

AGVNTVQKGRVFSIiVQRNSLTGGENEDLDALYAMGQLVCENVLNSNVSCLEISMDGTLLL 

IGDTEGKVSIAEIYSKQIIRTIOTLTTSQDSVGEVTNLLTNPYRLERGNLLFEGESKGKQ 

PSNNNGHNFMKIPNLQRVIFDGKNKGHLHDIWYQIGEPEAETDPNL^ 

KTQESIFSHIGKVSSNVKVIDNKIDATSSLDSNAAKDEEITELKTNIEALTHAYKELRDM 

HEKLYEEHQQMLDKQ 

YNL190W, 1115 bp, CDS: 501-1115 (SEQ ID NO 241) 
AATGCGCTCCCGTACGTCAGTGGCTGTTGCTGAAACGAGACAATTTCTCAATTCGTTTGT 
TTGTGTACTGTATTTGTTATCTTTACTATATATATGTTGTT 
GTGCTCACTTCTCTCGTCTTTTATTAGGTGTGTCTGTTGTGC 

TTGTTATTTAGAAACAGTCTATCTGGTTTAACTTAAACGAGTC 
CTACAAGAAAACCAAGCTTCTATTACTTTGTTTCTTTCTC^ 

CTTCTAACTCACACACTTTTGGAAGAACATTTATTTTTTC 

CAGCGCTTTATAATTGAAATATGAAGTTCTCTTCTGTTACTGCTATTACTCTAGCCACCG 

TTGCCACCGTTGCCACTGCTAAGAAGGGTGAACATGATTTCACTACCACTTTAAOT 

CATCGGACGGTAGTTTAACTACTACCACCTCTACTCATACCACTCACAAGTATGGTAAGT 

TCAACAAGACTTCCAAGTCCAAGACCCCAAACCACACTGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAGTCTAAGACCCCAAACCATACCGGTACTCACAAGTATGGTAAGT 

TCAAC7UVGACTTCCAAGTCCAAGACTCCAAACCATACCGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAATCCAAGACTCCAAACCACACTGGTACTCACAAGTACGGTAAGT 

TCAACAAGACCTCCAAGTCTAAGACCCCAAACCATACCGGTACTCACAAGTATGGTAAGT 

TCAACAAAACCAAACATGACACTACCACTTATGGTCCTGGTGAAAAGGCCCGTAAGAACA 

ATGCCGCCCCTGGTCCATCTAATTTCAACTCCATAAAATTGTTTGGTG 

GTGCTGCCGTAGCCGGTGCCTTATTACTATTATAA 
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YNL190W, 204 aa (SEQ ID NO 242) 

MKFSSVTAITLAWATVATAKKGEHDFTTTLTLSSDGSLTTTTSTHTTHKY 
KTPNHTGTHKYGKFNKTSKSKTPNHTGTHKYGKFNKTSK^ 
KTPNHTGTHKYGKFmCTSKSKTPNHTGTHKYGKFNKTKHDTTTYGP^ 
NFNSIKLFGVTAGSAAVAGALLLL 

YNL208W, 1115 bp, CDS: 501-1115 (SEQ ID NO 243) 

GGTTATACACATATATATATTTTTCATTTTTAATGTCTTAGCTT 

GTTTTAGTTCTGTATATCACGATCAAGATATCATACAATCATAAATTCAATTATTC 

GTTTCCCCTCTTGAGGCATCAAACGAG^ 

ACTTTTCTGGCTGCCCAAAGCTGTGGCACGTATGAAACTG^ 

ACCATGTGGAGTTTTTACTGTATTCGCATTTCGCCCCGCTAGCATTCTTC 

AAAATGAGGCGTGGGCTAATATTCAGTATTAATAATTCCGGCACCCGCACAGCCCATACC 

GGAAAAGGGGCTGGCTGTTGGGCTTGGCAAAAAACTCAATCTGAGCA^ 

AAAGACTTTAATTTGTCTTGCTAAACACTTGTAAGCCTTCCAAATATAGATCACTTAAGA 

CAATCTAACAAGTGTCCAAAATGTCTGCAAACGAATTCTACTCAAGTGGCCAACAAGGTC 

AATATAACCAGCAAAACAACCAAGAAAGAACTGGTGCTCCAAACAACGGTCAATATGGTG 

CCGACAATGGTAACCCCAACGGTGAACGTGGTTTATTTTCCACTATTGTAGGTGGC 

CCGGTGCGTACGCTGGATCTAAGGTGTCGAACAACCATTCTAAGTTGAGTGGTGTGCTGG 

GCGCCATAGGTGGTGCATTCCTTGCCAACAAGATATCTGATGAGCGTAAAGAGCATAAGC 

AACAAGAGCAATACGGCAACTCAAACTTCGGAGGTGCTCCTCAAGGTGGACACAACAACC 

ATCACCGTCAGACAATAACAACAATAACGGTGGATTTGGCGGTCCAGGCGGCCCTGGCGG 

TCAAGGTTTCGGAAGACAAGGCCCACAAGGATTTGGAGGTCCTGGTCCACAAGAGTTO 

TGGTCCAGGTGGCCAAGGATTCGGTGGTCCAAATCCTCAAGAATTCGGCGGCCAGGTGGC 

CAAGGATTCGGTGGTCCAAACCCTCAGGAATTCGGGGGCCAAGGTCGTCAAGGATTCAAT 

GGCGGTTCACGTTGGTGAATGGCTCAACAGAGTGA 

YNL208W, 204 aa (SEQ ID NO 244) 

MSANEFYSSGQQGQYNQQNNQERTGAPNNGQYGADNGNPNGERGLFSTIVGGSAGAYAGS 
KVSNNHSKLSGVLGAIGGAFLANKISDERKEHKQQEQYGNSNFGGAPQGGHNNHHRQTIT 
TITVDLAVQAALAVKVSEDKAHKDLEVLVHKSLWQVAKDSVVQ I LKNS AARWPRI RWSK 
PSGIRGPRSSRIQWRFTLVNGSTE 

YNL210W, 1313 bp, CDS: 501-1313 (SEQ ID NO 245) 

TCATAACGGGTTCTTTTCAAAAAACCGTAAAAATTTGAGGTCACACCAACTAAATACAAA 

TTGTTTCATCACGGTGACTATATCAAGAACTTCGTAAGGAAACATTTAGAAAACTCAATA 

TAGTAAAGTTTCATCAGCAATCTTATCTGAGTAATATTATCTACGATCTAAATATAGGAT 

GATCTGCCGATTTAGGAATCGTACTGTAGATTGCTCTTGGCGACAGATATAGTGAAATAC 

CTTTTACAAAGTGGATACAGGTTGCCTATCACTACCGCCATTTCACTAGCAAGTAGAGTA 

TTGAGAAAACGGTAAACTTTGAAAGTTGCAGATGCAGAATATATA 

CTATCCGCTAAACGGGACGATCGCATTTTAGCCGCCGACAGTGTTAATATAAGTAATGAA 

CTTGGGTTAATTTGATTACGCGTCACAGCTACTAATAAAATAAGACCGAGAGTTTTAATC 

AGCTAGTGCATACCAAAACAATGAGTAACCAACACAGCCCTCAGCCATTTTGTTTGGACA 

CCAAATTGGTGAAACTATTAGAAGAGCTCCAGGAGGGAAAGCAATTCAACAATAAAAACA 

TATTCCCGGAAAAAGCATTATATTTGAAGCTCGCTCTTGATTATTCTTTCTTCAGA 

ATTTACTAGAGTTTTGCGTCCACCTTGACAAGATAAAAGGAGTCATTAGACCAAACTATG 

AC^CTATATATATTTTGTGCCTGTTra^ 

ATATATTGGAAATATGTTTGCCCAGGTTTGTTTCAAGGGAGGACTTC 

ATACTTTTTACACATATCACGATAACCGCCTACGTATTCTCCAAGAAGACTTTTCTCAAT 

TGTTCAAAAAAATCAAAACTAAGGCTTCTGTACTATGTTTT 

TGACAAACCAAGAAATTTTACCTCAAAACTCAACAGTGGCAGAACTGCAAAAGAGCACTA 
ATAAAGTACAGACAAATGGGCCGCAACGGCACGATTTCATAGTCACTCTAGAAATAAAAC 
TGAACAAAACACAAATCACTTTCCTCATTGGAGCTAAAGGAACGAGAATTGAAAGCTTGA 
GGGAAAAATCAGGCGCCAGCATAAAAATAATACCTATTAGTGATAAAATGACTGCACATG 
AAAGGAACCACCCTGAATCTGTTCAACAAACAATAOTAATTTCGGGTGACTTATACTCAA 
TTGCATTAGCCGTCACCAGTATAGAGTCTGCATTAATTACTTTGGATTTATAG 

YNL210W, 270 aa (SEQ ID NO 246) 

MSNQHSPQPFCLDTKLVKLLEELQEGKQFNNKNIFPEKALYLKLALDYSFFRKNLLEFCV 
HLDKIKGVIRPNYDTIYILCLLEVDLLNLVFTDNILEICLPRFVSREDLRVFNNTFYTYH 
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dnrlrilqedfsqlfkkiktkasvlcftvt:eifltoqeilpqnstvaelqkstnkvqtng 
pqrhdfivtleiklnktqitfligakgtrieslreksgasikiipisdkmtahernhpes 
vqqtilisgdlysialavtsiesalitldl 

YOL031C, 1766 bp, CDS: 501-1766 (SEQ ID NO 247) 
AGTTTTTTTTCTCGAGAAATTGTGAACAA 

AGAGAAACAACGAAGAAAGAACAACAATGTTGGGGTTCACCCGAGAGATATTGACATACT 

GACCTTAGAAAAGGCATTACTGAGGCTACTGACTAAAGCGCGTTACATAAATGCATAGTA 

TATTTCTTGTTGTATACGCAGCGGCCAACTAGTGGCAGCAAGAATGTA^ 

TCTGCAGGTTTGGAGGCCGCAACTAGATCAAAACGTAAATAGCGGGTGAAGTGT^ 

CGTTAGAAGTAACGTCCGCAGATCGAAGCTAAACACGAGATTAGATTTCGGGTAACGGAA 

TTGTGATAATTAAGAAAGACCAGACTATGTGAAAAGGCCACGTAAATGATAGAGCACACA 

TTAGCAACTATAATAGACTAGTTTTCGCATCGCTGGAAGTTCTCGATATTGAATATCACT 

TCCAAGAACGCAAACTTAGAATGGTCCGGATTCTTCCCATAATTTTGAGCGCCCTATCTT 

CGAAATTAG1KX5CGAGTACAATATTGCATTCATCCATACACTCAGTGCCATCTGGAGGCG 

AAATCATATCTGCAGAAGATCTTAAAGAACTTCAAATTTCAGGGAATTCG 

ATAATCGTTGCTATCCTAAGATATTTGAACCAAGACACGATTGGCAGCCCATACTGCCAG 

GTCAAGAACTCCCCGGTGGTTTGGACATTAGAATAAACATGGACACAGGTTTAAAAGAGG 

CAAAACTAAATGATGAGAAGAATGTCGGTGATAATGGTAGCCATGAGTTAATTGTATCTT 

CAGAAGACATGAAAGCATCGCCTGGTGACTATGAATTTTCCAGTGATTTCAAAGAAATGA 

GAAACATCATAGATTCTAACCCGACITTATCTTCACAGGACATTGCCAGATTC 

GTTTTGATAGAATAATGGAATTTGCGCATGATTACAAGCACGGCTAC^ 

ATGAATTCGCCCTCTTGGCCAACCTTAGTCTCAATGAAAATTTGCCGTT 

AGCTC^GTACTAGAGTCATTACCAGCTGCTTGAGAAACAATCCTCCTGTAGTCGAGTTCA 

TT AATG AAAGTTTTCC AAATTTT AAAAGC AAAATC ATGGCCGC TCTGTC AAATTTG AATG 

ATTCTAACCACAGATCCTCTAATATCCTAATAAAAAGATACTTGTCCATTTTAAACGAAT 

TACCTGTCACATCCGAAGATCTTCCTATATACTCTACGGTTGTTTTACAAAATGTATATG 

AAAGAAACAACAAGGACAAACAGTTACAAATAAAAGTCCTGGAGTTGATCAGCAAAATTT 

TGAAGGCCGACATGTACGAAAATGACGATACAAATCTAATTTTGTTCAAAAGAAATGCTG 

AGAATTGGTCGTCAAATCTGCAAGAGTGGGCAAACGAGTTCCAAGAGATGGTCCAGAACA 

AAAGTATAGATGAACTACATACAAGAACGTTTTTTGACACCCTTTACAACTTGAAG 

TTTTCAAAAGTGACATCACGATCAACAAAGGGTTTTTGAATTGGTTAGCGCAACAATGTA 

AAGCCAGGCAATCTAACTTGGACAATGGGCTCCAAGAGAGAGATACTGAACAAGACTCAT 

TTGATAAGAAACTTATCGACAGCAGACACTTGATCTTTGGCAACCCCATGGCTCATAGAA 

TAAAAAATTTCAGAGATGAACTCTGA 

YOL031C, 421 aa (SEQ ID NO 248) 

MVRILPIILSALSSKLVASTILHSSIHSVPSGGEIISAEDLKELEISGNSICVDNRCYPK 
IFEPRHDWQPILPGQELPGGLDIRINMDTGLKEAKLNDEKNVGDNGSHELIVSSEDMKAS 
PGDYEFSSDFKEMRNIIDSNPTLSSQDIARLEDSFDRIMEFAHDYKHGYKIITHEFALLA 
NLSLNENLPLTLRELSTRVITSCLRNNPPWEFINESFPNFKSKIMAALSNLNDSNHRSS 
NILIKRYLSILNELPVTSEDLPIYSTVVLQNWERNNKDKQLQIKVLELISKILKADMYE 
NDDTNLILFKRNAENWSSNLQEWANEFQEMVQNKSIDELHTRTFFDTLYNLKKIFKSDIT 
INKGFLNWLAQQCKARQSNLDNGLQERDTEQDSFDKKLIDSRHLIFGNPMAHRIKNFRDE 
L 

YOL048C, 821 bp, CDS: 501-821 (SEQ ID NO 249) 
TAAGTACATGATTTTTGTTTGCATTGATATGACTTGT 
TTATTTGTTAACCGTAGGGGTTTTATGAAGTGCTGACGAATCCT 
TTTTACTGTTTGCGGTTTGCTATGCCCTGATTTTTGTCACT 

TCACACTTCTACCGCTTTTAGTGACATGGGCCATACTGTTATTAGGGCCTCTTGGTGTC 

TACTGGTTCATATTCAATGGATTTTACAAACGAATGTCTTGACTGCCTT^ 

CACTGGTCCTGACCCATATTACGAATCAGATATTTGATATATCTTTGGTGTTGCAAGAC 

AAGATGAATTTCTAAACGAGGTGAAGGTATTGCCTAAACCACAAAAGCCACATAGAAAAA 

TCGATGAACCTGATGCGGTGAGAAATTTCAACACAATAAAGGGAAGTCGGATTTTTAAGA 

TTCCCAGATTACTATTCAGAATGTTTTTTAAAGTCTCCAATTTTA 

TGTCGCTAATTCCTATTGTAGGACCAATCTTGGCAAATCAACTAATGGCCCCAAAAAGAA 
CCTTTACOTATTTGCAGAGGTACTTTTTACTAAAGGGATTCAGTAAGA^ 
ATTTTCAGTACGAGCATTACGCAAGTTTCATATGTTTCGGTATGTCTGCCGGTCTACTAG 
AGTTAATACCCTTCTTCACAATAGTC^CCATATCTAGCAACACTGTTGGTGCAGCTAAAT 
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GGTGTACTTCGCTACTAAAGGGTGAAAGAAAGAAGGAATGA 
YOL048C, 106 aa {SEQ ID NO 250) 

MFFKVSNFTSLTLLSLIPIVGPILANQLMAPKRTFTYLQRYFLLKGFSKKQAKDFQYEHY 
ASFICFGMSAGLLELIPFFTIVTISSNTVGAAKWCTSLLKGERKKE 

YOR010C, 1256 bp, CDS: 501-1256 (SEQ ID NO 251) 

ACATTTCCCAAAAAAGACATTTCTGTCCAAAAGTAGAAGGCAAGAAAACCCTGGAGGAAT 

CATAGGCAAAGAAAGAAAAGAAGAAGTTCATCTTTAAAACTACCTTT^ 

GTTCCTCGTAAAGGACACACGAAAAAAATAAACAGTACCTTGCAGAAGGAGTGCAGAGTT 

AGGTCGCAGGGAATCCTTGAAAGCCAAGAGTTTTTTTTC 

ccatcaacattgtggtgcaaagtttagtgtaagatgttctactgaactatctt 

gagcatcatgtgagtaaacgagtaagcaagaaaacaacaaagtaatgttcaactttcgta 

actacggaaaataatatataagtagttaacgaa^ttcgaacaatgagagctctcacatat 

catcttcttttccagtttagccattatcagcacaataatacaaaacacactcgtacactc 

gcttcaactataacaaaaaaatggcttacatcaagatcgctttattagctgctatcgc 

ctttggcttctgcccaaactcaggaagaaattgacgaattg 

ttaagtccaacttgcaagaatatattagtttggctgaagattcttcatctgga 

taagcagtctgccatctggtgttttagacatcggto 

actcctacactactttgtactctgaggttgactttgctgctc 

tggttccatggtattcttccaggcttctaccagaattggaatccttgto 

ccaccgctgcctcttctactgaagcttcttctgctgctacttcttccg 

ccagtgaaactacttcttctgccgtcgcttcctccagtgaagctacttcttct(5ccgtcg 

cttcttccagtgaagcttcttcttctgctgctacttcttctgctg 

aggctacctcttccaccgtcgcttcctctaccaaggctgcctcttccactaaggcttctt 

cctctgctgtttcttcagctgttgm:ttcttccaccaaagcct^ 

GTGATGGTCAAGTTCAAGCCACTAGCACTGTTTCCGAACAAACTGAAAACGGTGCTGCCA 
AGGCTGTCATCGGTATGGGTGCTGGTGTCATGGCCGCTGCCGCCATGTTATTATAA 

YOR010C, 251 aa (SEQ ID NO 252) 

MAYIKIALLAAIAALASAQTQEEIDEL1NVILNDVKSNLQEYISI1AEDSSSGFSLSSLPSG 
VLDIGIJU^ASATDDSYTTLYSEVDFAAVSKMLTMVPWSSRLLPELESLLGTSTTAASST 
EASSAATSSAVASSSETTSSAVASSSEATSSAVASSSEASSSAATSSAVASSSEATSSTV 
AS STKAAS STKAS S S AVS S AVAS STKAS AI SQI SDGQVQATSTV S EQTENGAAKAVIGMG 
AGVMAAAAMLL 

YOR019W, 2693 bp, CDS: 501-2693 (SEQ ID NO 253) 

CATTGATCTCGAGCACAGCTGCTCTTTTCTCTCAATGAATTACGTTATATGTTAATCACA 

CAAGCATCAGTTTTTCATCGCAAAAGAAAATATTTAGAGTTCTTGCAATTCAGATGTACC 

TCAATTAATAACTCAATCACCTCCTATGTTCTTGCTGGTAGTACTGCTTTTGTC 

ACTGCTGAATCAGCCTTCTAGAAGACCGTTCTGTTTCAGCCGCTCGCCCCTTTTCAAAGC 

TTGCGCGGCTGAGTTTTATGAGGGGCGGCTTTTTTGTGAATGGCAATC 

TAGCAATATGATTTGCAGATAGATACATATATATCCTTCTGGGTTCATGTCTCGTTACCA 

TCCACACTAATGCATAGGACCAGAAAGAAAGGACATCGAATCCAACACGTATTAAAATAA 

GGACTCCTCATTAAAAAGGCTTTTAATATTCAACTTGCTATAGATCACGCACCCTTTTG^ 

CAAGTCAACCTTAAATTATTATGATTTCTGTTTGCCCACAA^ 

ACAGAAGCCTCACATTCGATGTTCCAGGACAACAATTCGAAGAGAGAAATGAACAAAACC 

TTAAAAAACGGGCCAAAAAGAAAGGCAGTTTCCAACCATCTGTTGCCTTTGACACAGTGC 

CTTCCACCGCTGGTTATTCTTCTATAGACGACAGCAGGGAAGGATTCAAAGGTGTACCTG 

TTCCCAACTATTACACGATGGAAGAGTGCTATGACGATGAAACAGACTCTTTT^ 

ATTTGCAATATTATTTGAGAGATACATTCCAATCATCACCTTTTC 

AGAACAAATCTGAATCCAGTAGTTTTCCAATGAGATCCTCAAAG 

CTGACATCAAAAAATATTTCTTGGTATCCAAGAA^^ 

CAAGCACGCCAGTAATTGTCAACGAAACGTTGATGATAAACAGGTTTGAAAAGAACTGGA 

TAAAGTTATGGCGCCAAAGAAAACTACAAATAAATGAAAGGCTGAATGACAAAAAAAAAT 

GGTTTACTTACCCAGAACTTATCTTCTCTGAAGAGCGTATTAAACCGTTATATA 

ATGATAGTGCACCATGTACAAAAGAACAAAAAAGAAAGCATAAAATACTTCAACAAAAGG 

TCGGATATCCCAATAACCCTAAGACAATAGTTTGTCACATTAACGGAAAAAAACATACGT 

GGGTTGCCCTAGACTGGACAGTCTACAAGTTTGCACGAAATCTTGAT^ 

TAACTACACTGCCAAAAATGATTTCTAACAGGAAAAAAACTGCAAAAGATGATACAGAAT 
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GGGCACCGGGATATCAAAAAGAAGTAATAGATCAAAAATTAAACGACATTTTTGATTATA 

TTTTACAGCTAGTAAAAGTGGTCAAAATATCCGTCAAAATTACTTTAGAAATAATTGTAG 

GCAAAATTAAAAAAAGTCTGGTAGATGTCATTAATGTCCATACTCCAGATTTCTTAGTTC 

TTGCTACTTTAAAGCACGAGCGAAATGAGAATCTTATTACATATAAATCCAAAAAGCTGA 

CAGATGTCTTTCCTGTTAGTTATCCGATTCCCACATTTGTTGTTCC 

ATTCGTTCGAACTGAATCTACAAAGAGAAGTAAATGAACATTATGTCTC 

TGAAGCACGAACACACTGACGTTGAGAGCATGAGCAGTTCAATGTTCAAAAAAAATACAA 

TATCAGATATTTCTTCACATATTTCCGTAGATTCGT^ 

GCTACATCAAAAAGCAGTTCAACACCTCTAATGATTCCATTCCAAGAAAATTGACCGGTC 

TCGCCCAGCATTCAAGAAGGAAGATCACGGGTGATATAGAAAAATTACAAGACGATGAGA 

AAGATAGAGAATGTACTAAGGAAAAACTTTTGTTGAAGAAAATTGATATCATAATTAGAG 

AGTK^TTGAAGTCTTCTTTAGCGATAGAGACGTTGCCTGGTAAAAATGTATCGCAGTCCA 

GTCACGGTGACCAAATTTCCAGCTTTAAGAATGCTTTGATAGGCA^ 

CAAAGTTTAGAAAATCTTTAATACGATATTCTTCCTCAGAGGAACAAAATACCACAACAA 

CTATTAAACTCAGTAGCTCGCCTACGTCCCAAATCAAGTTTGCAACCTCTGTAAAACACA 

AAGATGGAAGAGCCGCCCTTGGCAAAGCCAGAAATCTGCCTGATATAAGGCACAGTATTT 

CCTTCGACAAAGAAAATTCCTTTGATCCATCTGATAAAAGCAGTAGTGTTC 

TTCCTTTGAGGAAAGTTAAAAGTGCCGGTGCGTTAAG 

CAAGTAGTGCAGGGTCAAAGAAAAGCTCGTCTAGTTTTAGTACTGTGAACACCTTCACTG 
GGGGTGGAGTTGGGATTTTTAAGGTGTTTAAAAGTGGAAGTTCCTCTGG 
CCAGTAGAAGGAATAGTAGCAGTGGCGATGTTTTTGAAAGTGATGATCGTAACGACAAGA 
AAAAGAAGAAGAAAAAAAAGAAGAAATCATTGTTCTTATTCGGCAAAATATGA 

YOR019W, 730 aa (SEQ ID NO 254) 

MISVCPQNDLQKCYRSLTFDVPGQQFEERNEQNLKKRAKKKGSFQPSVAFDTVPSTAGYS 

SI DDSI^GFKGVPVPNYYT'MEECYDDETDSFSPNLQYYLRDTFQ SS PFLNTRKENKSES S 

SFPMRSSKLLEKNSDIKKYFLVSKNGKIVRRDYPSTPVTVNETLM^^ 

KLQINERLOTKKKWFTYPELIFSEERIKPLYRGDDSAPCTKEQKRKHKILQQK^ 

KTIVCH INGKKHTWV ALD WTVYKF ARNLDH IWI TTLPKMI SNRKKTAKDDTEWAPG YQK 

EVIDQKLNDIFDYILQLVKVVKISVKITLEIIVGKIKKSLVDVINVHTPDFLVLATLKHE 

RNENLITYKSKKLTDVPPVSYPIPTFWPSKRM^ 

VESMSSSMFKKNTISDISSHISVDSYAEDFKRQGYIKKQFNTSNDSIPRKLTGLAQHSRR 
KITGDIEKLQDDEKDRECTKEKLLLKKIDIIIRESLKSSLAIETLPGKNVSQSSHGDQIS 
SFKNALIGNGSKNTKFRKSLIPYSSSEEQNTTTTIKLSSSPTSQIKFATSVKHKDGRAAL 
GKARNLPDIRHSISFDKENSFDPSDKSSSVDNSIPLRKVKSAGALRKVKTNDSSSSAGSK 
KSSSSFSTVNTFTCGGVGIFK\^KSGSSSGNKSSSRIWSSSGDWESDDRNDKKKKKKKK 
KKSLFLFGKI 

YOR027W, 2270 bp, CDS: 501-2270 (SEQ ID NO 255) 
AATTTTCCCCCCGTCATAAGTTCCTATACACGGCTGGCTCTGATGGCATAATTTCATGCT 
GGAACCTACAAACCCGCAAGAAAATAAAAAATTTCGCCAAATTTAACGAAGACAGCGTGG 
TTAAAATTGCTTGTTCGGACAATATTCTATGTCTGGCAAC 

CAAACGCCGCAATTGACCAAACTATTGAACTAAACGCAAGTTCAATATACATAATATTTG 

ACTATGAGAACTGATATCTTCGTGAAGATTCGTGTAGTATGATAGAACATTCCAGAAAAA 

AAATTCAGATTCATCGCTCTCTCTTCGCTTCTCCTCCTTTAAGGAATAAAG 

CATACATAGATTAAGTAAATAGGATCTGC^AGAAAAATTATATATAGATCAATCATCTTA 

TTAAGGTATCTTGTTTAAGCCCAAAAGTCTGCTCCCAAATTCCTCACTGTAGCTA 

ACAACCTATACGCAAGAAAGATGTCATTGACAGCCGATGAATACAAACAACAAGGTAACG 

CTGCATTTACCGCTAAGGATTACGATAAAGCGATAGAGCTCTTCACTAAAGCTATTGAAG 

TTTCTGAAACTCCAAACCATGTTTTATATTCTAACAG 

AGAAATTTAGTGACGCATTGAATGATGCTAATGAATGTGTCAAAATCA^ 

CTAAGGGTTATAATAGACTCGGTGCCGCCCACTTAGGTCTTGGCGATCTCGACGAAGCTG 

AAAGCAACTACAAAAAAGCCTTGGAGTTGGATGCCAGTAACAAGGCCGCCAAAGAAGGAT 

TGGATCAGGTTCATCGTACCCAACAGGCAAGACAGGCACAGCCTGATTTAGGGTTGACAC 

AGTTGTTTGCTGACCCAAATTTAATTGAAAATTTAAAGAAG^ 

TGATGAAGGACCCTCAATTAGTGGCTAAACTGATTGGGTACAAACAAAATCCGCAAGCTA 

TTGGCCAAGATCTGTTTACTGATCCAAGATTAATGACCATCATGGCTACATTC 

TTGATTTAAACATGGATGATATAAACCAATCAAACTCCATGCCAAAGGAACCGGAAACCA 

GTAAAAGCACTGAACAAAAGAAAGATGCTGAACCACAAAGCGATTCCACTACGAGCAAGG 

AAAATTCCTCTAAAGCACCACAGAAAGAAGAAAGTAAGGAATCCGAGCCAATGGAAGTTG 
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ATGAAGATGACTCTAAAATTGAGGCCGACAAGGAAAAGGCCGAAGGTAACAAGTTTTACA 

AGGCACGTCAATTCGATGAAGCTATAGAGCACTACAACAAGGCGTGGGAACTGCATAAAG 

ATATTACCTATOTAAACAACCGTGCTGCTGCTGAATACGAAAAAGGCGAATACGAGAC 

CTATTTCTACCTTGAATGATGCTGTTGAGCAAGGTAGAGAAATGAGAGCGGATTACAAGG 

TCATTTCCAAATCATTTGCGCGTATTGGTAATGCCTATCACAAATTGGGTC 

AAACTATAGAATACTACCAAAAATCATTGACCGAACATCGTACTGCTGACATTTTGACCA 

AGTTAAGGAATGCTGAAAAAGAATTGAAGAAAGCTGAGGCGGAGGCGTATGTTAACCCTG 

AAAAGGCGGAGGAAGCCCGTCTTGAAGGTAAGGAATATTTTACCAAGAGTGATTGGCCGA 

ATGCTGTTAAGGCTTACACTCAAATGATCAAAAGGGCACOTGAAGATC 

CTAATAGAGCTGCTGCACTAGCGAAGTTAATGTCTTTCCCTGAAGCTATCGCAGATTOT 

ACAAAGCCATTGAAAAAGATCCAAATTTCGTGAGAGCTTATATCAGAAAGGCCACCGCAC 

AAATTGCTGTTAAAGAATATGCTTCCGCTTTGGAAACACTAGATGCGGC 

ATGCTGAAGTGAATAATGGTTCTAGTGCAAGGGAAATTGATCAACTGTACTACAAGGCA^ 

GCCAACAAAGATTCCAACCTGGTACCAGTAACGAAACCCCAGAAGAAACCTATCAAAGGG 

CCATGA^GATCCTGAAGTGGCTGCGATCATGCAAGATCCTGTTATGCAAAGTATTTTGC 

AGCAGGCCCAACAGAATCCCGCTGCTTTACAAGAACACATGAAAAATCCAGAAGTATTCA 

AAAAGATTCAGACGTTGATCGCTGCTGGTATCATCCGGACTGGCCGCTAA 

YOR027W, 589 aa (SEQ ID NO 256) 

MSLTADEYKQQGNAAFTAKDYDKAIELFTKAIEVSETPNHVLYSNRSACYTSLKKFSDAL 

NDANECVKINPSWSKGYNRLGAAHI^IXSDLDEAESNYKKALELDASNKAAKEG^ 

QQARQAQPDLGLTQLFADPNLIENLKKNPKTSEMMKDPQLVAKLIGYKQNPQAIGQDLFT 

DPRLMTIMATI^GVDLNMDDINQSNSMPKEPETSKSTEQKKDAEPQSDSTTSKENSSK^ 

QKEESKESEPMEVDEDDSKIEADKEKAEGNKFTKARQFDEAIEHYNKAWEMKDITYI^ 

RAAAEYEKGEYETAISTLNDAVEQGREMRADYKVISKSFARIGNAYHKLGDLKKTIEYYQ 

KSLTEHRTADILTKLRNAEKELKKAEAEAYVNPEKAEEARLEGKEYFTKSDWPNAVKAYT 

EMIKRAPEDARGYSNRAAALAKLMSFPEAIADCNKAIEKDPNFVRAYIRKATAQIAVKEY 

ASALETLDAARTKDAEVNNGSSAREIDQLYYKASQQRFQPGTSNETPEETYQRAMKDPEV 

AAIMQDPVMQSILQQAQQNPAALQEHMKNPEVFKKIQTLIAAGIIRTGR 

YOR031W, 710 bp, CDS: 501-710 (SEQ ID NO 257) 
CTGCAGAAGTACAGCTGCCTTTATTTCTTGTG^ 

GATATACAAGAAAATCAAATCCCATCGTCAACGTCACGTATAAACGATTAATTTACAGTA 

ATACCATACTCTACCAACATTATTTTAGTCCGACGTTCAGTCCTGTAGGTGTTCCAAATC 

CTTCTGGCATTGACTTCTGTGCAGAAACCCTTCAAAAT 

GCATAACAACCGGTCATATATTTTTTTCTTTTGCTAAACCCCCTACTC 

AGAAAAAGAACAATAAATGCGTCTTTATTGCTGTGTGGAAGTGATTTTT 

AAAAAAAGGATAGGGATGCGAGAGGGCTGTGAAGTAGTGATCAAGCGGGGCCTATATAAG 

AAGGGCGCACATCGTCCCCCCTAAGAATAGCGAAGCGATATTACACTGAACACTACAATG 

TCAAATAGTACTCAATAAATATGACTGTAAAAATATGTGACTGTGAAGGCGAATGTTGTA 

AGGACTCTTGTCATTGTGGGAGCACCTGCCTTCCAAGCTGTTCTGGCGGTGAA 

AATGTGATCACAGCACCGGAAGCCCTCAATGTAAGAGTTGTGGTGAAAAATGCAAATGCG 

AAACCACGTGCACTTGTGAAAAGAGTAAATGCAATTGTGAAAAATGTTAG 

YOR031W, 69 aa (SEQ ID NO 258) 

MTVKICDCEGECCKDSCHCGSTCLPSCSGGEKCKCDHSTGSPQCKSCGEKCKCETTCTCE 
KSKCNCEKC 

YOR096W, 1474 bp, exonl: 501-644, intronl : 645-1045, exon2: 
1046-1474 (SEQ ID NO 259) 

AAACCCATACACAATGAACCTTATCACACCCAAACATATGATATGGTATTAAAAAATGAA 
AAAAATTCATTATTCTTTAGCGTAATTATTGAAGAAAAAACAGTGCGCGCGGTAATTTTT 
TGTCACTCAGTAACTAGAGAGAAGCCGAATGTACTCCCCCGGCTAGCTGGAGACCATGGC 
TCTGCCTAGGATTTCTCTTATGCTTTCCTTTCACCAATC 

CGAAGCTCGC1TTCTTTCAGCCTAGCAATCATGTTCTTGCCAGCGTCGTAGACTACTGTA 

TGGCAGTTGCTGCACTTGCCATGAATATCCTAGTGAAGCCTCTATGCAATAATCCAGTTA 

C^CGTTAGAATCCTGGTAAAATGTCTAATCTTATTACATTACAGCAACGTATT 

TGATTGAAAATTAGTCCTTGCGACTTGGTATATATCTTATTTTAAGAAA 

GAAAGATCATCACGAACAACATGTCTGCTCCACAAGCCAAGATTTTGTCTCAAGCTCCAA 

CTGAATTGGAATTACAAGTTGCTCAAGCTTTC^ 
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TGAAAGCTGAGTTGAGACCTTTGCAATTCAAGTCC 

AATCTAAACTTAAGAATAATGGAGAGTAACAAAGGAAAAAAGTGTGAACGGGACGATACC 

AGAATGTTTCAATCTAGAAAAGTATAAAAGATAAGGACTAGGACTCAAATGTATTTGGCT 

GACTATCGCCTGAACCTTGATGCTAAGCAAATACCATATCTTCAAGAAAAAGCCTACTCC 

AGTGTTTAAGAAGAAGGGAACGATTTACTAGATCATGCTATACGCAGTAAGGTTCTC 

GTTAATTACAATCGGTCCAAGTTCTAAGCGGTGTCGTCCATGCATATATCATTTACAAGT 

TACTGGCGTCAACTCTTCAAATATTCAAAATATCACCTAATCAAACTTACTAACATTTTC 

CTTTTTTGTTTTCCTTCTTTTA 

TTTTGTTCCAGTCCCATCTTTGGCTGGTTTCCACAAGGTTCAAACTAAGTTC 

ATTGGAAAAGAAATTCCAAGACCGTCATGTCATCTTCTTGGCTGAAAGAAGAATC 

AAAGCCATCTAGAACATCTAGACAAGTCCAAAAGAGACCAAGATCCAGAACCTTGACTGC 

TGTTCATGACAAGATCTTGGAAGACTTAGTCTTCCCAACTGAAATCGTTGGTAAGAGAGT 

TAGATATTTGGTTGGTGGTAACAAGATCCAAAAGGTTTTGTTAGACTCAAA 

ACAAATCGACTACAAATTGGAATCTTTCCT^GCTGTTTACAACAAATTGACTGGTAAGC^ 

AATTGTTTTCGAAATTCCAAGTGAAACTCATTAG 

YOR096W, 190 aa (SEQ ID NO 260) 

MSAPQAKILSQAPTELELQVAQAFVELENSSPELKAELRPLQFKSIREIDVAGGKKALAI 
FWVPSLAGFHKVQTKLTRELEKKFQDRHVIFLAERRILPKPSRTSRQVQKRPRSRTLTA 
VHDKILEDLWPTEIVGKRVRYLVGGNKIQKVLLDSKDVQQIDYKLESFQAVYNKLTGKQ 
IVFEIPSETH 

YOR248W, 803 bp, CDS: 501-803 (SEQ ID NO 261) 

ACCCATTTTACAAATTTTTTTTGCTATTTC 

ATTCCCTTGTTTTTTTTTTATTGTTTC 

TCACTCTCACCTTAGTCGTTCTTTATCAACCAAAAATAAAAAAATGCTC 

CTTTTTCGCTCTTTTAACCTTCGCAAGTTCTGTGTCAGCGATTTATTCA 

TTCTACAACTACCACTTTAGCGCCCAGCTACTCCTTGGTGCCCCAAGAGACTACCATATC 

GTACGCCGACGACACCACTACCTTTTTTGTCACCTCAACGGTCTACTCCACGAGCTGGTT 

CACCTCAACTTCAGCCACCATTACCAATGCGGCCTCCTCCTCCTTGTCCACCTCTTCGGC 

CTCTGGATCTGTAACCCCAGAATCCACCCATGAAATTACCTCCACCTCGACTATCACGTC 

CACTTTGCTGCTAACCCTTCATGACTCCACTACTTTGTCTCCATCATCTACTC 

TGTCAGTGACGAAGATTCAAACAACAAAGATGCAAAGGTCAAGTCCTTTGAACAGGCTTC 

AACTTCCAATGGTTGCGTCCCAATCACAAAGTTTGTCACTGTCACCAATGAGCCCGTTAC 

CCAGTACGTTACAGTCACCCCAAATACGACTACACAATACGTTACTGTCACCGGTGCAGC 

TTCTGTTACCACTACCTCTCCAGGTAACGTACAATGGTACAACACCACTTCGATTACTAA 

TTCGACCAGTTGGTGAATTATGA 

YOR248W, 100 aa (SEQ ID NO 262) 

MTPLLCLHHLLQQVSVTKIQTTKMQRSSPLNRLQLPMVASQSQSLSLSPMSPLPSTLQSP 
QIRLHNTLLSPVHLLLPLPLQVTYNGTTPLRLLIRPVGEL 

YOR293W, 1255 bp, exonl: 501-552, intronl: 553-989, exon2 : 
990-1255 (SEQ ID NO 263) 

AACTTTCGAAATATATACTCTGAGTTCTTGCTCCCCGTTTTGTACGATGTTC 

AAGACACGTCCTTTAAAGATCCCCTGATAGGTTTCATTAAAGGCAACTTCCATACACGTT 

GAAGTGCCAATTTTTTCCCTACATCCAAGCATTCTGGGTTTCTATGGGTGTTACACCGGT 

TTTTCTTTTTTATTTCCAGAGAAGTACAATTTTAGGCGGGTTTCAAA 

CGAGAAACGCTCCGGTACGCCTAGGCTCACTCCGGTCCTTCTCCCCATTTCTATCAGCGC 

GATAGGCATACTGTGGGAGAGCGGCACTAGGGAGACCGGTGGGAAGCACCGTATCTAGTA 

ACGCACGCTCITTTGCAAAAATATCCATTAATTGCATGTAACTTAGATTAAC^ 

TAAGATTTCGCAATTTTGGGCrcGATTATTAAGGTCGAGTAGCAAAGTTTAG 

GTACGAACTAAGTAGCCAAGATGTTGATGCCAAAGGAAGACAGAAACAAGATCCACCAAT 

ACTTATTCCAAGGTATGTTTTAGAATAACTTTCAGAAAGCATGAAGATACACGGAAAGTC 

AAGCGAGGGAAGTTATGCGTATACACAGTAGCGGTAGTGTGCATTCACATACACGATGTT 

TCAAACACACAGATGGATACCATGCATATGAGGTTAAAGGATTTCTTATGAATATATTAG 

TGGATTACATAGAAGAAATTAGAAGGAACCGTGTGACGACATTTTCGAAAGGACAGCACA 

AGGCCATCGACCCTGGAGACGTATGAAATATGGTATACGTCCTATATTTGGGCAAGAAAA 
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CGGTAAAACTGTTTTACGCGGAGATCCAACTTT^ 

CTATATGATCTTTTTACTAACTTATCTTCAATTTCAACGGAGAGATGTAAACATCATTCT 
CTCCTATGATAATTTCTTTTTTTATACAGAAGGTGTTC 

CCAAGCCAAGCACGAAGAAATTGACACCAAGAACTTGTATGTCATTAAGGCTTTACAATC 
CTTGACTTCTAAGGGTTACGTCAAGACTCAATTOTCATGGCAATACTACTACT^ 
GACTGAAGAAGGTGTTGAATACTTGAGAGAATACTTGAACTTGCCAGA^ 
AGGTACCTACATTCAAGAAAGAAACCCAACTCAAAGACCACAAAGAAGATATTAA 

YOR293W, 105 aa (SEQ ID NO 264) 

MLMPKED RNK I HQ YL FQ EGVWAKKDFNQ AKHE E I DTKNL YVI KALQ S LT S KG YVKTQF S 
WQYYYYTLTEEGVEYLREYLNLPEHIVPGTYIQERNPTQRPQRRY 

YOR312C, 1432 bp, exonl: 501-507, intronl : 508-914, exon2: 
915-1432 (SEQ ID NO 265) 

TATTTACAAGCTAGATAAAAAAAAAATCAAATAGCAAGCTATTCTGTCATATCTTAAGGT 

GCTGATTGTTTGTAGGCACGAAGTAAACAAGCTCTTCCCCA 

CGGGACTGTTCACCCGTACATTTTACGTTTCCGACGGCGCGATGCT^ 

ATCTCTTTCAGGTAACCCCATGACCAGTAGGGCGGCTTACTACCGAAGAGAAAAATGTCC 

GCGGCCTAGACAGTTACTTCCCAGGCCAGGGCCAGGCCACACGGACAGAGGCAGATTCCA 

AGTTGTTCCGCATAGTCTGTCTAGCTCTTTCTCAATTTTCCGCCAGATTCTC 

CTTTCCGCTCGAGTTGGCAACAGTACGAAGAAGTAACTCTAATAGATAGATATAACCGTT 

TTTGAGGGCATTATTTTTGCAGAAGATAATAGAAGAGAACCGTAACAAAGGAATCAAG^ 

AAGAAAAAGTATGTAATAGAATGTATTGTATGCTTGTGGAATGAATGTCAATC 

TTTATATGGTGAGCTCAAATTGAATGAACATATCGTGGAAATTTAAAATACTC 

CCCAATAAGTCAATGCAACCTGTGAATGTTTTTCCTGAAATACGCCGAATACTGAATACG 

ATTATTACCATAAATTGCTTCTAGAAGGAAGGCGGTGTACCATTTAATACTGATGATATG 

GTTAATATCATTTGAGAAGTCTTCACATGAGGACTATAGAACTACCATCCAGGAATTATA 

GAGGAAATTAACTGAATCAGAGATOTATTTTGAAACATTCATTTACATGTAATTG 

AATAAAGCAATATTTTTGAAATATGCAAGTTTACTAACAAGAATAAATTC 

TTTATCTTTAACAGTGGCTCATTTCAAAGAATACCAAGTCATTGGTCG 

TGAATCCGTTCCAGAACCAAAGTTGTTCAGAATGAGAATTTTTGCTTCAAATG 

CGCCAAGTCTCGTTACTGGTATTTCTTGCAAAAATTGCACAAGGTTAAGAAGGCTT 

TGAAATTGTTTCCATCAACCAAATCAACGAAGCTCACCCAACCAAGGTCAAGAACTTCGG 

TGTTTGGGTTAGATACGATTCCAGATCTGGTACTCACAACATGTACAAGGAAATCAGAGA 

CGTATCCAGAGTTGCTGCCGTCGAAACCTTATACCAAGACATGGCTGCTAGACACAGAGC 

TAGATTTAGATCTATTCACATCTTGAAGGTTGCTGAAATTGAAAAGAC 

GAGACAATACGTCAAGCAATTCTTGACCAAGGATTTAAAATTCCCATTACCTCACAGAGT 

CCAAAAATCTACCAAGACTTTCTCTTACAAGAGACCATCAACCTTCTACTAA 

YOR312C, 174 aa (SEQ ID NO 266) 

MYLAHFKEYQVIGRRLPTESVPEPKLFRMRIFASNEVIAKSRYWYFLQKLHKVKKASGEI 

VSINQINEAHPTKVKNFGVWVRYDSRSGTHNMYKEIRDVSRVAAVETLYQDMAA 

RSIHILKVAEIEKTADVKRQYVKQFLTKDLKFPLPHRVQKSTKTFSYKRPSTFY 

YOR369C, 932 bp, CDS: 501-932 (SEQ ID NO 267) 

CTTCTTACAAGTTAATGAATAGTATATATATGTAAAAAAAAATTCTGCTTCATGTATATA 

CGCACCTCGTTATTGAGGTATTGCGAATGTAGCAGTTGAATAAGCAAAGACGAGGTTTGT 

ACATCTTGGCATATTAAATGGTTATTTCGGGGTTTGTTTCGGCTCAACGGTGATATAA^ 

AGAAATCCAGTACTGTTTACCATTGTGCATCCGTACATTTG 

ACATTTCCATTGTGGAATCATTTTATTTTTTTCAGAATACCTO 

CAAGCAAACTTACAATTTGCAAAATTTCATCGAATTCTCCGCAGGACATATTATAAAAGT 
TATGTCATCTCTTATCACAACAGGTCTATAAGTGTTC 

TCAAAACTCTTCACGGAGCAGTTTAATTATCTTACTGTCGAAGAAGTCAAAAACTAGACT 
ATATATTATTGAGAAGAAAAATGTCTGACGTTGAAGAAGTCGTTGAAGTTCAAGAAGAAA 
CTGTTGTTGAACAAACTGCCGAAGTTACTA^ 

CCGCTTTGGTTCACGATGGTCTAGCTAGAGGTTTGAGAGAATCTACCAAGGCTTTAACCA 

GAGGTGAAGCTTTATTGGTTGTTTTGGTCAGCTC 

TGGTTGAAGGTTTGGCTAACGACCCAGAAAACAAGGTTCCATTGATC 

CTAAGCAATTAGGTGAATGGGCTGGTTTGGGTAAGATCGACCGTGAAGGTAACGCCAGAA 

AGGTTGTCGGTGCCTCCGTTGTTGTTGTCAAGAACTGGGGTGCTGAAACTGATGAATTGT 
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CCATGATCATGGAACACTTCTCCCAACAATAA 

YOR369C, 143 aa (SEQ ID NO 268) 
MSDVEEVVEVQEETVVTSQTAEVTIEDALKV 

VLVSSWEANIIKLVEGLANDPENKVPLIKVADAKQLGEWAGLGKIDREGNAWCWGASV 
VWKNWGAETDELSMIMEHFSQQ 

YPL047W, 800 bp, CDS: 501-800 (SEQ ID NO 269) 

GGTTAGGGGCCAAGATTACGTTCCAGCTTTCGATGTCGCACCAGATTGGGAATCTTACGA 

CTATGCAAAGTTGGATCCAACTAACGACGACGACAAAGAATTCATCAATAACATGTGGGC 

CTGGGATAAGCCAGTTTCCGTCAATGGCGAACCAAAGGAAATTGTTGACGGTAAGGTCOT 

AAAATAATCTCTTCGTACTATCCTTCATGTCGCCTTTTATTA 

TTTATCTATATCTTATTTATGACGCAATATAGGGTAACAGAGTTTTTCTGCTCl^ 

TCCGCAGAAAAAAAATCAAGTTTTCCTTTTCGTATCTTGGATTATO 

GCATGTATTATATGTATAGCAGTGATTTGCTTATTTTCTTGATTCTG 

GTAACTTAGCGTTTCTTCCGTTGAGCAGAGCAGTATAAT^ 

TACGGGGTTTTCCTGTTGCGATGACCGAAGAAACTATTACTATAGATTCTATTTCAAATG 
GGATACTGAATAACCTGTTAACCACATTGATCCAGGACATTGTAGCTCGGGAAACCACTC 
AACAACAATTGCTGAAGACAAGATATCCGGATCTTCGCAGTTATTATTTCGACCCGAACG 
GATCTCTCGATATTAATGGACTACAGAAGCAACAAGAGTCCTCTCAGTATATTCACTGTG 
AGAATTGTGGCAGGGATGTGTCCGCAAACAGACTAGCAGCTCATTTACAGAGATGTTTGA 
GTAGGGGTGCTAGACGTTGA 

YPL047W, 99 aa (SEQ ID NO 270) 

MTEETITIDSISNGILNNLLTTLIQDIVARETTQQQLLKTRYPDLRSYYFDPNGSLDING 
LQKQQESSQYIHCENCGRDVSANRLAAHLQRCLSRGARR 

YPL090C, 1605 bp, exonl: 501-506, intronl : 507-900, exon2 : 
901-1605 (SEQ ID NO 271) 

GTAAGCAGAAGCCGGAAGAAGACAAGAGGTTCATTCAGAGAAAACATCCGTACATTCGAG 
TTCTCATTGAACCCATACATTTCAACTATTTTT^ 

TGTCATCGACGCGCCGGAGCATCGGAAAGTTGGAACGTGCGCGATTGCACCAATCCCACT 

GGGGCCGTGCATTCTGTAGGCAGGAAGCCACTGGACACTCTGCCCGTTCCCACTTGGAAG 

ATTGGCGTAATTCCACGCTCCTCTATCGATTCTAGCGGGAAAGTTATCTCTCCTGGTAAG 

CGTTGGAGGAATGCCGCTACCTAGGTAAGTCTACTC^CTGGGAATTCCAGTACCGACGTC 

TAGGAACATCATGATGCTGCAGTTTCTTTGAAATTTCATATACA 

AGTGGTTAATGCTTATTCGTCATTGAATTTTTATATTTC 

GTGAAGACAGACTATACATCATGAAGGTATGATTTATGATACTATTATTGAGGGGCAACA 

GAGAACTTTATATGTGGAAAAATGGCATGAAAGTTTGAAAGTGAGAAAGAACTAAA 

ACCAGACGTCGTAAAGATTTTAGAAATTTTTTATGGAAAGAAGCAGGAAGACTACCA 

ACTAATTGATGCGTTTGTGGCGTTATTTTTAAACAAACAGAGCGGGTTC 

TACTACAAACCGTGAAATTGAAGCAGTTCATATACTTGGAGTATAGTCAATAAAAGACAA 

GCTTTTTCATCTTCCACTTAATAATTTCTCTAGAGTAATAAACTTCAC 

TTAATTTTGCAATAGTATACTAACAAATTTTCTTAATAACCTGTTGAA 

TTGAACATTTCTTACCCAGTTAACGGGTCTCAAAAGACCTTCGAAATTGATGATGAACAC 

CGTATTCGTGTTTTCTTCGACAA^ 

GACGAATTCAAGGGTTACGTCTTCAAGATCTCTGGTGGTAACGACAAACAACX^ 
ATGAAGCAAGGTGTTTTGTTGCCAACTAGAATCAAGTTGTTGTTGACCAAG 
TGTTACAGACCAAGACGTGATGGTGAAAGAAAGAGAAAGTCCGTCAGAGGTGCCATTGTT 
GGTCCAGATTTGGCTGTCTTGGCTTTGGTCATTGTC 

GGTCTAACTGACACTACTGTTCCAAAGAGATTGGGTCCAAAGAGAGCTAACAACATCAGA 

AAGTTCTTCGGTTTGTCCAAGGAAGATGACGTTCGTGATTTCGTCA 

ACCAAGGGTGAAAAGACTTACACCAAGGCTCCAAAGATCCAAAGATTGGTTACTCCTCAA 

AGATTGCAAAGAAAGAGACACCAAAGAGCTTTGAAGGTCAGAAACGCTCAAGCTCAAAGA 

GAAGCTGCTGCCGAATACGCTCAATTGTTGGCTAAGAGATTGTCTGAAA 

AAGGCTGAAATCAGAAAGAGAAGAGCTTCTTCTTTGAAGGCTTAA 

YPL090C, 236 aa (SEQ ID NO 272) 

MKLNI SYPVNGSQKTFEIDDEHRIRVFFDKRIGQEVDGEAVGDEFKGYVFKI SGGNDKQG 
FPMKQGVLL PTRI KL LLTKNVSC YRPRRDGERKRKSVRGAI VGPDLAVLALVI VKKGEQE 
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LEGLTDTTVPKRLGPKRANNIRKFFGLSKEDDVR 

PQRLQRKRHQRALKVRNAQAQREAAAEYAQLLAKRLSERKAEKAEIRKRRASSLKA 

YPL137C, 4331 bp, CDS: 501-4331 (SEQ ID NO 273) 
GTCTCAGTGATGCAATCATCATGGCACGGGCATTAATTA^ 

ACGCCATACTCCAAACAATAACAATATTAGACCTAGCCAATTGATACCCATGAGCGTGCA 

GTCATTGCCATGGATTATTCATCTCTTTTCGCTC 

ATCATGCCTTCACTTTTGCCTTTCCATCTTTCTTTTTG^ 

GTAAAAACGCAAGGAAGAACAAGAAGAAGAGGGTAGTGCAAGAAAAAGAAAAGAAGAAAA 

AAAAAAAAAAGTAATCTTGATACCGTGAGCAAATAAGCTAACGGAAAGCGTAAGAAAGAA 

GAGCGTGTTTTGGGAAATAAC^CCACAGCATAAAGCTAAAATTCAGTTT 

AGTAGTCCTATAGAAATTGCGAATAACGGAAACAATAGTCCACCAAAGCAAGCATAGGGA 

GTGGAGATAGCATCTAGGTTATGATAACTAACACCGAGTTCGATGTGCCCGTAGATTGGT 

TGTATAAAGGTAAGAGTAGACGGAAGACAAATACGAAGCCATCGAGGCCTTCTACGTCGC 

(^GCCTCCTCTTCATCTACGTCCTCTTCGAAAAACGGAGACAATAGCACGAGTGGTAACA 

G^TCTAGCAATGATAAGCCTCGTGCGAGGTCGTCATCTGTATCCAATGCAGCACTTTGTA 

ATACn^AGAAACCAGATTTGAAGAGGAACGATGGTAATACCTCTGCATCAGACACTGATA 

ACATACCGCTACTTACTCCTATTAATAGCGGTAACCGGAGCGATTCCGCTGACATTGATA 

ATCCGGCTACCGTAGACGCCATAGACCTTATAGATAATGATGACAACGGCTCAAGTACTC 
AATTTGTAAGGAAAAAACGTTCCACTTCT 

GACTGGCCAGTTCTGCCATAAACGCCACCGCATCTTCTTCTGTTGGCAAGGGAAAGCACC 

CGCCAATTTCTTCACCATCTAATGCTACTCTCAAGAGAAGCAACTCGACTAGTGGAGAAA 

AGACTAAAAGGTCGATTTTTGGATCTTTGTTTAGCAAACGGTCTACC 

CCACTGCCAAGAAACCATTACCTGTTGTTAATACTAGCACGACTGAGAATGAGTCTGGTG 

GCATTAAAGCAGTTGCGACTCCTGATCCACGGGTGAAGGAGATATCATCACCAATGAGAG 

GAGTGGCACCAACAGCTAGCAAGCCACAGACACCTATACTCCCCTCCCCTGCACTTGCAG 

TAAAAGACCTATCTACAGTTTCATTGAAAAGGGTCTCGTTTGCCGTCGATAAATTC 

CCGATCCTCCCCAACAACTTCCTTCAAGAACCCCAAAAAAGGGAAACATCCTTATCCCTG 

ATGACATGATAAGCGAGGTTCCTTCTATTTCCGTGGGTATTTCCAGTAGCAACCAATCGG 

CCAAGTCAACCAATTCCAACATTAAGGGACCGTTGTACACTAAGAAGTCTAAAGAATATA " 

TACTCGCCCTGGAAAATCAAAAGTTGGCTTTAAGGGAGGCTGCTAAGCATCAGCAAGAAG 

CTCATTTTGCTGCTAATAGAATAGCC1TTGAAGTAGCCAATTTTAAGACTGCTTC 

CAGGCGGTAAGCTTACTGAAAAGTCATCAGAAGGCACCATTACGAAGCAAAGAGAAGAGG 

TGTCACCTCCAAATGTTGAAGCTGATCGGGAGCTTGAGAATAATAAACTTGCAGAAAACC 

TCTCAAAAGCCGGCATTGATAAGCCCATTCATATGCATGAGCACTATTTCAAGGAACCTG 

ATCAAGATAAGTACCAAGACGGTCATTCTATTGAAAATAACGAAGTTACGCTGGATGTTA 

TTTACACAAGATGCTGCCATTTAAGGGAAATTTTACCCATTC 

TAAAGGACAAGACAGCTCCCTTGCAAATATTGAAGTTTTTGAACCCT 

TCGATATTCTTTCCTTTTGTGATTTCATCACCATTGCTCCCATTCA 

ACAATGTAGCTTTAAACCAGGATATGTTCAGAATAATTATTTC 

CAGTTTTGGACAAATTGAGTTTAAGAAATGTACGAATCGACCAAGATGGATGGAAATTAC 

TATGTAAGTTCCTTTTGCTAAACAAATCACTGAACAAGCTCGACATTTCCC 

TCAAATCTGACCTTGCTGAATCACTATATCGCCATAACATGGATTGGAACTTGTTTACTG 

ACGTCTTGTCTCAGAGATCTCACAAACCTATAGAAGAATTGTTATTCAATGGTATTCAAT 

TTAGCAAAATTCCTTACTCATGCTTTGCACGTTTACTGACATCCTTTGCTAC 

ACTTTCCAGAATCGGGCATCAGGCTTGGTTTAGCAGGTGCCACTACTTCCAATATCTCTC 

AGGATTGTCTGAAATTTATCTTCAATTGGATGTCTCAATATAACGTCCAGG 

TAGCGTTTAATGATCTGTCCACTATGATTAAGCCAATGGTTGGTAAACTATCTGCTCTAT 

CATATGATAACTTAAGATATTTCATTTTGAACAGCACTAATATTTCGACTTCTTATGA 

TAGCTTTGCTCTTGAAATATCTTTCTA^ 

ATTTGTCGCAATGCTTTCCTGACATTTTACCCTACATGTACAA 

CGAACCTGAAGAGGATACATTTGGATAGCAATAATTTGACATTAAAGGAACTAGCTGTCG 

TTTGTAATATTTTGATTAAGTGCAAATCGCTCTCGCATGTGTCAATGACTAATCAAAACG 

TTGAAAACTTCTATCTAATGAACGGCACAGATTCTCCCGTTCAACAAACTAACACAGACG 

GCGACTTGGATAGTTCGAGCACATTGGACGTTAAGGGCCAATTTGCTAAAAATAGTTO 

CATCCACACTTTACGCATTTGCTAGAGACTCTCCAAACTTGATTGGTTTAGA 

ATGATTTGATATCAGAAGAGATTCAATCAAGAATAGCACTGTGCTTGATGAGAAATATGA 

AACGGACCATGGATTCGACTTTCCAGTTAGATGAATTGGATTCGCAAGATGATTTGCTAT 

TCGATGGCTCTTTAGTAACTATGACCGCTGAAAGTGTTTTAGAAAAACTGAACTTG 

GCGATAAGAGTACAAAGGTCAAAAAAGACACCACGAAGAGATATTTGCTGAAAAAATATA 
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TTGAAAAGTTCCATATCTTGCACCATAATGTTCAGCATACAATAGATACTATGTTCGAAA 

AAAGGAAATCAGGTGAATTGCCATTGCAAGAAAAAGAAAACCTTGTAAGATTACT 

TGGAACAAAACTTATGCAATATACTAGAATTGTTTTCGCATAATCC 

TCCTTGGATCCAGCAGGGATGATTCGAAGGAAAGTGTTGACTCCAGCGAAGATTCAAAAT 

TACCAGCATTGAAGCACGTTGAATCCGGATACCATGTTCCCGAAGAAAAAATACAACCTG 

AGAATGATGTAATTACAGCAAGACCACATTTAATGGCCACCGATTCTGGTAAAACTATTC 

ACGTTTTCACAGGCAAACCATTGGTGTTCAAGCATAC 

AGAGGTCTTTATACCCTGAAAATGAATCAACAAGGCAGACACCTTTTGCATCAGGT^ 
CGCCTATCAACACAGAAACAGCTGGTAAGTCAACTTCATCTC 

ACAATGAAACTGCTACCACTAGTTTATTTAGCCCAGCTAATCCTAAGATTTTACCAAAAA 
TTCCATCCGGTGCTGTCTTAAGATCGGCAATCATGAAGGCTAAAGGTATTGATTCTATCG 
ATGATTTGATTCAGAACGTTAACTCCAACAACATAGAATTGGAGAACATTTATGGTGAAT 
CCATTCAGAATAGCGCTTCGACATTTACACCAGGCGTGGATTCTGATGTATCTGCGCCCA 
ATACCGATAAAGGATCCGTAGAAACATTGCCTGCAGTCTCAACTGACGACCCAAATTGTG 
AAGTCAAAGTCACTGCTACCTATGACAAACTATTAAATAATTTGTCGATGGAGAGGTCAA 
TCAGACTTTGA 

YPL137C f 1276 aa (SEQ ID NO 274) 

MITNTEFDVPVDWLYKGKSRRKTNTKPSRPSTSPASSSSTSSSKNGDNSTSGNRSSNDKP 
R^SSSVSNAALCNTEKPDLKRNDGNTSASDTDNIPLLTPINSGNRSDSADIDNPATVDA 
IDL I DNDDNGS STQFVRKKRSTS I SNAWS SKPRLASSAINATAS S SVGKGKHPP I S S PS 
NATLKRSNSTSGEKTKRSIFGSLFSKRSTSSSASTAKKPLPWNTSTTENESGGIKAVAT 
PDPRVKEISSPMRGVAPTASKPQTPILPSPALAVKDLSTVSLKRVSFAVDKFESDPPQQL 
PSRTPKKGNILIPDDMISEVPSISVGISSSNQSAKSTNSNIKGPLYTKKSKEYILALENQ 
KLALREAAKHQQEAHFAANRIAFEVANFKTASDAGGKLTEKSSEGTITKQREEVSPPNVE 
ADRELENNKLAENLSKAGIDKPIHMHEHYFKEPDQDKYQDGH^^ 

LREILPIPSTLRQVKDKTAPLQILKFLNPKPTLIDILSFCDFITIAPIHTIVFDNVALNQ 

DMFRIIISALVNSTVLDKLSLRNVRIDQIX^WKLLCKFLLLNKSIjNKLDISQTKIKSDLAE 

SLYRHNMDWNLFTDVLSQRSHKPIEELLFNGIQFSKIPYSCFARLLTSFATQKNFPESGI 

RLGIAGATTSNISQDCLKFIFNV^SQYNVQGVDIJVFNDLSTMIKPMVGKLSALSYDN^ 

FILNSTOISTSYDLALLLKYLSKLPNLIFLDLSNLSQCFPDILPYMYKYLPRFPNLKRIH 

LDSNNLTLKEIAWCNILIKCKSLSHVSMTNQNVENFYIJ^GTDSPVQQTNTDGDLDSSS 

TLDVKGQFAKNSFS STL YAF ARDS PNL IGLDFD YDLI SEE IQS RI ALCLMRNMKRTMDST 

FQLDELDSQDDLLFT3GSLVTMTAESVLEKLNLLSDKSTKVKKDTTKRYLLKKYIEKFH 

HHNVQHTIDTMFEKRKSGELPLQEKENLVRLLLLEQNLCNILELFSHNPNLNDVLGSSRD 

DSKESVDSSEDSKLPALKHVESGYHVPEEKIQPENDVITARPHLMATDSGKTIDVFTGKP 

LVFKHTSSSTSVGCKKQEEEEGELHKWGFFVQQQRSLYPENESTRQTPFASGDTPINTET 

AGKSTSSPSVSTSNNETATTSLFSPANPKILPKIPSGAVLRSAIMKAKGIDSIDDLIQNV 

NSNN I ELENI YGES I QNS ASTFTPGVD SDVSAPNTDKGSVETL PAVSTDDPNCEVKVTAT 

YDKLLNNLSMERSIRL 

YPL159C, 1262 bp, CDS: 501-1262 (SEQ ID NO 275) 

AAACAAAGCGATTTGAGTATTACGTTAAGATCTCCATTTGCTATGCTAAATCCTGCCTAC 

TCAAACAGCATTATATCGCTACCAACAGGTGTGGTCAAGAGGTCATTGACTCTTCCTGTC 

GGTATGAAAATTTAAAAATATATAATAACATAAGTTTGCATTCATTAATATTAATATA^ 

TCAACGTATCAACCATAAGAACCATAATCATAATAATTGTTTACCTTAATGGCGATATCG 

CCTTTTATCACCATCGACGATAACAAACGCCTATTCTGTCTACCGTTTCTTTTTTTC 

CGCAATATCAGAATCGTTTATCCCAAAGGGTAGTTATAGCAACTATTTAAATAACTTAGA 

TGTTTCTTTAACTTATTCCGTCATACGTACACAAACACCCGCTAGATATAGCACTCCTTG 

CTGTCGAACATTATAAAGGTGCTTTTAAAACTACTAATCGTATATTCAGCAGGTCAGAAC 

GC AAAGTCGGACGATAAACTATGTTGAAGCTAGCTCGTCCATTTATTCCGCCTTTATCAA 

GGAACAATGCCATTTCTTCAGGAATAGTTCTCACTTCTAGAAGATTTCAGTCTTCCTTTA 

CGTTCTTAAGTAACCAGTCTTTACTATCTAAAAATCAAATGAAATCCAAAAGAAAAAAGG 

GCAGTAAAAAGGCAGCGTACCATCGTCAACCCCCGGAACACGAACATACTGCACCACTTA 

TAAAGCAAAACAAGACAATCACAAAGAAAGAACATAGCGATGTGAGAGGTTCTCATTTAA 

AAAAGAAAAGAAGCGATTTTTCGTGGCTACCAAGAGTACCATCCACCTCACATTTAAAGC 

AGAGTGACATGACCACAAATGTACTCTATTCTGGATATAGACCCTTATTCATCAATCCCA 

ATGACCCGAAGCTAAAGGAAGACACCGGAAGTACGTTATACGAATTTGCGATGAAGKTTTC 

AAGATTTAAATGAACCTCTATCACCATGGATTTCCTCT^ 
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CAGAGTGGGAGAATATACCTAGTGAACTACTGAAAAATTTGAAGCCTTTTCATCCACCTA 
AGGAAAAATCAATGAACACAAATGAGCTTATTCATGTAAGTGCTAAGAGAAATACATTAG 
TTGACAATAAAACAAGTGAGACGCTTCAGCGGAAAATGGATGAATTTTCAAAGAGAAGAG 
GAAAGGGGAGAAAAAAGTCAGTAGTGACGTTGCTCCAAATGAAGAAAAAACTTGAGGGAT 
GA 

YPL159C, 253 aa (SEQ ID NO 276) 

MLKLARPFIPPLSRNNAISSGIVLTSRRFQSSFTFLSNQSLLSKNQMKSKRKKGSKKAAY 
HRQPPEHEHTAPLIKQNKTITKKEHSDVRGSHLKKKRSDFSWLPRVPSTSHLKQSDMTTN 
VLYSGYRPLFINPNDPKLKEDTGSTLYEFAMKLEDLNEPLSPWISSATGLEFFSEWENIP 
SELLKNLKPFHPPKEKSM^m^ELIHVSAKRNTLVDNKTSETLQRKMDEFSKRRGKGRKKS 
WTLLQMKKKLEG 

YPL175W, 1940 bp, exonl: 501-514, intronl: 515-568, exon2 : 
569-1940 (SEQ ID NO 277) 

ACGTTATTTTCAAAACACATACGAAATCGCTGGACTTTCTCACTAAAGGCTTCC 
TGCGGTTCTTCCATCCCCATCTCT^ . 
GCTTGCTCAAAGTCCTGCGAGTTTAGCTCATCTTGTGA 

TTCGGAAGAGTAGTGTAGCCCCTAGTATTCACCATATCCTTTGTATACTCATATGCGAAC 

TTGTCTAATACAATGTATACCAAAAATAACAGCTTGAAAAAAATC 

TGAATAATCTCATTCTGCTATTTTAAGTTTTTCGTTTCCAAC 

AAAATTTGATTGATACGATTTAAAAATAATCGATGCCAGTAATAGCCTCAAAAA^ 

GCAAAAATACGAGATACTATAAACTACAGCTTAGCTAACTCTAACATTATTATATAAAAC 

AATGGGCTTCAATATAGCGTATGTCTAGCTCACAGCATGTGTTCCAAATACAT^ 

GATCTCTTTTGTTGTTGATACTAACCAGTAAAGTTGAGAGTTATAACAATGAAAA 

TGCTGTGCGACTTTTTTTATCCACAGTTAGGTGGAGTCGAATTCCATATATATCATTO 

CGCAGAAACTAATCGATTTGGGCCATTCTGTCGTCATTATAACTCACGCTTACAAAGATC 

GAGTCGGCGTACGACATCTTACCAACGGTCTAAAGGTCTATCACGTACCATTTTTTGTC 

TTTTCAGAGAAACCACTTTCCCCACTGTTTT^ 

TTCTCAGAGAGCAGATCCAAATTGTTCATTCTCATGGTAGCGCTTCCACGTTCGCTCACG 

AGGGAATTCTTCATGCTAATACTATCGGATTGAGAACTGTGTTC^ 

ACGGTTTTAATAACTTAACGTCGATTTGGGTC^ 

ACATAGATCGGGTTATATGTGTtTCTAATACATGCAAAGAAAATATGATTGTTAGAACAG 

AATTAAGTCCTGATATAATCTCAGTAATTCCCAACGCAGTGGTGAGCGAAGATTTCAAAC 

CAAGGGATCCTACTGGTGGCACCAAGAGAAAACAAAGTAGGGATAAGATAGTGATCGTGG 

TCATCGGAAGGCTCTTTCCAAACAAAGGGTCCGATTTACTTACTCGCATAATTCCGAAAG 

TTTGTTCCTCACATGAAGATGTCGAATTTATAOTAGCGGGCGATGGTCCAAAGTTC 

ATTTTCAACAAATGATTGAAAGTCATAGACTACAAAAACGTGTGC 

TTCCACATGAGAAAGTCAGGGATGTATTATGTCAAGGTGACATATATTTACACGCTAGTT 

TAACAGAAGCATTTGGTACAATTCTAGTTGAGGCCGCATCTTGTAATTO 

CGACACAAGTCGGAGGAATTCCCGAAGTGTTACCAAATGAGATGACTGTTTATGCAGAAC 

AGACATCCGTTTCTGACCTTGTTCAAGCAACAAATAAAGCTATCAATATCATAAGAAGTA 

AAGCTTTGGACACTTCCTCTTTTCATGATAGCGTGTCTAAAATGTACG 

TAGCCAAAAGGACAGTAGAGATATATACTAATATATCTTCTACTTCTTCCGCTGATGATA 

AAGATTGGATGAAAATGGTAGCAAATCTTTACAAAAGAGATGGAATCTGGGCTAAAC 

TTTATCTGTTATGTGGAATTGTAGAGTACATGCTTTTTTTCCTC 

CCAGGGATGAAATCGATCTAGCTCCAAAATGGCCCAAGAAAACAGTGTCTAACGAGACGA 
AGGAAGCAAGAGAAACTTAA 

YPL175W, 461 aa (SEQ ID NO 278) 

MSSSHKVESYNNENRMLCDFFYPQW3GVEFHIYHLSQKLIDLGHSVVIITHAYKDRVGVR 
HLTNGLKVYHVPFFVIFRETITFPTVFSTFPIIRNILLREQIQIVHSHGSASTFAHEGILH 
ANTMGLRTVFTDHSLYGFTJNLTSIWVNKLLTFTM 

1 1 SVI PNAWSEDFKPRDPTGGTKRKQSRDKIVI WIGRLFPNKGSDLLTRI IPKVCSSH 
EDVEFIVAGDGPKFIDFQQMIESHRLQKRVQLLGSVPHEKVRDVLCQGDIYLHASLTEAF 
GTI LVEAASCNLL I VTTQVGG I PEVLPNEMTVYAEQTS VSDLVQ ATNKAINI I RSKALDT 
S SFHDSVSKMYDWMDVAKRTVEI YTNI SSTSSADDKDWMKMVANLYKRDGIWAKHLYLLC 
GIVEYMLFFLLEWLYPRDEIDLAPKWPKKTVSNETKEARET 

YPL180W, 2900 bp, CDS: 501-2900 (SEQ ID NO 279) 
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CTCAATGGGAATTGAGTGAAGATCAGTCTGATCGAGAGGAATTTGTACGATTCGTGGAAA 

ACCAGCATTTCGTAGAAAAAGTTGATACGATTTACAACGGTTATAATGAAAGTCTATCAA 

TGATGGACGACCTGACTAGAGAGTTACTACTATGGGAGAAAAAATATTCAAATAACACTA 

ATGCCATTCAATAAACGCAAAACACTGCAATATTATTCTCAACCAAAGTATAACTGTAAT 

GAGGCGAACAAACACATCTATACATATATATACATCTATATGGATATAAAAACGACTAAT 

TCAACGTTGTTTTTATCAACCGAGCTTACTCTTGTACGGGTAACCGCAAGGATAGCTAGT 

TGCGGATGGTATAGCGATTTGGCTGGCACGATGATTAAGGAATCCAAACATCTAATGGAC 

TAGCACATTCTATCGATTTACGGGTCAGGTAAACATAGATATTGGGATATATCATATATC 

CTTACTGAGTAACTATAATTATGGTTCATCGAGGAAGGACTTTGAAGTCAGACTVCTGA^ 

TAACATCTCTTAATGCGTCAACAGTATCACACCAGTCAAAGCCATTTAGACAGTTTTCGA 

CTAGGTCGAGAGCAAAGAGTAACGCAAGCTTCAAAGGTTTGCGTAGAGTTTTAACACATG 

ATGGCACCCTGGATAATGATTATTTTAATAAGCACAACGTTTCTCAGAAATC 

CTGATGCACTTTTCAGAAAGCGAACGATTAGTGGGTTGAATATGACAGCTTTAACAAGAG 

TAAAGTCCAATCAAGGAAAAAGATCAGCATCCTTTCATAGTCCGGTGCATAATACGCTGC 

TCAGTCCAAAGAACAGCAGTCATTCTAATACTGGAACTGCTGGTTTCGGCCTC 

GAAGAAGTAAAAGTACCCAATCTGTTCTGAGTCTTCGAGATGCGCAAGAATCTAAAAAGA 

GTGAATCTACTACTGACGAGGAGGTGGAATGTTTTTCGGAAGACAACATTGAAGATGGAA 

AGGTGAATAATGATAAAGTAATAGCCGAGCATGTTATGCCTGAAGAAAAAAAGAATGTGC 

AGCAATTAAATCAGAATGAATTACAATCCCCGGATTCAATAGATGAACAAGAAGAAGATA 

AATCAGGTACTGATGGAAAGGAAAATCATAGAGCTGTATCCTTACCATTACCTCATTTAT 

CTTCCAATAACTATTTCGGAGAATCAAGCCATTCTATAGAACATCAGAAAGATGGAGAAA 

CATCTCGAAGK2TCAATTGAAACAAAACTGAATGCAACAAGTGTAATCAATGAAGAGGGGC 

AATCAAAGGTGACGAAGGAAGCTGATATTGATGACTTGTCCAGCCATTCTCAAAATTTGA 

GGGCCTCATTGGTTAAAGCGGGCGATAATATATCAGAAGCACCATATGATAAAGAAAAAA 

AAATTCTTGATGTTGGTAATACCTTAGCTGCACATAAAAGTAATCAAAAACCAAGTCAOT 

CAGATGAACAGTTTGATCAGGAAGATCACATTGATGCCCCTAGGAGTAATTCATCAAGAA 

AAAGCGACTCGAGCTTTATGTCTCTTAGGAGACAAAGTTCTAAACAACACAAATTATTAA 

ACGAAGAAGAAGATCTAATCAAGCCTGATGATATTTCTTCCGCTGGTACCAAGGATATTG 

AAGGGCATAGCTTACTGGAAAATTATGCGCCTAATATGATTCTCTCCCAGTCGACTGGAG 

TTGAACGTAGATTTGAAAATTCATCATCCATCCAAAATTCGCTTGGGAATGA 

ACTCGGGTGAGCATATGGCTTCAGGTGATACTTTTAATGAACTGGATGATGGCAAATTGC 

GCAAGAGCAAGAAAAATGGTGGAAGATCTCAACTTGGCCAAAATATACCGAACTCTCAGT 

CTACTTTCCCCACCATTGCTAACATCGGTAGTAAAGATAATAATGTACCACAGCACAACT 

TTTCGACCTCCATATCGAGTTTAACCAATAATTTGAGGAGAGCTGCTCCTGAAAGCTTCC 

ATGGTTCAAGAATGAATAATATTTTTCACAAGAAAGGTAATCAGAATCTAC 

CCAACGATCTCAACAAAAATTCTGCAGCCCCGGCCTCTCCATTGTCCAACGAACATATTA 

CATCTAGTACGAACTCCGGTAGCGATGCAAACAGACAATCCAACTCAGGTGCCAAATTTA 

ATAGCTTCGCCCAGTTCCTTAAATCAGATGGGATTGATGCAGAATCAAGAACACAAAGAA 

AATTATGGTTGCAGAGGGAGAATTCTATTATGGACTTAAGTTCACAAAATGACGGTAGTG 

ACTCTATCTTTATGGCAGGAAACATTGATGCGAAAAGGGAGTTTGAGAGAATATCCCATG 

AATACTCTAATGTAAAAAGATTTTACAACCCATTAGATGAAGCATTGTTGAGAGTACAAC 

CTATAATAACGGGAAATGCAAATAATATCAGGAAAAAAAGCCATAACGATGCTCAGTCAA 

TCGCACATTCTAGCAGTGATACAGATCATAAGGATGAGGACGATTTGCTCTTTACTAACT 

ATGACAAAAAATTTGATGATCTTTATCCACATCTTGCAAGTGCAAAGATTCAGGC 

TGTCCGGTATATGGAAAAGCGAAAGTTACTTATTTAACAAGGATGTTAATCCAATCAACA 

AGAATAGGACAACGAGTACAAACCACAGCGTTGGCCACACTGCTTCACAGAATGCACGTA 

ACTTGCTGAGGGGCCCGATGGGTTCCAGCACGACTTTGCACCACCAACGCGTCATTAACT 

CTCTGCAGCCGACTACGAGGGCAGTGAATCGCAGGATGGAAAATGTGGGCTACATGCATA 

CACAGCCACAACAAAGGTGA 

YPL180W, 799 aa (SEQ ID NO 280) 

MVHRGRTLKSOTDVTSLNASWSHQSKPFRQFSTRSRAKSNASFKGLRRVLTHDGTLDND 
YFNKHNVSQKCKSSDALFRKRTI SGLNMTALTRVKSNQGKRSASFHSPVHNTLLSPKNS S 
HSNTGTAGFGLKPRRSKSTQSVLSLRDAQESKKSESTTDEEVECFSEDNIEIX3KVNNDKV 
IAEHVMPEEKKNVQQLNQNELQSPDSIDEQEEDKSGTDGKENHRAVSLPLPHLSSNNYFG 
ESSHSIEHQKDGETSPSSIETKLNATSVINEEGQSKVTKEADIDDLSSHSQNLRASLVKA 
GDNISEAPYDKEKKILDVGNTLAAHKSNQKPSHSDEQFDQEDHIDAPRSNSSRKSDSSFM 
SLRRQSSKQHKLLNEEEDLIKPDDISSAGTKDIEGHSLLENYAPNMILSQSTGVERRFEN 
SSSIQNSLGNEIHDSGEHMASGDTFNELDDGKLRKSKKNGGRSQLGQNIPNSQSTFPTIA 
NIGSKDNWPQHNFSTSISSLTNNLRRAAPESFftGSRMNNIFHKK^ 
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SAAPASPLSNEHITSSTNSGSDANRQSNSGAKFNSFAQFLKSDGIDAESRTQRKLWLQRE 
NS IMDLSSQNDGSDSIFMAGNIDAKREFERISHEYSNVKRFYNPLDEALLRVQPI ITGNA 
NNIRKKSHNDAQSIAHSSSDTDHKDEDDLLFTNYDKKFDDLYPHLASAKIQAVLSGIWKS 
ESYLFmDVNPINKNRTTSTNHSVGHTASQNARNLLRGPMGSSTTLHHQRVINSLQPTTR 
AVNRRMENVGYMHTQPQQR 

YPL218W, 1212 bp, exonl: 501-528, intronl: 529-667, exon2: 
668-1212 (SEQ ID NO 281) 

TGATACAAGACAGGCATTAGGAAACACATGAGTTTTGCATAT 

TGTTCCTTCCCTTATTTCTTTTCATAGTATTTATTTOT 

GGATTTTATTTTATTTCTTTTTTAATGCT 

CTGGCCTCGATAGGTACCTATAGTATACAGAAGCTTACGAAAAGCTCCTGTCAGGATGKSCA 

CTTCTAAAATTCGCGCTCAACATGGCCGTATTGTACATTATATCGTTCTATCATTATATC 

GTATACGCCCGCATTACCCGACAACTCCGTCTGCAACGCGTTGACCAGAAAACTCGAACA 

AGAGATCGCATAAAA7UVCCAAAAGGAAACGAATTACTTGTCAAATAGTTATTGTAATGGA 

TCCTCTAGAAAGGCAAACAGTAGATTTATTTCCTTCTTTTCTAGAAACATC 

AACAATATATAATTGGAATAATGGCTGGTTGGGATATTTTTGGTTC 

CCTGTTCACGTTTTTCGGATACTTAGTTTTATTCAATG 

GCTTAAGATCTATTTTTTTTTTTCTAGAAGAAATTGCGTC 

TGTACAGTCAGAGATGTGTTGGCTTCCCTTGGTCTGTGGAACAAACATC 

TTCTTGGGTTTGGATAATGCCGGTAAGACCACATTGCTACATATGTTA 

TTGGCAACCTTACAACCAACATGGCATCCAACTC 

AAGTTTACAACTTTCGATTTGGGTGGTCATATTCAAGCTCGTCGTTTA 

TTCCCAGAAGTTAATGGTATCGTCTTTTTAGTCGATC 

GAAGCACGTGTCGAATTAGATGCTTTATTCAACATTGCCGAATTGAAGGACGTTC 

GTAATTCTTGGTAACAAGATCGATGCTCCAAACGCCGTTTCTGAAGCGGAGCTACGTTCT 

GCTTTAGGATTATTGAATACCACTGGCTCTCAAAGAATTGAAG^ 

GTTTTCATGTGTTCCGTTGTTATGAGAAAT^ 

CAATATATTTAA 

YPL218W, 190 aa (SEQ ID NO 282) 
MAGWDIFGWFRDVLASI^LWNKHGKLLFLGLDNAGK 

ELAIGNIKFTTFDLGGHIQARRLWKDYFPEVNGIVFLVDAADPERFDEARVELDALFNIA 
ELKDVPFVILGNKIDAPNAVSEAELRSALGLLNTTGSQRIEGQRPVEVFMCSVVMRNGYL 
EAFQWLSQYI 

YPR102C, 1025 bp, CDS: 501-1025 (SEQ ID NO 283) 
TTCTTTACAATTCACCTTGCATTATTGA 

GCTGTTTTCCCTCATATCACATAATACCCGGAGAGGCTCTTTCCTGCGACAGCGCAACAT 

CCAACC ATC OTAAAGGTATGGGTGTACTGACGATGCGATTATTTC ATTAAGTTCTC TT 

TTTTGTATAAATGAAAAAAGAACGGTGAAATCCATAGAAATACAGAGAGCGACGCAAACA 

GCGCGCAGACTCTACGGGTAATAGACTCACATCCACGTGACCAGTTTCCAATCGAACTTT 

TTCACTTTGCAGGGAATTATTGTTTCACTAGCAAAGGTAGCCCACTTACCACTCAGCTAT 

GCGAAAGTTTCATTGTTTGATACATCTTGATAGTAACCGCAGGCTTCTTTCTTAG 

ATTTTATTGTATTTCAACTAATATTATTTTTTT^ 

ACATACAAACATAGCCAAAGATGTCTGCCAAAGCTCAAAACCCTATGCGTGATTTGAAGA 
TCGAAAAGTTGGTCTTAAACATTTCTGTTGGTGAATCTGGTC 

CCAAGGTTTTAGAGCAATTATCTGGTCAAACTCCAGTTCAATCCAAGGCCAGATACACTG 

TCAGAACTTTCGGTATCAGAAGAAACGAAAAAATTGCTGTTCACGTTACCGTCAGAGGTC 

CAAAGGCTGAAGAAATTTTGGAAAGAGGTTTGAAGGTCAAGG 

GAAACTTCTCTGCTACCGGTAACTTCGGTTTCGGTATTGACGAACACATTG 

TCAAGTATGACCCATCCATCGGTATTTTCGGTATGGATTTCTATGTCGTCATGAACAGAC 

CAGGTGCTAGAGTCACTAGAAGAAAGAGATGTAAGGGTACCGTTGGTAACTCCCACAAGA 

CAACTAAGGAAGACACCGTCTCTTGGTTCAAGCAAAAGTACGATGCTGATGTTTTGGACA 

AATAA 

YPR102C, 174 aa (SEQ ID NO 284) 

MSAKAQNPMRDLKIEKLVLNISVGESGDRLTRASKVLEQLSGQTPVQSKARYTVRTFGIR 
RNEKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKYDPSI 
GIFGMDFYVVMNRPGARVTRRKRCKGTVGNSHKTTKEDTVSWFKQKYDADVLDK 
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YBL003C, 899 bp, CDS: 501-899 (SEQ ID NO 457) 

TATATGACGGCAAGTGTCTCACTGTTGCATTACGCGATGTTTC 

CGCGATTTTACCAGAACTAGATGGCGCT^ 

ACCGCTTTATTAGGCGAAGCGGTGGGCACAGCTCACGCGTAAGGTGTTCCCA 

AAGTGATGCGAATTTCAGAGAACACATTAACCTGGGGGCCATAAACGCGACGTGCTACCATT 

TTCGTTACGTATACITAGGCCAGAGATTACAACATGACTACTAATATCAAACATAACTCTAT 

ATATAAGGGATGAAGATGTATGCTTTCTTAGAATTTCAAACATGTTCCGTTAAA 

TTTCGATTTCAATTTCGACTCCATGA 

TCATAAATTCTTGTCTTTTTACATAAGAATTAGGAAAGTACAGAACAAGAGCAAATT^ 

TATAATGTCCGGTGGTAAAGGTGGTAAAGCTGGTTCAGCTGCTAAAGCTTCTCAATCTA 

CTGCTAAAGCTGGTTTAACATTCCCAGTTGGTAGAGTGCACAGATTGCTAA 

TACGCCCAGAGAATTGGrrCTGGTGCTCCAGTCTATCTAACTGCTGTCTTAG 

TGCTGAAATTTTAGAATTGGCTGGTAATGCTGCTAGAGATAACAAAAAAACCAGAATTATTC 

CAAGACATTTACAATTGGCCATCAGAAATGATGATGAA 

ACCATCGCCCAAGGTGGTGTTTTGCCAAACATTCACCAAAACTTGTTGCCAAAGAAGTCTGC 
CAAGACTGCCAAAGCTTCTCAAGAACTGTAA 

YBL003C, 132 aa (SEQ ID NO 458) 

MSGGKGGKAGSAAKASQSRSAKAGLTFPVGRVHRLLRRGNYAQRIGSGAPVYLTAVLEYLAA 

EILELAGNAARDNKKTRIIPRHLQLAIRNDDELNKLLGNVTIAQGG^ 

TAKASQEL 

YDR442W, 893 bp, CDS: 501-893 (SEQ ID NO 459) 

TGAACGGGTGCAAAATTTACTTTAACACCCAAAAAGTATATGCGTATATATATATATTTATC 
CTTGTTATTTTTGTAAATTGAGCTATGCAACATAAGATTCCTG 

TAATCAAGAGAACTTCAACAATTTTCCATCGCAGAGACGAAAAAACTGGAAAAAAATAAA 

GAAAAAATTGAAAAAGAATCGCGACTTCCGATTACATAACCTTATACGGAGTATGATACCAT 

TCrTCACATCATCAAC&CACCATCGCAGACCCACGTC 

AGCCTTAAACGCAATCTCATTCGCGTTCTGTGGAAATTGTCTCGGACTACACGCTGGGCGTG 

CATCACCAGTGAAAATGCCGTACCGCCCCGCTTCCGGTTTTGTTTTTA 

GAAATAGACTTCTGGGTTTACACCCCGGAATAATACTAAAACCAAAACTGGTAAATAGGGCT 

ACAGATGAGCAGGAAAACGTTGCCGGAAAAAGTTTATTTATCCGAGAGAATAATTGATGAAG 

AAGTAGCGGTATGCACAGTAGCGGCGGAAGTATTAGCAATTTTTACTCTGGTGTGCACAAGA 

GTGTTCATCATTTTTTTCACGGCTAGGATATGCCATGGAATAT^ 

GAGACCGTACCACACGTTTAGAGCAGCCAGGTTGCGAAACTCTTCTAAGATGGTTTCCAGCA 

ATTGTGTACTATCAGAATGTGGACAGTTTAAAAGGTTGACTGCGAATTTGTCCCAAA 

TCACCGTCGCATTTTTTGAATTTGATCAAAG^ 

GTGTGCCAGTGGGAACGGGTGCTGA 

YDR442W, 130 aa (SEQ ID NO 460) 

MSRKTLPEKVYLSERIIDEEVAVCWAAEVLAIFTLVCTRVFIIFFTARICHGIWPSSPSER 
PYHTFRAARLRNSSKMVSSNCVLSECGQFKRLTANLSQTVSPSHFLNLIKAPLLIAQRCCEC 
ASGNGC 

YDR529C, 884 bp, CDS: 501-884 (SEQ ID NO 461) 

GAGTCTCCGGAGTTGACCAAGTCATACAATGTGCTACl^CCAAGAAATGGATCTGTGTAGT 

TCCAAGATCGCATGCCAAGAGTGGACCGCCATTGATGTTAAACATTAACTCCACGGGGTACT 

GTGGTATGATCCTCGTTAAAGACAGAGAAAAACTAGAGAACCTCACTGAAGATCCTCATCTT 

GTGGACAAGTCGTTACTGCAATGCGGTTTCCCCAACACAGCAGGCCAAAAACCAACAGAGTA 

TCACTATTAAGGTCTATTAGCCATATGTACATTGTCTATAGATGTGTAACTGCGCTC 

TTGTTTTGACCAATC^GGAGCGACGCGCTTTTTATCGGGTCACC 

ATTTACTTTCATAGAGCAGTAATAAAAGGGAAGAGATGTAAAAGCTTGGAAAAATAGCAGTA 
AAGGTTGTTGTTGGACAATTTATCAGAATATTAGTAACIX3 

CAAAATGCCACAGTCTTTTACGTCTATTGCGAGAATTGGTGACTATATTTTGAAGTCACCCG 

TCCTCTCCAAGTTATGTGTTCCAGTTGCCAATCAGTTCATTAACCTCGCAGGTTACAAGAAG 

TTAGGGCTCAAATTTGACGACTTAATTGCAGAGGAAAATCCCATCATGCAGACCGCTOT 

AAGACTCCCTGAAGATGAATCTTATGCCAGAGCATATAGAATAATCAGGGCTCATCAAACCG 

AGTTGACTCATCATTTACTGCCAAGAAACGAATGGATCAAAGCCCAAGAGGATGTTCCTTAC 
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CTGTTGCCATACATATTAGAAGCTGAAGCTGCAGCTAAGGAGAAGGACGAGTTAGACAACAT 
AGAGGTCTCCAAATGA 

YDR529C, 127 aa (SEQ ID NO 462) 

MPQSFTSIARIGDYILKSPVLSKLCVPVANQFINLAGYKKLGLKFDDLIAEENPIMQTALRR 
LPEDESYARAYRIIRAHQTELTHHLLPRNEWIKAQEDVPYLLPYILEAEAAAKEKDELDNIE 
VSK 

YGR085C, 1025 bp, CDS: 501-1025 (SEQ ID NO 463) 

TCCTTACTTTAGTCTATTATCAATATCTCTTCCCCCTCCTA 

TTTAATTGTGAAGGAACAATTCAAGTTAGAACTCTTTTGATAGGAAACATO 

AGCCTAATGTTTAATGCCTAATTTTTTTCTAAAATGCAGCAA 

TAGACATCTATATATAACAAGCACAGAACCGTCTAATTGGTATTTTTCA 

ATCCGTACAACGAGAACCCATACATTACTTTTTTTAATATTCTTTTTGT^ 

TTTTTATTTTTATCCGAAGATCTTTTGGAACCCG 

AATTGAAACTTGGACATAACTCATCATTAAAGAAGTATACTGTTAAGAGAGGCATTCATTTC 

GTGTATTATAACGTTTAGCATCAGTTACCCTTGAAAGCCCAACATATACAAAAATACGCGTC 

CAAGATGTCTACTAAAGCCCAAAACCCTATGCGTGATTTGAAGATCGAGAAATTGGTCTTGA 

ACATCTCCGTTGGTGAATCTGGTGACAGATTAACCAGAGCCTCCAAGGTTTTAGAACAATTA 

TCTGGTCAAACTCCAGTTCAATCCAAGGCCAGATACACTGTCAGAACTTTCGGTATCAGAAG 

AAACGAAAAAATTGCTGTTCACGTTACCGTCAGAGGTCCAAAGGCTGAAGAAATTT^ 

GAGGTTTGAAGGTCAAGGAATACCAATTGAGAGACAGAAACTTCTCTGCTACCGGTAACTTC 

GGTTTCGGTATTGACGAACACATTGACTTGGGTATCAAGTATGACCCATCCATCGGTATTOT 

CGGTATGGATTTCTATGTCGTCATGAACAGACCAGGTGCTAGAGTCACTAGAAGAAAGAGAT 

GTAAGGGTACTGTTGGTAACTCCCACAAGACAACTAAGGAAGACACCGTCTCTTGGTTCAAG 

CAAAAGTACGACGCTGATGTGCTCGATAAATAA 

YGR085C, 174 aa (SEQ ID NO 464) 

MSTKAQNPMRDLKIEKLVLNISVGESGDRLTRASKVLEQLSGQTPVQSKARYTVRTFGIRRN 
EKIAVHVTVRGPKAEEILERGLKVKEYQLRDRNFSATGNFGFGIDEHIDLGIKYDPSIGIFG 
MDFYVVMNRPGARVTRRKRCKGWGNSHKTTKEDTVSWFKQKYDADVLDK 

YGR106C, 1298 bp, CDS: 501-1298 (SEQ ID NO 465) 

GCAACATTACCACTTTGTACGGAGCGTCAGAAAGAACGCACCTCATCATTATTATGAGAACA 

GTACGATAACTTCTGTCTGAGATACGCTTCGTTGTTATAATACAAGTGAAACCGCCACGGAT 

AATTAGCAGCAATTGAACACAAGGGATATCATTTGTGTGACCTTTGTTC 

TGTGAACCCTTTAGTAACTATTAATGTTTATTTCATGAGACTAGTCAAAACATTCAATAACA 

GTTTTTCTATATGAGAAAAAAAAAAAAAAAAAAAAAAATGAAAAAGCAACAGTACGATTATT 

ACACTGACTATGCTGCAGTTTCCGCAATAGCAAAATTGTGTCACATTACACGAAAGAAAGA^ 

AGAACGCTATTTCTTATAAGAGCAAACTGTTGATAAGTTTATAGCAAGAATAAAAAGGGTAA 

AAAGTCATTGATAATAACCACTGCTGTGACTATATATAATAAGAATCGAACTGTAAAGOT 

AGCAATGGTGTTCGGTCAGCTGTATGCCCTTTTCATCTTCACGTTATCATGT^ 

AAACTGTGCAAGCAGATTCATCCAAGGAAAGCTCTTCCTTTATTTCGTTCGACAAAGA 

AACTGGGATACCATCAGCACTATATCTTCAACGGCAGATGTTATATCATCCGTTGACAGTGC 

TATCGCTGTTTTTGAATTTGACAATTTCTCATTATTC 

ACCCATTCTTCAATAGATTCTTTGCCAATGATGTCAGTTO 

TTGAACATCTCTCAATCATTATCTCCCATTATGGAACAATTTACTGTGGATGAA 

AAGTGCCTCTGACTTACTATATGAATACTCCTTAGATGATAAAAGCATCGTTTTGTTCAAG 

TTACCTCGGATGCCTACGATTTGAAAAAATTAGATGAATTTATTGATTCTTC 

TTGGAAGATAAATCTGGCGACAATTTGACTGTGGTTATTAACTCTOT 

AGATGAAGATGGTGACGATGAATATGCAACAGAAGAGACTTTGAGCCATCATGATAACAACA 
AGGGTAAAGAAGGCGACGATGATATTTTAAGCTCCATCTGGACTGAAGGACTACTAATGTGT 
TTAATAGTTTCTGCGTTGCTATTGTTCATTTTGATTGTTGCACTTTCT 
GGATATCACATATGGTGCGTTGGAAAAATCAACAAACCCAATAAAAAAAAACAATTAA 

YGR106C, 265 aa (SEQ ID NO 466) 

MVFGQLYALFIFTLSCCISKTVQADSSKESSSFISFDKESNWDTISTISSTADVISSVDSAI 
AVFEFDNFSLLDNLMIDEEYPFFNRFFANDVSLTVHDDSPLNISQSLSPIMEQFTVDELPES 
ASDLLYEYSLDDKSIVLFKFTSDAYDLKKLDEFIDSCLSFLEDKSGDNLTWINSLGWAFED 
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EDGDDEYATEETLSHHDNNKGKEGDDDILSSIWTEGLLMCLIVSALLLFILIVALSWISNLD 
ITYGALEKSTNPIKKNN 

YGR182C, 854 bp, CDS: 501-854 (SEQ ID NO 467) 

CCAAGTATCATGGGCTTTGGAAATTAGTTTCCCACCGATGAGCGCAACGACTTAGCGAAG^ 
TATGAAATTGGTGACAGCAGCTCTATGAATATGTTCCATGC 
AATGCATAAATTATGAGTAGTCTTTTTCATCACTATATAAAACCTTT^ 
GTTTTTGTTGGTACTATCTTTGCAGGTC 

TACTTCATGGTACGAGAATCACAACAAAGGAAAATTATGGAAAGATGTCAAGGCTCGAATAG 
CTGCAGGCGATGGAGACGACGATGATGAGTAAACGCTGATTATGTCACACATATACGTGCAA 

TGGCTGGTTGTTCATGTTCAACCCAACCTCATAAAGGCACTCAACTTCATATTTTC 

ATCTATGTCTCGCCAAAGCGCATTCAAATTTCAGAATGGAAATAGACACGAACGAGCCTGTC 

TGTCAGATGTTCACAAAATCCTTATTATAATTTTATATTCTACT 

GGAAAAAGAATAACTCATTTTATGTATAT^^ 

TATAGTGCAATACTGTTCTTCGACGTTATTAAACGTAATA 

ATCTTATATACAAGTACGAGTACATACTGCGCAGTAAATTGATCCTGATGGTGTGTTTAGAT 
TTCGCCAGAAGCGGAGGCGTTCTGGATTCTGGAGATGTAAGCCTTTGA 

YGR182C, 117 aa (SEQ ID NO 468) 

MSRQSAFKFQNGNRHERACLSDVHKILIIILYSTKGKRELGKRITHFMYIHIFCTYLYQASI 
VQYCSSTLLNVIAFSWYPLNLIYKYEYILRSKLILMVCLDFARSGGVLDSGDVSL 

YGR183C, 914 bp, exonl : 501-503, intronl : 504-716, exon2 : 717- 
914 (SEQ ID NO 469) 

AAATACAAATCCAAGAAACCTCGATGAGGATGACTCTGATGATAATGATGACTCTGATGAGC 

GAGAGATTTGGTAGATTCAAGCCCTCTACTATGTTTTATAGTTGA 

ACTTATACATTATTAAACATTTGCGCGTCGATTGACTTT^ 

ATACCAACCTAATTACAAATACTTCGAAGTGACTATCATAAGTTTCCTTATCTAGCGAAGGC 
AACTTTTGAACTCCCCAGTTGTTAATATGTATCATTAT^ 

AGTCAATGCCGAAAGAATTCTAGGACCTAAAAGCTGCTCAATCCTTGGGCCTTTCCCTAATG 

ACATCCCCTCTCAAACTTTAGCTTAGCAGTTGTATTTAATGTCCTGTCACGGATAGTCAATA 

ATCGTTGAAGGTTGATTTTCATATCCTTCGCAATTTCGTAAAGCAACAATAGCAATACGGAC 

TAAAATGGTATGTTGGTGTGTGTGTGTGCTGCTTCACATTTC 

GGAATCTTCCTTAGCCAAGTATCATGGGCTTTGGAA 

GACTTAGCGAAGCTTATGAAATTGGTGACAGCAGCTCTATGAATATGTTCCATC^ 

TTCAGGTTACTAACAATGCATAAATTATGAGTAGTCTTTTTCATCACTATATAAAACCTT^ 

TCAAACGAAACGCTGTTTTTGTTGGTACTATC^ 

TTTGATACTGCTATTACTTCATGGTACGAGAATCACAACAAAGGAAAATTATGGAAA 
CAAGGCTCGAATAGCTGCAGGCGATGGAGACGACGATGATGAGTAA 

YGR183C, 66 aa (SEQ ID NO 470) 

MSFSSLYKTFFKRNAVFVGTIFAGAFWQTWDTAITSWYENHNKGKLWKDVKARIAAGDGD 
DDDE 

YKR040C, 1004 bp, CDS: 501-1004 (SEQ ID NO 471) 
GGGCTTTTCCAGTGCCGCGGCCTC 

TAACACATTGAAGGGCCTAGGCCCGCTGACGTGGGGTC^ 

TCTCGGTCTTTTCTTGCTCCCACAGGCCGTTAATGGCCTGAAACAGTTTTGTC 

TTATGATAACGATGTTTGTCCGGGTGCCACCGGATTCTATCGCGGCGAATCAAGTCTAGTCT 

GTTTGCATCCATCAAGGCACTGCTCATTGTGTAAAATTGTTCTACGCTTTTC 

TATCTAAACTCACAGCCGCTAGGGTAGGTGTTCCTGGCAGTGGTAAGGTAGCCGGCTCGTC 

TTGGTCATGCGCCAATACTGTCGAACGGCCCGCGCGTAGCGTTCTTCGK5CTTCAACCTTAGA 

GCTGATACCTTTTGCCTGGTCAAAGGCGAAAACGTCTACCTCGCTTTC 

TTTCATGACTTCGTTTCAAGCGGTCTCTTTCGCTCTCGGTTC 

ATGCTTTCACCGTACTCGAAAAGCGTAGCCTGATGACTAGTTGTAC 

CTTTTTTTTCTCTTGACACTTCGGCGTATTCATC 

TTTGCTCATTTTCGTTTTCACGTTGCGATGGTTTCGCGGACC 

ATGTTGTCTTTGCTAGTTGCAACGTAGTCTTCTTCT 

CCTTACGTATCTTTTTTCGGCGTCGTTCTCGTCATCGCTGTTCATAT^ 
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TATCGGCGCTTTTACTGCATGCTGTOT 

AAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAGCTTACATACGGAAAGAGAAAAAAAAAAA 
AAGAAATTTTAA 

YKR040C, 167 aa (SEQ ID NO 472) 
MTSFQAVSFALGCOTLVACYAFTVLEKRSLOTSCTWALSFLFF 
LIFVLTLRWFRGPIAWVVVDVVFASCNVVFFSPALS^ 
GAFTACCLLKRVSLKSSEEKKKKKKKKKEKSLHTEREKKKKKF 

YOL127W, 1343 bp, exonl: 501-513, intronl: 514-927, exon2: 
928-1343 (SEQ ID NO 473) 

TCTTATCTTGTATGC CCGATATAGCAACCTTGTTGGTACCAATC TAACGGTTTCCGT ACTTT 
GCAATGAAGAGATGAGGAGGCATGGGTCACTTATTTAATATGTACGGGTGTTTACATGGAGT 
TGCTTTCTTTTTTTGTCTCAGGAGTC 

GTCCACGCTCTGGAGTTAGGCTCTCCCATTACGGAGAGAAGCATTTCCTCAGCCTGGGAGCC 

CCGTTGGAACAGTCAGGCTAAACTGGGCCTTCCTACCCACTGCTTGCTG 

GCACAAGGGGATTTTCTTTCTACCTTCGGCTTGCCT 

CTTCGTTCGTATGCATACAATCTTTTAGATATTATCTTTTAAAATO 

AAATGTATCTCATATGCTTTTCTTCTGCTGTTGAAAAGGCT^ 

TAAAATGGCTCCATCTGGTATGTGAACTGCAATATTAATAGCACGAGAAAATTGAGAGGAAG 

ATAGATGGGAACTAGTAGAGTTGATATTGATGAGATACGAAAACCACACGTAAATAAACTAT 

CCGACGACAAGAATAGTGCATTAAGGACTTGATTAAGATATGGTGAGCAACGTAATTATCGG 

GCTCAACAGTTTATTAGCAATCGTTTTGATAGAAGCGTTG 

TACTACCAACAGCCATTAACAAATCCATTAGAGTGTTCGTTCGTTTTTCTGCTC 

GAAAATTATTCCATCCTCATTATACTTTTTTCTTCTATTTCGTGCTC 

AGGAACATAGTTTACTAACATTAACGAATTCATCTCCTATGAATTTACTTTTTG 

AGGCTACTGCCGCTAAGAAAGCTGTCGTTAAGGGTACTAATGGTAAGAAGGCTTTGAAGGTC 

AGAACTTCTGCTACCTTCAGACTACCAAAGACCTTGAAGTTGGCTAGAGCTCCAAAATA 

TTCCAAGGCTGTTCCACATTACAACAGATTGGACTCATACAAGGTCATTGAGCAACCAATCA 

CTTCTGAAACCGCTATGAAGAAGGTTGAAGATGGTAACATTTO 

AAAGCTAACAAATACCAAATC^GAAGGCCGTCAAGGAATTATACGAAGTTGACGTATTGAA 
GGTTAACACTTTGGTTAGACCAAACGGTACCAAGAAGGCTTACGTTAGATTGACTGCTGACT 
ACGATGCTTTGGACATTGCTAACAGAATCGGTTACATTTAA 

YOL127W, 142 aa (SEQ ID NO 474) 
MAPSAKATAAKKAWKGTOGKKALKVRTSATFRLPKT 

I EQPITSETAMKKVEDGNI LVFQVSMKANKVQ IKKAVKELYEVDVLKVNTLVRPNGTKKAYV 
RLTADYDALDI ANRI GYI 
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YBL051C_homolog_l 1229bp PathoSeq: 1..1229; CDS: <1..>1229 (SEQ ID 
NO 285) 

AGAGAACGTATTGAAGAGGAGAAAAGGGAGAAAAGACXHCAATTGGAAGAA 

TCAAATGCTTCTATGGCTTCTTTATTGTCAGCTGCTTC 

GTGGCTGGCACAAATCCTTCTCATACCACTGAAAGAATGTTT^ 

CTGTTCAATGCCCCACCAGTAGAAATTAATTTTAATGATCTTG 

TTAGTATTATACCGAGATGATATTACCAAATCTACTTTTGAATTAGCTATATCACC^ 

AATATTTCTCAACGGAAAATCATATCAATTTTATGTAATTATTTGA^ 

AATGGGTTGATAATAATTAGAAGAAAACCAGGATACATTGCTCAGTGTATAACTCAACAATCTATT 

ATTCCTAATTCTCAAC^GGTGTCTGGGCCAACTCACCCGCAACAACATCAACAGAATC 

CAACAGCAACAGCAACAACATCAACATCAACATCCTTCACATTCATCATCGATC 

CAATTGGGTGGTACATTAGCTGTTCCAGCGCACCCTGAATTATTAAGATCCCAATCGCAATCAGCA 

TTACCGTTGCCAAGATTGAGACAGCAAACCTCTAGACCAATTC 

CAAAATCAACCACCACAACAACAACAGCAACAGCATGTTC^CCACAATATAATTAOT 

CAATCTATTCAAAGCCAACCACATTCTGCGAGACCTTATTCTCAATCATATAATATTO 

CAACAGCAACAGCAGCAACAACAAGCTCAACAACAAGCTCAACAACAACAACAACAAC^ 

TATCAACAGGGACACCAGTCAGAAGTTTGAACACCTACATTGAATT 

CTTAGATCAAGTAGCAGTAGATCATTTGTTGATGTGAGATCCACACCT 

CAACAGCAACAACAACAACAACAACAACAGCAACAGCCGCCACTAACTTCATCAATCCATGATTCT 
CCAACACCACATCATCATTTACCACTTCAACAGCAGCCACCACAACCAAATCATTACCTATCCAAT 
TACCATCAGGGGGTTGGATCTCAACCAAAAACTCCATTGGC 

YBL051C_homolog_l 409aa (SEQ ID NO 286) 

REHI EEEKREKRGQLEEQHRS ASNASMAS LL S AASTTAATKNLS VAGTNP SHTTERMFLNL PFNNS 

SFNAPPVEINFNDLEVLELYTQLVLYI^DITKSTFEI^ISPANLNISQRKIISILCNYL^ 

NGLIIIRRKPGYIAQCITQQSIIPNSQQVSGPTHPQQHQQNQLQQQQQQQHQHQHPSHSSSMMNLH 

QLGGTLAVPAHPELLRSQSQSALPLPRLRQQTSTPIQQNQQVQHQNQPPQQQQQQHVQPQYNYYNQ 

QSIQSQPHSARPYSQSYNIYQQQQQQQQQQAQQQAQQQQQQQLQYQQGHQSQVSTPTLNSSSAAAL 

LRSSSSRSFVDVRSTPPTSSFAQQQQQQQQQQQQPPLTSSIHDSPTPHHHLPLQQQPPQPNHYLSN 

YHQGVGSQPKTPL 

YBL051C_homolog_2 2153bp public: 1..2153; CDS: 501.. 2150 (SEQ ID 
NO 287) 

ATAAACAAAAAAGAAGCACGAACTGTGGGCAACAACAACAACAACAACAACAAAAA 

CTGGAAAATCAAAATTGAACTCCAACCAGCAGCGGCGGCGGCGACAGAAAAATATATTAACAGAAT 

ACTTTTTTGTATTCAACTCTCTAACTCTTTC 

AATCAACAATAGCAGGATATCCATTCATATACAAATAGATAAACTGTTTAATTAATf^ 
ATTTGATTTGGGAAAAAACAAATTTTATATTTGG 
AAGCTTTAATTCCCACCTATCAAATTTCATTATTATTTTGTTTTCA 
TTTCTTTCTTTCTITCTTTTTTGGAACA 

ATTCATATTACATTGACTTTTGACAAGAGGTATATATAATGGATTTTA 

CGAATCAAATG(^CACTGTAATGCAACGTCGTCCCTCTCTATC^TCATTATCGTCAGCCTCGGGCT 
ATTCTTCTTCCAATTATGGTGGAAATCCTACACCCAATCCC^ 

GTAGTGGCAATAGTAATAACAACACTCATGGCAATAACACTCCCAAATTATCAACTCAAA 

CAAATAATAGGAATTTACAATCCTTGTGGATAAACCAACCATCTATTGCTCCTTCTAA 

CTTGGGTGGAACAGCAACAACAACAAACCCTTGATCTGTTGGAAAATAATACTAAAACAGACTCCA 

GTAATGATGCTTCTGCTACTAATAATAATAATGTTAATGTTAATGTTAATGCCAATGCCAATC 

ATGCCAATGCCAATATCCATGCCCAAACCCATGTCAACACAAATGTTAATGCAAACACAACAGCAA 

CTAGTATTAATGCTTCCACGATTTTAAATACTACACCAAGTATTAATGACACTAATGATAA 

AAAAAATTAATGTTTCCATGATTAGTAATAACAATAACAATAACAGTAACAATAATAACAACAACA 

CTAACAATAGTAGTACAGGAAGTTCTAACATTGCAAACATGCTTCCTTCTGTTTCTAA 

CAATGAATAACAGTAATAGTATCAATAGCACCACAAACAATACTACAATTAACGAAGCTGATGATG 

ACGAGTTAATTCCTACTGCGATTGTGATTAAAAATATTCC^TTTGCCATTAA 

TAGATGTGATGACAAAATTAAACTTGCCATTACCATATGCCTTTAATTATC 
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TGTTTCGTGGATTAGCATTTGCCAATTTCACATCTACAGATC 

TGAATGGAAGAGAAATAGGTGGAAGAAAATTACGTGTTGAATACAAAAAAATGCTTCCG^ 

AAAGAGAACGTATTGAAAGAGAGAAAAGGGAGAAAAGAGGTCAATTGGAAGAACAACATCGTTCTG 

CATCAAATGCTTCTTTGGCTTCTTTATTGTCAGCTC 

GTGTGGCTGGCACAAATCCTTCTCATACCACTGAAAGAATGTO 

CCCTXHTCAATGCCCCACCAGTAGAAATTAATJTTAATG 

AATTAGTATTATACCGAGATGATATTACCAAATCTACTTTTGAATTAGCTATATCACCCAGC^ 

TTGAATATTTCTCAACGGAAAATCATATCAATTTATGT^ 

ATAATGGGTTGOTACTAATTAGAAAAAAACCAGGATCC^^ 

TTATTCCTAATTCTCAACAGGTGTCTGGGCCAAOTCACCCGCACCACCATCAAAAGAATC 
ACCAACAGCAACAGCAACACACATCAACATCAACATCCTTAACATTCATCATCGATGATGAACCTT 
CATC AATTGGGTGGTACATTAGCTGTTCC AGCGCAC C ATGA 

YBL051C_homolog_2 550aa (SEQ ID NO 288) 

MDFRNLSTTPNQMGTVMQRRPS LS SLS SASGYS SSNYGGNPTPNPNNSNTNNNS SGN SNNNTHGNN 
TPKLSTQRLTNNIWLQSLWINQPSIAPSNVVPWra^ 

VNVNANANWANANIHAQTHVNTNVNANTTATS INASTILNTTPS INDTNDNAKKINVSMI SNNNN 

NNSNNNNNNTNNSSTGSSNIANMLPSVSNATTMN^ 

PFAIKKEQLLDVMTKLNLPLPYAFNYHFDNGWRGU^^ 

EYKKMLPAQERERIEREKREKRGQLEEQHRSASNASIJVSLLSAASTTAATKNLSVAGTNPSHTTER 
MFLNLPFNNSSFTJAPPVEINFNDLEVLELYTQLVLYRDDI^^ 

NYLNLLELFDNGLLLIRKKPGSIAQCITQKSIIPNSQQVSGPTHPHHHQKNQLHQQQQQHTSTSTS 
LTFIIDDEPSSIGWYISCSSAP 

YBLOeeC^homolog 3254bp PathoSeq: 1 .. 94/2146 3254, public: 
95. .2145; CDS: 501. .3251 (SEQ ID NO 289) 

ATAAAAAAAGAAATACAATTAAAAAAATTTTCCTTCTGTGAAAAGGCAATTTCGGGTCTAGTAGTA 

AACAAAGCTTAATAATTTCTCCCATTCAAATTTACAACGGACGATGCAGAAAG 

CAGTTTCTTTTCTTTTATATATTTTTTCTTAC 

AATATTCTTTTTAACTTATTTTTCA^ 

TCCATATTACCAGTTGTGGAATAATCAGAAGAAAAAAAAAAAAGAGAGAAAAATCACGGGAATTAC 
GTTCTCAACAGAAAATAACAATAATTTTTTTTTATTCA 

TAATATAAAATTATCACCAAAGCTGCCATCAACGTGTGTCGACAACCAATCGACTCCTCCCTTAAC 

TAGAACCATAGAACCTCAACATTTGTTTCTATAGAAAAATGAAGTTTGAAAAAGGTAAAG 

TTTTGCCTAAACCATCCCCTACACCAACCAACCCACAAACCCCATTGCCATTACTTCCAGCTCA^ 

CTAAACCTGTAAACTCAAAAAGAAAATCAGCAGCCAGTACACCTGGAAATGAATCAAAGAAATCAA 

GAAAATCAAATTCTACAGCTTCAACACCCAACAGTGCTACACCAACATCAGTCGGAACACCTCCAC 

AGAAAACTTCCAAACCAACAGGTCATAGGCCAGTGACTTCATGTACTTTTTC 

TCAAATGTAATGCTTCAGATAATTATCCAAACCCATGTGAAAGATC 

GTGAAATTGACCCCGAATTTAGACCTCGCAAAGGGTCACAAATCCAATCATTGAAACTGGA 

ATGAATTGAAGGCCAAGATTGAAATGTTGACTAAAAATGAATCTTTC 

AACACAATTTGAACCACGCTTCGCAACAGCAACAACTGTCTGGATCGCAA 

CTCCAAATCCACAACGTGCATTGTCATATACGTCTGCAAACTCATCAC 

ATGCATCGCCAATTCCTTCTGTGACAAGTATTCAACAAAATGCACCGTTGACTCACGA 

ACAATTCTCCATACGCTTTAAATACACCAGAAAACATTGAAGAATTACAACCAATCTCAGAATOT 

TTTTGGGTGACGTTACTTTGCCATTAAACAGGGCCAATGAGTTACACGACAAGTTT 

ATTTACCATTTTTGCCAATAATAATATCTCGATCTGCCACCGAATTGTATCATAAATCT 

TTTTCTGGGCCGTGATTCTTACCGCAAGCTTATCAGAACCAGAACCCAAACT^ 

CATCCTTAATTAAACAATTAGCAATTGAAACATGTTGGATTAAAACACCAAGATC 

TCCAAGCCTTGATCATACTTTCAATATGGCCGTTACCTAA 

ATAGATTTGTTGGATTGGCAAAGAACTTGTCATO 

TTCAAGAATTTAGTCGGAATCAAGTAAGTCTAGGACCTGATGCAGAAAGGTGGAGGACT 
GGTTAGCAGTTTTCTTTTGTGAACAGTTTTGGTCATCATTC 

CTACTGATTATTTATTAGAGAATGCTCGTGTTGATAAATCGTTGCCTAAAAATTTCCG 
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TTTCGCTATCTATTTTCCAATGCAAATTAGTTAATATC 

GTTTATTGGAGCCTCTGAATCGTGCTGGTTCACTTAGTTTATTGGATAGAG^ 

GATTTAAACTTCAATTTGAAGAAGGGGGGCCAATTGAAGTATATTA 

TCTGCTGCTTTGCCTTTTTACCAGGTACACCT^^ 

ATTTATCAGCAACAAGAATCGTGACAATCGTTTCTAAAAT^ 

TGCCAATATATATCAGACAAGCAGTGACATATAGTGTTTTCATGTTGTTCAAA 

GATATTTGATTGACAAGTATGTGGATAGTGCTAGACAGCTGATTGTTACTGTGCATC 

GAAACACGTTGAGTTCCTGGAAAGATTTGCAAAACGATATTTC 

ATTTGAACATGGTGTTGTATAATTATCCTGAAATATTTTTAAATGATCTC 

GTATTATCACCAGAATGAGGTCACATTTGACAGCATCTTTATTCTATGATTTGG 

ATGAGGCAAGAAGACGATCAGTACTTGATAAGGGGAAAAGACAGGCTCAGCCTAACAAGAAAATCT 

TGCCCTTGCCATTTTACAACCAAATCACTAAGGATGATTTCAAGACAATT 

ATGGAACTACTATTACTACATTAGTTCCAACTGATCAAGCTATGAATCAAGCAAAACTGAAATCTT 

TTGATTCCAGCAAACCACTTGAAATAAATGGTATTCCCTTACCTATGCTTGAAGCT^ 

CAAGAGAAGTTTTAGATTCTTTACCCTCGCAATCTTTACCAT^ 

ATCCAATGCAGCAAGATCAACAACAGCAAGAACCATCACAACAACAACAACAAAAGCACC 

AACTGCAGCAATACCAACAACAGCAGCAATCGAATCAACAGCAACCACATCOTCAACATCAAAGAC 

AGTTTCAACAATCACCACCACCGCAATTTTCAATGATTTCTTC 

CTTTTATTTTGGCAAACTGACCGTTACCACAAACTTATTTGCCAAAGATTC 

CACCAGAAGTAAAACAAGAAAACTCTGTTGCTCCATTTGC 

AACAAACAAGTGGATGGTTTAATAATGATAACCAAGATGACGACT^ 

ATATGATGCAAGAGAAATAA 

YBL066C_homolog 917aa (SEQ ID NO 290) 

MKFEKGKVRILPKPSPTPTNPQTPLPLLPAQTKPVNSKRKSAASTPGNESKKSRKSNSTASTPNSA 
TPTSVGTPPQKTSKPTGHRPVTSCTFCRQHKIKCNASDNYPNPCERCKKMGLKCEIDPEFRPRKGS 
QIQSLKSDVDELKAKIEMLTKNESLLTQALNQHNLNHASQQQQSSGSQSQQQHPPNPQRALSYTSA 
NSSPQVAFSNASPIPSVTSIQQNAPLTHENSDNSPYALNTPENIEELQPISEFILGDVTLPLNRAN 
ELHDKFT!TTHLPFLPIIISRSATELYHKSQLLFWAVII<TASLSEPEPKLYMSLASLIKQLAIETQV 
IKTPRSTHVIQALIILSIWPLPNEKVLDDCSYRFVGLAKNLSLQLGLHRGGEFIQEFSRNQVSLGP 
DAERWRTRSWLAWFCEQFWS SLLGLPPSINTTDYLLENARVDKS LPKNFRCLI S LS I FQCKLVNI 
MGISVTRPDGLLEPSNRAGSLSLLDRELERLRFKLQFEEGGPIEVYYLYIKLMICCFAFLPGTPIE 
DQVKWSFAYLSATRIVTIVSKMVITOISLIELPIYIRQAVTYSVFMLFKLHLSRYLIDKYVDSARQ 
SIVTVHRLFRNTLSSWKDLQNDISRTAKVLENLNMVLYNYPE^ 

LFYDLVWCVHEARRRSVLDKGKRQAQ PNKKI LPL PFYNQITKDDFKTITTTS PNGTTITTLVPTDQ 
AMNQAKSKSFDSSKPLEINGIPLPMLEATGSTREVLDSLPSQSLPSQAPTLQQYPMQQDQQQQEPS 
QQQQQKHSQQSQQYQQQQQSNQQQPHLQHQRQFQQSPPPQFSMISSTPPLQQPPFILANSPLPQTY 
LPKIDEMNMSPEVKQENSVAPFASQITNFFDQQTSGWFNNDNQDDDFLGWFDVNMMQEK 

YBL078C_homolog 908bp public: 1..908; exon 1: 417.. 449, intron 1: 
450.. 533, exon 2: 534.. 908 (SEQ ID NO 291) 

TTATTATTACTATGACACACACTTACTCTCTTCTATGTCTCCGCTTACATCACACAT(^TACGTTT 

GAAAACACCCACCCCCTTTTTCTTATCTACAAAAAAAAAATAACAAACTC 

CTTTTTTTTTATTTATTTATTTTC 

TACATCCCCATCGATTCATCTGACATAATAGTATGTATGATCATACAGAGGGAAAATCACCC 

TATTATTACCAAGGTCTCAATGATTAGTGTGGCTAGCGTCTGTTACT^^ 

ATAATTGCCACTCAATCTTTAATTGACCATCGACCACAAAAATAATATGGAAATAATAC 

ACTTAGAAACATCACTCATAATGAGATCACAATTCAAAGACGAGCATCCTTTTGGTATGTATTACA 

TGATTTTTAGTCCTCTGAATCTTCTTCCGATCATCATATACTAACATTTTC 

TAATAGAAAAGAGACAAGCCGAGGCAGCCAGAATTGCTCAGAGGTTCAAGGATAGAGTACCAGTCA 

TCTGTGAAAAGGTTGAGAATTCCGATATCCCCGAAATTGATAAACGTAAATATTTAGTGCCAGTGG 

ATTTGACTGTTGGTCAATTTGTTTACGTTATTAGAAAAAGAATCAAGTO 

TTTTCATCTTTGTCAATGACATATTACCCCCAACCGCTGCATTAATCAGTACAATCTACG 

ACAAGGACGAAGATGGTTTCTTATACGTTTTATACTCTGGAGAGAATACTTTTGGCGAGAAACTAG 

CAATTGACATTTCATCATTAGATTTCAGTGATATCCCTGATTATGTTTAA 
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YBL078C_homolog 135aa (SEQ ID NO 292) 

MRSQFKDEHPFEKRQAEAARIAQRFKDRVPVICEKVENSDIPEIDKRKYLVPVDLTVGQFVYVI^ 
RIKLPSEKAIFIFVNDILPPTAALISTIYEEHKDEDGFLYVLYSGENTFGEKLAIDISSLDFSDIP 
DYV 

YBR073W_homolog 2891bp PathoSeq: 1..2891; CDS: 501.. 2888 (SEQ ID 
NO 293) 

GTGGCACATCCCAGGAAGTAGAGCATGGACAGTTCGTATGGTATTGCTGTGCATACGATACAAAAA 

AAACAGAAACGAGAAAAAAAATCGATCGTCAACCTTTATCAACTCATC 

CGTCCCTAAATATGAGTCAAGTCCAACAGAAACCCAAATCGTTTGGTAGATTGTATACCATC 

ACTTTCATTTTCCATTTGTTATGCTTACGACAACTGAA^ 

TGTTTGCCTTATTGGTTGCCTATGGGATCTACGCTTATTTGCCTTCAAGTATC 

CCAGAGCATACTATTATGTTTTTGGCATGGATATTAGTACC^ 

GTCTACTTAGTTTTATAGTTTAAAAATTTGTTAAT^ 

ATCAAATGAATGTTCGACCTAATGCTCCGTTTCGGCCTCCT 

TGGTGCAGAAAGTAGTAAAACGAAAATTGCCCACTACCACCAATCCTAAACCTGCAAAGA 

CTACCGATCCCGGCTCAACAAAATACGTGATCCAATGGAGAAAGAAAACTTCAAAGAAGAACAAAA 

CATGGGACGGTGATGGGTATGCCGTGATTAAACAGCTTGAGAATGGGGCATGCGAGATATCTATCA 

AGAACTCTGATGGCAAACCTATGGGGAAAAGAGTGTTTACTGCGACACCTAACCTTGACGACGTGA 

TTAGTGTGGGACCCTATGAATTAGAATTAGACGAAAAAGTAGGGTCTAACTCAACTCCCCAGACAG 

TGACACGTGTTACCCACCAGTTCAAAAAGGTTGCTCCTCCCAC^ 

ATGACGACTGTGCCGATGCCATCGCGTTGCCTCCTCCTCCAAAAGCCAAAGATTATGTCAAA 

ATATCGATCCACATTTGGCAAAAGTGCTTCGTCCGCATCAGGTTOAAGGTGTC 

AGTGTTTAATGGGGTACCGTGGGTTTGGCGGGCACGGGTGTTTGTTAGCAGATC 

GGAAAACGTTGATGACAATCACTACAATCTGGACGTTGCTCAAACAAAA 

GTGCAGTGGTAAATAAGGTATTGGTGGTGTGTCCTGTCACGCTT^ 

TTAGGAAATGGTTAGGTGCTAATAAGCTAAACGTGTTGACGCTCAACAACCCAATGTCA 

AACAGGATATACTCAATTTTGGAAAGTTGAATGTGTACCAAGTGTTAGTGGTC 

TTGTGGCACATTTTGATGAACTCTCAGCGGTCAAGTTTGATTTGTTAGTC 

GTTTGAAGAATAGTGCAAATAAAGTATTGAATAATCTTATC 

TTTTGACGGGTACGCCGATTCAAAACGAGTTGGTAGAGT^ 

CGGGTGTGCTTCCCGAGCTAAAATTGTTTCAGCGAAACTTTATAACACCTATATCT 
ATATCAACTGTTTTGACCCTGAAGTGAAGAAACGCGGTGAAGAGATATCGCAGCAGTTGATTC 
TGACTCAGAGTTTTATTCTTAGACGTACACAAGCGATTTTGGOTAATTA 
ACATTTTGTTGTTTGTTCCACCTACATC 

AGAAATTTAATCAGTTTGAGGCATTTACCATGATCAATTTGTTTAAAAAGAT^ 

CGTTGTTGGCCGACGACGAGTTATTTAAAAAGATTGTTGAAGAAAAGTTTAAOT 

CCGGTAAAATAAACATTCTTGTGCCGTTGCTATTGGAAATTGCTO 

TAATTTCCAACTACACCAAGACTTTGGACTTGTTGGAACAGGT^ 

TTTCGAGATTAGATGGGTCGACCCCCAACAATGTGCGTAGCAAGTTGGTTAATC 

ACCCCGACATAAACGTATTTTTATTGTCGTCGAAATCTGGCGGGATGGGGATCAACTTGGTCGGGG 

CTTCGAGGTTGATTTTGTTTGACAATGACTGGAACCCAGCG 

TTCACAGAGACGGACAATTGAAACCGTGTTTCATTTATAGGCTATTCACCACGGGG 

AGAAAATCTTTCAGCGACAGCTCGTGAAGAACAAATTGAGTTCCAAGTTTTTC 

CGTCCAAATCTGATGTGTTTGACAATGATGATTTGAAGAATATT^ 

TATCCAATACTCATGATTTATTAGAGTGTGTGTGTGAGGGCGACGGGTCGATGTTGAGTCAGCCAA 
CCATAGAGGAAAGCGAACCACCCCCAAAACAAGCATGGGTTACTGCATTAGAGCTTAAGAAGAAGA 
TTGACGATGGTGAGGCGCTAAAGAGGACGGCTGTTAAATTTGCCTTGAACGATTATCGACACTACA 
ATCCAGAGGTGAACCGTAATTTGGATTTTGATTCTCCGCTACACCGAATTGCTAACAATTCAAGCT 
ATGAAAATAAGCAATTGCCAATTACATTTATAATGCTGAGAGTAACTAATTAA 

YBR073W_homolog 796aa (SEQ ID NO 294) 
MFTLFFFTTDQMNVRPNAPFRPPRPIKGGVAWQKVVKRKLPTT^ 

RKKTSKKNKTWDGIX5YAVIKQLENGACEI SI KNSDGKPMGKRVFTATPNLDDVI SVGPYELELDEK 
VGSNSTPQTVTRVTHQFKKVAPPTASSRKPLYDDCADAIALPPPPKAKDYVKVNIDPHUU^ 
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QVEGVKFMYECLMGYRGFGGHGCLLADEMGLGKTLMTITC 
TLISNWRQEFRKWLGANKLNVLTLNNPMSNEKQDILNFGK^ 

DLLVCDEGHRLKNSANKVLNNLIKLNIPKKIVLTGTPIQNELVEFHTLISFLNPGVLPELK^ 
FITPISRARDINCFDPEVKKRGEEISQQLIELTQSFILRRTQAIIjANYLTQKTDILLFVPPTSLQL 

klfdy itnlkkfnqfeaftminlfkki cn s pslladdelfkkiveekfnlgmasgkini lvpllle 

iaslgekivlisnytktldlleqvlrkvsltf;srldgstpnnvrsklwqfntnpdii^ 

ghsmgimvgasrlilfdndwnpatdlqsmsrihrdgqlk^ 

sskfldndatsksdvfdnddlknifeiotstisnthdllecvcegdgsmlsqptieesepppkqaw 

VTALELKKKIDDGEALKRTAVKFAIiOTYRHYNPEVNRNLDFDSALHRIANNSSYENKQLPITF 
RVTN 

YBR086C_homolog 2643bp PathoSeq: 1..2643; CDS: 501..>2643 (SEQ ID 
NO 295) 

aaagaatttcaaatttagttttaggtgataa 

ctttgtgtactcatacgatggttgttattagttaaagttgctttg 

tcacaattgaatttcagaatagaattagtttcac^ 

ttcttcraatttagtttacagaatagaaagaatagtttgcttc 

ggttattggtgtttattattttttttt^ 

TTGTTTGGAATAATTTATTACTTATTCAATATATTTTTTT^ 

TTTATACATTTCAATCAACCTTCCAACAATCCTATAATTACTTACTTACCTTCTTC 
ATTGGATTTGAATTGTTACAATTGAATACTO 

CTGATTATTATATTTCCX3TCAATTATCCTACCACCGATAATGGATCACCAACCCCACAAGCTCAAA 
AATCATTGAAAACATTAATTGATTTATTATACGATAAAGGGTTTGCCGCCCAAATTA 
ATTTAGACCATTTGTTAGTCTTTGTTAAATTGTCTTCATACAA 
ATTTAATTAAAAATTATGAATTTGGTGTCACGOT^ 

TTATTTATCAATACTTAACTTATCCACAATCAGTTGGTGGATGTGGTATTACTCCTAATTC 

ATTGGAAATTTGTCACCAGTATTGTTCCAATTACTAATGCCTTTAATC 

ATTTAAAAATTAATGTTACTCAACCAAATTTATCAATT^ 

AAGTTGCTCTTTATTTTGAATATATAAAACATTACACTTTTTG 

GTCTTGTATCTCATTTTAGAAAAGATAAACGATTCCTGTTAACTTTTGCC 

GGGGGGTTTOATTCCTTGCATCATGGCATAGAAGAGAACAACAT 

AAAATAGTCATTTAATTGAAGAACATAATTCCGAATTGGCTAAAGTC 

AATCAACTTATTTCCATGCAAATAATACCAATGGATTCAGATTTTT 

CCATTGCCTTGGTGTTTGTTGGTGTTTTGATTAGOT 

TTTTAACCGATATTTATGATGGCCCCGGGAAATCTTTATTGACTTTAOT 

GTGTATTTGTGCCAATTTTGACCATTGTTTATAATGCTC 

ATCATGATAACCAATATAGCAAAAATAATTCTATTCTTGTTAAAACCTTO 

CTGGTTATGTTCCATTAATCATCACTTCATTCATATATTTACCATTTGCTC 

ATTTAGGTGATATTAAAACCACTATTGCCACATATGCTGGTGAAAATAGATTC 

TGTTGAAATTAAAGAGTCAAGAAGAATTTAAAATCAATCAAGGTAGATTAG 

ATTTCATTGTCACAAATCAAGTTATACAATTGG 

TTGTATTTAATTTTATTGAAACGAAAATTCAGAAGAAACCTCAATO 

CTGATGAATCTATTTGGTTACATAATGTCAGATTATCGTTC 

ATGATTTTAGAGGATTAGTTTTACAATTTGGATATTTC 

CACCATTGGTTTGTATTATTTTCAATTTAATTTTT^ 

GTAAATATTTCAAACCACCAGTTCCAAGAAGAGTTGATTCTATTCATCCATGGAATTO 

TCTTGTTAGCATGGATTGGATCAATTATTTCCCCCGTGGTCA 

CTCCACCAAAATCTATGGGTCAATTTGCCCTTGATAAAGCTAGTGTTCATC 

TCTTGGTTTTATTAATGTTTGTTTCAGAACATGGATTTTTGA 

TCTCTTCTTTGTTCAAGAGTCAAGTTGAATGGGAAAATGATTTTGTTC 

GACATGATTATTATTCTGGGAAAGTAAAACCAACTTATAAAGTCCACTCGGATGAGTTC 

AGTTTACCCCACAATCAACTTTGAATTTCACTGGTCCTAAACCAA^ 

TTGAAAAAATTGCTTCTACCGAAGATGCTTATCTGACTTCTGCAGAAAAATCTACTACTACTGCT 
CTT 



YBR086C_homolog 714aa (SEQ ID NO 296) 
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MTLPIQDLEPDYYISVNYPTTDNGSPTPQAEKSLKTLIDLLYDKGFAAQIRPGDLDHLLVFVKLSS 
YKFSEEAEKDLIKNYEFGVTGKDDVIASKLRIIYQYLT^ 
AFNETTLVEDLKINVTQPNLSIATIKKTYG^ 
LTFAFINLLWGVLFLASWHRREQHLVNVWGVQNSHLIEEHN^ 

RFLKQLAFIPIALVFVGVLISYQLSCFCIEIFLTDIYDGPGKSLLTLLPTVLISVFWILTIVYNA 
VTDIIIKWENHDNQYSKNNSILVKTFVLNFLTGYVPLIIT^ 

GENRFYTKYLLKLKSQEEFKINQGRLDAQFFYFIVTNQVIQLVLKYILPLGLRFVFNFIETKIQKK 
PQLQTKDDNPDESIWLHNVRLSLKLPEtfNTO^ 

KLDNFKLLNGKYFKPPVPRRVDSIHPWNLALFLLAWIGSIISPVVTAFYRHGTAPPKSMGQFALDK 
ASVHVSSSVFLVLLMFVSEHGFLILSYLLFEFSSLFKSQVEWENDFVDNDIKLRHDYYSGKVKPTY 
KVHSDELWEKFTPQSTLNFTGPKPTAETDDKVEKIASTEDAYSTSAEKSTTTAT 

YBR093C_homolog_l 1784bp public: 1..607, PathoSeq: 608.. 1784; CDS: 
399.1781 (SEQ ID NO 297) 

CGGTAATTATGTCACAAAAACAAACAATCAACATATTAAATCGTTATCCCAACTTTGTCAGTTTTA 
CTAACACCTTTTATTTTGTGTTATACAAATTGCACAATCAATTACTA 
GGGCTCTGTTTAGTTTAACTTCTTGTAGTTTTATTATTCC 
TCGTACAATAATGTTAATTCAATTCTAAATTCCGATGAACCGAACA^ 

GGAGAGATTTTTCAAAACTTCTATTATAAATAGAACCCTATAAGTCCATAATAATTCAATTC 

ATTATTTTCTTTTCCCTTTTCTGATTACTTTCACCAATTTTCTTCTC 

TCATGGTTTCTGTTTCTAAATTAATCAATAACGGGTTGTTATTAACTAGTCAAAGTC 

ATGTTGCTACTCCGCAACAAGCTTCTGTGCAACAATACAATATACTCAATTTTCTTGG 

CCCCTTATATTCAAAGAAACGGATATGGGATTTCTACTGATATCCCTGCTGGTTGTGA 

AAATTCAATTGTATTCAAGACATGGTGAAAGATACCCAAGTAAAAGTAATGGTAAAAGTTO 

CAATTTATGCTAAATTTGAAAACTACAAAGGTACTTTTAAAGGTGATTTGTCATTC 

ACACTTATTTTGTCAAAGACCAGAGTAACTATGCTAAGGAAACTAG 

CCTATGCCGGTACAACCAATGCCTTGCGTCATGGTGCTGCX3TTTAGAGCCAAA 

ACAAGGAAAACTCAACTTTACCAATCTTCACATCCAATTCTAACAGAGTACATGAAACTTCAAAGT 

ATTTCGCTAGAGGGTTTTTAGGTGATGATTA^ 

CTGAAGATGCTGATCTTGGTGCCAATAGTTTGACTCCTAGAAGTGCATGTTCCAAGAACAAAGAAC 

TGAGCAGTAGTACTGCCAAAAAATATAACACAACATATTTAAATGCTATTGCTC 

AACCAAACCCAGGTTTGAATTTGACTACAAGTGATGTCAACAATTTATTC 

AAATCAACGTCAGAGGAAGTTCACCATTCTGTGATTTATTCACCAATGAAGAATTCA 

CTTATGGTAACGATCTTTCCAAATATTATTCTAATGGTGCTGGTAATAATTACACC 

GTTCAGTGATTTTGAATTCATCCTTGGAACTTTTGAAGGACACTAAGAACTCT 

TATCATTTGCTCATGATACTGATTTGGAAATTTTCCATTCTGCTTT 

AAGATTTACCAACATCTTACATCCCATTCCCTAACCCATACGTCCATTCTTCTATTGTTCCACAAG 
GTGCCAGAATATACACAGAAAAACTTCAATGTGGAAACGATGCTTATGTTAGATACATTATCAACG 
ATGCTGTCGTGCCAATTCCAAAATGTGCTACTGGTCGAGGGTTCT 
AAAATTTCGTTAAAGAAAGAATTGGAGATGTTGACTTTC 

ACCCATCTGAGCTTACTTTCTACTGGGATTATAAAAATGTCACTTACAGTGCTCCTOT 
AA 

YBR093C_homolog_l 461aa (SEQ ID NO 298) 

MVSVSKLINNGLLLTSQSVFQDVATPQQASVQQYNILNFLGGSAPYIQRNGYGISTDIPAGCEIAQ 
IQLYSRHGERYPSKSNGKSLEAIYAKFENYKGTFKGDLSFLNDYTYFVKDQSNYAKETSPKNSEGT 
YAGTTNALRHGAAFRAKYGS LYKENSTLP I FTSNSNRVHETSKYFARGFLGDDYEEGKTVKFNI I S 
EDADLGANSLTPRSACSKNKESSSSTAKKYNTTYLNAIAERLVKPN^ 

INVRGSSPFCDLFTNEEFIKNSYGNDLSKYYSNGAGNNYTRIIGSVII^SSLELLKDTKNSNQV^ 
SFAHDTDLEIFHSALGLLEPAEDLPTSYIPFPNPYVHSSIVPQGARIYTEKLQCGNDAYVRYIIND 
AWPIPKCATGPGFSCKLDDFENFVKERIGDVDFVKQCGWSTYPSELTFYWDYKNVTYSAPLEL 

YBR093C_homolog_2 1871bp public: 1..1752, PathoSeq: 1753.. 1871; 
CDS: 501.. 1868 (SEQ ID NO 299) 

GAGTTTTATGGGATTGGGTTTTTCAATTAAAGACTCTTCGTGATAATGCAATACC 
TTATTTAACGATGCAATAATTATTTCAATGTGAGCTATC 
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GAAGAAATTGGTCAAAATTTGACAATC 

AATGGAGATTGTTGAGTGTACATGAAAAATACGTAGTTAAATTTTGTTT 
GCCACITTTTTATCCGATTCTTCATATTACCTTTGGTAAAGTC 

AAACACCCCCAATGATGAATGTTTGTATTTATAGCCAGACTATAAAAATTACGGGGATTTAATT 

CGACTCACCCACGTTCTCACACAGTATGTGC^^ 

AACTTTCATAATAAACATAATTCTTTCCAGACAACTAAATGGTTGGTTO 

CTGGGTTTATTCTAAGTGGACAATCTGTTTTCCAGGATGTTGCTGCC 

AACAATATAATATTGTCAAGTACCTTGGTGGCAGCGGTCCATAT^ 

TTTCTACTGATATACCAGAAAAATGCACTATTGAACAAGTTCAAATC 

GATTTCCTAGTAAAGGAGATGGGAAATACTTTAATTCAGTGATGGAAG 

AATTTCATGGAGATTTATCTTTTTTAAATGACTATC 

AAAAGGAGACTACTCCTAAAAACTCAAAAGGTCCATATTTTGGAACTACAAATTO 

GAGCTTATTTTAGAAAAAGATATCAATCACTATTO 

GTAATTCTGGAAGGTGTTATCAAAGTGGTGTCTATTTCGC^ 

CAGAAGATACAGTTGAATTTGTTGTTGTTGATGAAGACAAAAA^ 

CAAGATACGCTTGTAAAACTTTGAATCAAGATTTACACA 

CTTATTTGGACGATATTTTATCTAGATGG 

AGGTCTCGTC^TTATTTCTTTGGTGTGCCTTTC 

ATCTATTTACAAAAGATGAATTTATCAGAAGTGGGTACCG 

CTGGTCCAGGTAATAATATGACAAAGGTAATTGGCTCACCTATGGTGGAAGCGTCGTTGAAAATGC 

TTCAAGAAGATTCAAAAATTTGGTTGACATTTACCCATGATACTGATATTC 

CTTTGGGATTGATTGTTCCACCAGGGGATTTGCCCGTTGATCGAGTACCATTTC 

ATGCAGCAGAATTTTTCCCTCAAGGTGCTAGAACTTACACTGAAAAATTGAAATC 

AATATGTTAGATTTATTGTGAATGATGCAGTTTATCCATATCCGGATTGTAGTGGAGGTC 

TTACTTGTGAATTGAATGATTTTATCAAATTAGTTAAAAGTCGTTTACATC 

TTCAATGTGAAGTGGACGGACCAGCGGAATTGACATTTTATTGGGATTATAAAGACAGAAAGTATA 
ATGCGCCGTTAATAGATCAGTAA 

YBR093C_homolog_2 456aa (SEQ ID NO 300) 

MVGLSRVLNAGFILSGQSVFQDVAAPHQASIEQYNIVKYLGGSGPYIQNSGYGISTDIPEKCTIEQ 

VQMISRHGERFPSKGDGKYFNSVMEVFKRYGEFHGDLSFLNDYEYFVTO 

FGTTNLLRHGAYFRKRYQSLFDQKEKLVVFTSNSGRCYQSGVYFARGFLGDDYSEDTVEFW 

KKMGGNSLTPRYACKTLNQDLHKDLWQYDKTYLDDILSRWLVDNPGLDLSADQVSSLFLWCAFEI 

NVRGYSFFCNLFTKDEFIRSGYRNDVGNYYQTGPGNNMTKVIGSP 

DTDIEMYLTSLGLIVPPGDLPVDRVPFPNPYNAAEFFPQGARTYTEKLKCGEKQYVRFIVNDAVYP 
YPDCSGGPGFTCEI^FIKLVKSRLHDVDYKLQCEVDGPAELTFYWDYKDRKYNAPLI^ 

YBR093C_homolog_3 1888bp PathoSeq: 1..1656, public: 1657.. 1888; 
CDS: 500.. 1885 (SEQ ID NO 301) 

TGTAGTATAAATAAGGGTATGAAATACCAACATCCCAGAATATCAACGAGATAGAAGAGAGGAGTT 
TCAATATATATCTTGTGAATAATAACTTCGTTC^ 

TCAATCTCAGGTAAAGAAAGTTTATATTCCATCACTATATAACAACAATCAGGCTTTC 

CATTTAAAACTAATACTGGTAATATGGAAATATAACGCCTCGTAGTTCTACGCACGTGGCATC 

TATCTATTTATTCAATTTACCCCTAATTTATGAATT^ 

CTCAATTAATAGTACTTAATAATATGAAGCCGATCAATTAACCGATCCTTTC 

AAAATAAAQTAATATAAATAGGTATGCATTTTCCCTACATTTATTTCCTCTTTC 

TTTCCTAAACAGCAACAACAACAATTGAAATTCAAAAATGGTTTC 

TGGATTGTTATTAGCTGGTCAAAGTGTCTC^ 

ACAATATAACATCGTCAATTCTCTTGGCGGTAGTGCCCC 

TTCTACTGATATCCCTGCTGGTTGTGAAATTGCTCAAATTCAATTGTATTC 

ATACCCAAGTAAAAGTAATGGTAAAAGTTTAGAAGCAATTTATGCTAAATTTGAAA^ 

TACTTTTAAAGGTGATTTGGCTTTCTTAAATGATTATACTTA 

CGAAAAGGAAACTAGCCCAAAAAATTCTGAAGGAACCTATGCCGGTACAACCAATGCCTTGCGTCA 
CGGTGCTGCGTTTAGAGCCAAATATGGATCCTTATACAAGGAAAATTCAACAOT 
TTCCAATTCAGGTAGATGTTACCAAACTTCAAGATATTTTC 
TAAAGAAGGTAAAACTGTCAAGTTTAACATCATTTCTGAAGATGCTGATGT^ 
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GACTCCAAGAAGTGCATGTTCCAAGAACAAAGAACGGAGCAGTAGTACTGCCAAAAAATATAACAC 

AAC^TATTTAAATGCTATCACTGAAAGATTAGTTAAACCAAACCCAGGTTTC 

TGATGTCAACAATTTATTCAGTTGGTGTC^ 

TGATTTATTCACCAATGAAGAGTTTATCAAATATTCTTATGCT 

TAATGGTGCTGGTAACAATTACACCAGAATCATTGGTTeAGTGATTOT 

TTTAAAAGACACTAAAAACTCTAATCAAGTATGGTTATCATTTGCTCATGATACTC 

TTTCCATTCTGCTTTAGGATTATTGGAACCAGCTC 

TAACCCATACGTCCATTCTTCTATTGTTCCACAAGGTGC 

TGGAAACGATGCTTATGTTAGATACATTATCAACGATGCTGTCGTGCCAATTCCAAAATC 
TGGTCCAGGGTTCTCTTGTAAACTTGATGATTTTGAAAATTTC^ 

TGACTTTGTTAAACAATGTGGTGTCAATAGTACCTACCCATCTGAGCTTACTTTCTACTGGGATTA 
TAAAAATGTCACTTACAATGCTCCTTTAGGTGATTTTTAA 

YBR093C_homolog_3 462aa (SEQ ID NO 302) 

MVSVSKLLNNGLLLAGQS VFQDVATPQQASVQQYNIVNSLGGSAP YIQRNGYGI STDI PAGCEI AQ 

IQLYSRHGERYPSKSNGKSLEAIYAKFENYKGTFKGDLAFLNDYTYFVTDKlMyEKETSPKNSEGT 

YAGTTNALRHGAAFRAKYGSLYKENSTLPVFSSNSGRCYQTSRYFARGFLGDDFKEGKTVKFNIIS 

EDADVGANSLTPRSACSKNKERSSSTAKKYNTTYLNAITERLVKP 

INVRGSSPFCDLFTNEEFIKYSYGNDLSNYYSNGAGNNYTRIIGSVILN^ 

S F AHDTDLEI FH S ALGLL E PAEDL PTS YI PFPNP YVHS S I VPQGARI YTEKLQCGNDAYVRYI IND 
AWP I PKCATGPGFSCKLDDFENFVKERIGDVDFVKQCGVNSTYP SELTFYWDYKNVTYNAPLGDF 

YBR093C_homolog_4 1886bp PAthoSeq: 1 102/1038 1062 /1078 1886, 

public: 103. .1037/1063. .1077; CDS: 501. .1883 (SEQ ID NO 303) 

ACTACTTAAATTGGCATATCCAAACAAACTTGA 

TATATTTGATTGCGATTAATGTCATAAATTTTAG 

ACATATTAAATCGTTATCCCAACTTTGTCAGTTTTACT^ 

TGCACAATCAATTACTATAACTTTTTTTTGAAACGTGGGCTC 

TTATTATTCCGATTGGGTTAGCTCAATAACTGCATTTCGTACAATAATGTTAATTCAATTCTAAAT 
TCCGATGAACCGAACACACAAAAAACATCCAGTTCTGGAGAGATTTTTCAAAACTTCTATTATAAA 
TAGAACCCTATAAGTCCATAATAATTCAATTGAAGGATTATTTTCTTTTCCCTTTTC 
TCACCAATTTTCTTCTCTCCAAAAAAAACACCTTCTTC 

ACGGGTTGTTATTAACTAGTCAAAGTGTTTTCCAAGATGTTGCTACTCCGCAAC 

AACAATACAATATACTCAATTTTCTTGGCGGTAGTGCCCCTTATATTCAAAGAAACGGATATG 

TTTCTACTGATATCCCTGCTGGTTGTGAAATTGCTCAAATTCAATTGTACTCAAGAC^ 

GATTCCCAACAGCAAGTAGTGGGAAAGATTATGAGAAAATTTATGCTAAATTTAAAAACTACAATG 

GTACATTCAAAGGTGATTTGTCATTCTTAAATGATTACACTTATTTTG 

ATGCTAAGGAAACTAGCCCAAAAAATTCTGAAGGAACCTATGCCGGTACAACCAATGCCTTGCGTC 

ATGGTGCTGCGTTTAGAGCCAAATATGGATCCTTATACAAGGAAAACTCAACTTTAC 

CATCCAATTCTAACAGAGTACATGAAACTTCAAAGTATTTCGCTAGAGGGTTTTT 

ATGAAGAAGGTAAAACTGTCAAGTTTAACATCATCTCTGAAGATGCTGATCTTGGTGC 

TGACTCCTAGAAGTGCATGTTCCAAGAACAAAGAACTGAGCAGTAGTACTGCCAAAAAATATAACA 

CAACATATTTAAATGCTATTGCTGAAAGATTAGTTAAACCAAACCCAGGTTTC 

GTGATGTCAACAATTTATTCAGTTGGTGTGCTTATGAAATCAACGTC^ 

GTGATTTATTCACCAATGAAGAATTCATTAAGAACTCWATGGTAATC 

CTAATGGTGCTGGTAATAATTACACCAGAATCATTGGTTCAG 

TTTTAAAAGACACCGAGAACTCTAATCAAGTATGGTTATCATTTGCTCATGATACTGATTTAGA^ 
TTTTCCATTCTGCTTTAGGATTATTGGAACCAGCTGAAGATTTACCAACA 

CTAACCCATACGTCCATTCTTCTATTGTTCCACAAGGTGCCAGAATATACACAGAAAAACTTCAAT 

GTGGAAACGATGCTTATGTTAGATACATTATCAACGATGCTGTCGTGCCAATTCCAAAA 

CTGGTCCAGGGTTCTCTTGTAAACTTGATGATTTTGAAA^ 

TTGACTTTATTAAACAATGTGGTGTCAATAGTACCTACCCATCTGAGCTTAC 

ATAAAAATGTCACTTACAATGCTCCTTTAGAATTGTAA 

YBR093C_homolog_4 461aa (SEQ ID NO 304) 
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MVSVSKLINNGLLLTSQSVFQDVATPQQASVQQYNILNFLGGSAPYIQRNGYGI STDI PAGCEIAQ 
IQLYSRHGERFPTASSGKDYEKIYAKFKNYNGTFKGDLSFLNDYTYFVKDQSNYAKETSPKNSEGT 
YAGTTNALRHGAAFRAKYGSLYKENSTLPIFTSNSNRVHETSKYFARGFLGDDYEEGKTW 
EDADLGANSLTPRS ACSKNKESS S STAKKYNTTYLNAI AERLVKPNPGLNLTTSDVNNLFSWCAYE 
INVRGSSPFCDLFTNEEFIKNSYG^LSKYYSNGAGNNYTRIIGSVILNS 

SFAHDTDLEIFHSALGLLEPAEDLPTSYIPFPNPYVHSSIVPQGARIYTEKLQCGNDAYVRYIIND 
AVVPIPKCATGPGFSCKLDDFENFVKERIGDVDFIKQCGVNSTYPSELTFYWDYKNVTYNAPLEL 

YBR181C_YPL090C_homolog 1 63 5bp public: 1..938, PathoSeq: 

939.. 1635; exon 1: 500.. 505, intron 1: 506.. 930, exon 2: 931.. 1632 

(SEQ ID NO 305) 

ATATATATATATTTATGTATTTTTTTATTGTTGTTC 

TAATCTATGAACAAATTAAAGAACTCTTTGGTTTCATTTGCAACCAATGTGCGTC 

TAGCCCTACTTTTACTTGTACGATACTGCATATTTTGTTGTTC 

TTTTTTTTTGTGTGTGTGCGGTTTACTTA 

AGTTGTTTGTATAGTGAGAGTTTCACTAACACAAAGCTTCAACAATACT^ 

TGTGGAAGGAGAAACTTACACTGTACACTACACTACACTGTACACTATACACCACCAACAGAAAAA 

AAAAATTATCAAATTTTCAACCTTGAGAGAAAAAAAAAAGTGG 

AGTTAATTTTCAGACAGGCACAAAGGAATTAATCACCATGAAGGTATGTGATTGAATATAACCTA^ 

ATCAGTGATTATAATTAGAGTCTTTATTTGGATATTGCAATAATTGGATAATAAAGAAAGAG 

AGAGTAGGAGTTTTAAACAGGATAATTGGATTCAATAAGAGGAAAAATTTTT^ 

TAACAAATACAAAGAAATTAAGCAATGAAGTGATATAAGCAAATGAAGGACTAGTTTATTAGGGGT 

GACATTTTTAGACTACGTAAAAGTACTTTCGATTCAAGGAAAAC 

AACTACAAATCAATTTAGTTAACTTCAATAATGACAATAATTTTAATCACTC 

GCAAACAAGCAAAACTAGTCAAGCTTTACGAATCAGTCAATACTAACAATACTTO 

TTTTAGTTAAACATCTCATATCCAGCCAACGGTACTCAAAAATCTATGGATATCGATGATGACA^ 

AAATTACGTGTTTCTACGGAAAAAAGAATGGGTCAAGAAGTTGAAGGTGACTCAGTTC 

TTCAAAGGTTACATCTTCAAAATCACTGGTGGTAACGATAAACAAGGTGTCCCAATGAAA 

GTTATGCACCCAACCAGAGTTAGATTATTATTATCTAAAGGTCACTCTTGTTACAGACCAAGAAGA 

ACTGGTGAAAGAAAAAGAAAATCCGTTAGAGGTTGTATTGTTGCTCAAG 

TTGTCTATTGTTAAACAAGGTGACAATGAAATTGAAGGATTAACTGACACCA^ 

TTAGGTCCAAAGAGAGCTAACCACATTAGAAAATTCTTTGGTTTAACTAAAGAAGATC 

GATTTCGTTGTTAGAAGAGAAGTTACTAAAGGTGACAAAACTTACACC 

AGATTAGTTACTCCACAAACTTTACAAAGAAAGAGAGCTTTC 

CAACAACAAAGAGATGCTGCTGCTGAATACGCTCAATTGTTGGCTAAGAGATTGCAT 

GAAGAAAGAGCTGAAATTAAAAAGAAGAGAGCTGAATCTTTAAAGAACTAA 

YBRl81Cjm,090C_homolog 236aa (SEQ ID NO 306) 

MKLNISYPANGTQKSMDIDDDTKLRVSTEKRMGQEVEGDSVGDEFKGYIFKITGGNDKQGVPMKQG 
VMHPTRVRLLLSKGHSCYRPRRTGERKRKSWGCIVAQDLSVLALSIVKQGDNEIEGLTDTTVPKR 
LGPKRANHIRKFFGLTKEDDVRDFVVRREVTKGDKTYT^ 
QQQRDAAAEYAQLLAKRLHERKEERAEIKKKRAESLKN 

YCL016C_homolog 152 Obp public: 1. .1079/1081 . .1520, PathoSeq: 1080; 
CDS 501.. 1517 (SEQ ID NO 307) 

GTGACGAGAACTTCTGTCATCTCGAGTCTGCCAACTGCCTCTAACAGCAACAACAATAAGAACAAT 

GATAACGGAGGAGGATTATCCCATACAAACAGAATAGTTGTTGGTGTAGTTGTTGGGGTTGGTGGT 

TCTATATTAATTGGTTTGTTGGCCGTTTTATTTTACTTC 

GGTGGATGGACTTTCTGGAGAAAGAATGAGAAATTGGGAAGTGATGAGTTCTTC 

GGTGTCAGAGACAGAAATATTAATCAAGGATCAAATTTTTA 

GGTTTTTTTTATAAGTATTTTGTAGTTGAATTTAA^ 

TTTAATAAAAAGTGGTGATTTGGCAAACTTCAAGAGTATATTTGGTGAAAAAAAAAA 

GAACTGAACGCGTCTAACATCTTATACCTCTAAGCAAAATGTCAGAGTACTCTGTGTATCAACAGT 

TGAATGAAGATACAAACGCAACTAAATATACTTATAAATTACTACAGCTACCATCAAAGATACTAA 

ATCAACTTGAATCCAAGTCAACTAACTTGTATATAAAATCTGATATCAATTCCCTAGCATTATGCA 

CTGATTCAGAAACTTTCAAGTTACGACAAATGAACCATTCCAATACAGTCTTGCTATTC 
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AACCTGACAACAAGTTAATTGGGTTTCAGAAAACCAGTTATGAATATGAGTTGACAGAAATCAAAG 

GTTCGATCGATACGTCCGATATCCCTATTTTCAACGGACAAACAGCACAGCAACCTATTG 

TAGCATTGGAAGATAATTCGATTTGTTCACATCAAGAGTTTTTATC 

GTTGTGAAATTGATAATGGAGCATATATAATGAiSTGCAGATATTATTACTGAACTATTATA 

TAATCACCAAATTGATGAGTTTACAAGTGCACGAGTTTTCTCCGGAAGATGTTTCATCCA 

CGCCCCCTTATAATGACTCAATGGTAACATCAATCATACACAAATTTTGCA 

AATATCAATTGAATGATTTAAAAATTACACAGTGGTTTGGCATTGTTC 

ATAAAATGACCGATATTTCAGAGTTCTTATTGAATTGGAAAACTAGTTTGCCGTC 

CTCCATTGGACATCAGTCAATTGGCAGGCTATTACTGCTKZCCCAATCGAAAA 

TCGACCCAGAATCTTTATCAGAAAATTTGAGTCAACGATTCAAAGAATTGTTTC 

GTTGGAACTATGATGAGTTTATTCCATTCATTAAAAAGTTTGTTC 

CAATTATTTTAAAGTATGGCAAGAAGAAGAAAGTTGGTAGAGATAGA 

AA 

YCL016C_homolog 339aa (SEQ ID NO 308) 

MSEYSVYQQLNEDTNATKYTYKLLQLPSKILNQLESKSTNLYIKSDINSLA^ 

SNTVLLLNKEPDNKLIGFQKTSYEYELTEIKGSIDTSDIPIFNGQTAQQPIDLIALEDNSICSHQE 

FLSNOTELGGCEIDNGAYIMSADIITELLYLLITKLMSLQVHEFSPEDVSSIITPPYNDSMVTSII 

HKFCTIESEKYQLNDLKITQWFGIVEMSKINHKMTDISEFLLNWKTSLPSFYNPPLDISQLAGY^ 

SPIENKILYVDPESLSENLSQRFKELFELDKSWNYDEFIPFIKKFVPAGKKVDSIILKYGKK^ 

RDRFIVCPR 

YCR073WA_homolog 710bp PathoSeq: 1..710; CDS: 315.. 707 (SEQ ID NO 
309) 

GGTGGGGTTCCCATTTTAATTTAAAAAAATTTTTTACCATCCAAAGG 
CAAAAAATTATTATTTGAAATGGGGATTAAAATGGGGATAATTTTAT^ 
AGTACCCGTTTGAAAGTCCTGATTCAAATTATGGTCAAGCTAAAAGAGAAATATTTGATOT 
CTGGTGATAAAAAACCAAGAATTTTCCATGTTGATGAATCATTAATTGATG 

C TGATG AAT ATG AAAAACAATTG ATT AATAATTTTGCT AAAAAAG ATTCGGTG CTTT AT 

TTGATTTATTTTTATTAGGTTGTGCACCGGATGGTCATATTG^ 

AACAATTGAGAGAAAAATTAGCTTGGGTTTTACCAGTATCAAATGCTC 

GAATAACTTTATCTATCCCAGTTATATGTCATTCCGCAAGAGTGACATTTGTTC 

CTAAGGCACCAATTATTAAAACCATTATGGAAAGACCAGAAAAAGGTTTACCAAGTT 

ATGAAGGTGCTGCTGGTAGAGTGAGTTGGTTTGTTGATGATGATGCATTGAATG 

TAACTAAAAAGAAATACAAATATTTATCTATACCTGAACCAAGTCATTAA 

YCR073WA_homolog 131aa (SEQ ID NO 310) 

VKLPLFDLFLLGCAPDGHIASLFPNHGEQLREKLAWVLPVSNAPSGPENRITLSIPVICHSARVTF 
VVEGLTKAPIIKTIMERPEKGLPSSIVNEGAAGRVSWFVDDDALNDLFDITKKKYKYLSIPEPSH 

YDL010W_homolog 11 9 Obp PathoSeq: 1..1190; CDS: 501.. 1187 (SEQ ID 
NO 311) 

TGTTACAAAACATTCTGTTGGAGAGATAATTGAATTCAAAATT 

CAATGAATACACGTCCAAGAAAAATTTGACATGATTAGAATCGCGGTCAATO 

TCTTGGACTACTTGGATACAACAATGGAAAATGAGGAAAATGAGGAAAATGAGGAAAACGAGGA 

ACGAGGAAAATATTTACCGAAGAGTAATTATATTACAAGCATTGAAAGAGGAGAAGTGAACGCCCC 

AAACAGAAACAATACCGAACATCACAAAAAAAAAAAAAGACAACAGCTAAAATTTTTTG^ 

CACAACTTTGGAAGAAAGAAAAAAACCGGAAAAAAGAAATTCATCTAAAACACATACACAATATAT 

ATATATATATATAAATATATCCATATACATATGCTTTAATTT7UVCCTTCCCGCCTTTC 

TTTTTGAATTATATCGATTTTAAAAACTACACTTCATCATGGCTGGAG 

TAGCATTAACGGCCTTTGTCCTTGGTTTAATTTTTACTTTA 

CCTTGGTTCATGCACAAGCATCAGACCAACAACCAAACAAACATAACACCAAAAGTACTACATATA 
CCGCCACTAATGACGAATCAGTTGCCAATCTCATTGATTCTAAAAATGATCCTCAAACTGATGAC^ 
AAATAAATCAAAAAATATCACAAGATCAAGATGAAGCCATCAATGGTAATAAAGACACTAATAAAG 
ACACCACCAAAGTCAAACCAGATAATGGTGAATATGATCCAATATCTGATTTGATAAAAATTAGAT 
CATTATCACCAATGACAATTTTCAGTAAATCATATTGTCCATATTCAAAAAAGATTA 
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TATTAGAAAAATATGATATAACACCAGCACCAAATGTTGTTGAATTAGATCGATATGAATATGGAG 

CTGAATTACAAAGTTATTTGACAGAGAAGAGTGGGAGAAGAACTGTGCCAAACG 

AATCATTTGAAAGTAGGGGTGGTTGTGATGAATTTGAAAAACTTCATAAAGATAATGA 

AATTGTTAGTTGAATGGGGGTCTGGTCGTTTACAAGTTGC 

AA 

YDL010W_homolog 22 9aa (SEQ ID NO 312) 
MAGVRQLRIIALTAFVLGLIFTLHKVGSNAASLVHAQ 

SKNDPQTDDKINQKISQDQDEAINGNKDTNKDTTKVKPDNGEYDPISDLIK^ 

PYSKKIKQLLLEKYDITPAPNVVELDRYEYGAELQSYLTEKSGRRTVPNVLVGKSFESRGGCDEFE 

KLHKDNDLIKLLVEWGSGRLQVAKKNTPSNA 

YDL083C_YMR143W_homolog 1256bp PathoSeq: 1..1256; exon 1: 
501.. 521, intron 1: 522.. 848, exon 2: 849.. 1253 (SEQ ID NO 313) 
AGTGGTTGTTCAATAATGGTAAGTTCTTGGAAATAGCCATTGTTGCTTTC 
AGGAAGTAGAACTGTTTTCCAATGAAAAGTAGTTTTAATTA 

CCAGTCTGAATGTGCGAGGAAGCCCAGTCAGTTAGTAGTGTCCTTCCCTCCACTGTCTGTAATACA 
AAATTTCCCTTAGTGAAAATGCGAAATATATCTGTAC 

TGCTCAAAACTATATGTACTGTACACAATCTAGGGCTATAGCCCTAATATTGTACAGGAAGAACOT 

TAACTATGGTGCGAAGAGCGTTTCCAATTTTTTTTTTTTCAGGTC 

TGTTGTTAGTAGAGAGTGTCTCGCACTAACAGAACATTTTTTTCAGAACAGGAAAA 

CTAACATCTTTTACTGAAAGCCAAGCATCAACACAATAATGTCAACCCAATCTC 

AACGAATTGAAATAAAGAGATAGAGAGATGTTTTATTATCA^ 

AAAGGAAATCAAAAAGTCCCAACCTTGCAGTAGAAGAATTGAGGTATATGAATTTGATAGATAGCC 
AGAACGGTGTTACATAAATGGGATATAGAACAAAACTATA^ 

AATAACCAGAAAACGATAATATTTTAGCGACCATTAAATGACACTTGAAGGCTCACTGGGCCAATA 
GAATATCTCCATATACACTTTTGAACTATTTACTAACAATTTACTTTTC 
AAAAGAAGACTCCCACTGCCGTTGCTCATGTTAAAGCCGGTAAAGGTTTAATTAAAATO 
CCCCAATCACCTTGGTCCAACCAGAAATCTTAAGATTCAAAGT 

GTTTAGATAAATTCCAAGGTATCGACATCAGAGTTAAAGTCACTGGTGGTGGTCACGTTTCTCAAG 

TCTACGCCATCAGACAAGCTATTGCTAAAGGTTTGGTTGCTTACCA^ 

CTTCTAAGAACGAATTAAAGAAAATTTTCGCTTCTTACGATAAG 

GAAGAATGGAACCAAAGAAATTCGGTGGTCGTGGTGCCAGAGCAAGATTCCAAAAATCTTACCGTT 
AA 

YDL083C_YMR143W_homolog 142aa (SEQ ID NO 314) 

MSTQSVQTFGKKKTATAVAHVKAGKGLIKINGSPITLVQPEILRFKVYEPLTLVGLDKFQGIDIRV 
KVTGGGHVSQ VYAI RQAI AKGLVA YHQKYVDEAS KNELKK I FAS YDKTL LVADSRRME PKKFGGRG 
ARARFQKSYR 

YDL125C_homolog 959bp public: 1..959; CDS: 501.. 956 (SEQ ID NO 
315) 

GTGGTAAGATATAGAAAGCTTACCACTTTGACAAGTTTC 
CTTGAATACTTAAAATTCTGAACTTGATCACCAGATCCTTTTC 

ATAGGTTAGAATCGTCTTTAAAGAGAAGGTATAATATCTAACTGATTTGGCGAGGTGTTGGAAAAG 
TCACTCCACTGTATATATTCTCGGAGTTTAACGTACTACAGTTCAGTGGGGTGAATACCTAAATAG 
GGGGGTAGAATACGAACTCCTACAAATTTTAAGGAGACTATGACCCGAAAAGAGAAGAAAAATTT 
TTACTCTAAGAACTTTATATACCTCCACAACT^ 

CTTACACATCTTAAGGTCAAACAATTTAACTTATTAGCTTGTGAAAATCTCACTO 

CTCTTTCAATTGACATTATAGTATTTCCCAATTCAATTATGGCTTCTCATGCT^ 

GTAAAATTATCAAAGGTGAAATTCCTTCTTTCAAGTTAATTGAAACTGCAAA 

TGGACATTCAACCAATTGCTGAAGCCCACGTTTTAATTATCCCTAAACACCATGG 

ACAACATTCCAGACGACTACCTTAGTGACATTTTACCAG 

AATTGGACGAAAATAATACTCCAGAAGGTGAAGGTTATAACGTTTTACAGAACAACGGAAGAATTG 
CTCATCAAGTTGTTGATCACGTTCACTTCCATTTGATTCCT^ 
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GTGTTGGTTGGCCTGCTGAAGCCACTGATTTT 
AAGAATTGGCTAAGGTAGATAATGAAAAATTATAA 

YDL125C_homolog 152aa (SEQ ID NO 316) 

MASHASCIFCKIIKGEIPSFKLIETAKTYSFLDIQPIAEAHVLIIPKHHGAKLHNIPDDYLSDILP 

VVKKLTKVLKLDENNTPEGEGYNVLQNNGRIAHQVVDHVHFHLIPKKDEATGLGVGW 

LGKLHEKLKEELAKVDNEKL 

YDL133CAJTOL184C_homolog 297bp PathoSeq: 1..297; CDS: 220.. 294 
(SEQ ID NO 317) 

CATAATTATTACATATAAACTCGCACTATAATTTTTTTTTTTTCTATT 

GAGAGCCAGAGAAACCAAACTGACTGAGTGATCGTCTCTCAACAATTTATTTCTCCTCGTCTTATT 
TTTTTTCTTTCCTTTCTTTTCCTCTTCTT 

CC^UU\ACACTAGTATTTCAACATGAGAGATAAGTGGAGAAAAAAGAGAGTTAGAAGATTAAAGAGA 
AAGAGACGGAAGGTTAGAGCTAGATCCAAGTAA 

YDL133CA_YDL184QJiomolog 25aa (SEQ ID NO 318) 
MRDKWRKKRVRRLKRKRRKVRARSK 

YDL136W_YDL191W_homolog 1303bp PathoSeq: 1..1303; exon 1: 
501.. 503, intron 1: 504.. 943, exon 2: 944.. 1300 (SEQ ID NO 319) 
TATTGTCTGATGCTATACGGAATGGGCGTTACAAATAT^ 
TTATTTTCTTCTATCGTATGCATACCGATTATTATC^ 
TAAATTTAAAATCCTTCTTATTGGTGTCTAGA 

ATCACGTGAAATACTGTATATAAAAAATTCTTTATAGCGCGATAAAACATATTTTTTOT 

AACAAATATGTGTGAAGTTTTGTCCTGGTGTTTTCTCACTGTTTTO 

CAATTAACGCTTAGATCCAATACAGTTTTGGTAACTC 

TGTGTGAACCAACAAGGAAGAGAAAAAAAAACCCATACAAAAATTTTTCAGTATCAAGGAATTAGA 
AGAGACGTTTAAATCAACAAAGTTCAAATCTATCAACAATGGTATGTTTAATATCGATATTATCCA 
TAGATGTACATGTATCCTAATGGGTTTCATTATT^ 

TAAGATATGGGATAAGAATTAAAGTATTGGATGAGTAGTACAAGACCAACAAAGAGAAATAGCCCC 

CTTTCCCTCCACTATTCAATATACTCAACAACATTATCAAGTTAAAAGTTCAGAAGATACACGTAA 

ATGAAAAGTTAATACCAAGAAGAATACAAATTACCAGTCCATACCGTGTTTC 

TAri^ACAAGAAACATATTATATGAAATGATACCCAATCCACAGCGACTTTTCAG 

AACTAAGCAACTCAAGATAACATAGGATCATGCATCAATCACAAATGAAACATTAATACTAACTAA 

AGAATCTCAATTGGTTGAATTGAAACAAGAATTGGCCACTTTAAAAGTTCAAA 

AAGTTTACCAAGAATTCACACTGTTCGTAAAAACATTGCTAGAGTATTGACTGTTAOT 

TCAAAGAGAAAATGTTCGTGCCTTTTACGCTGGTAAAAAATACATTCCAAAAGATTO 

AAAGACTAGAGCTTTAAGAAGAAAATTGAOTAAATTTGAAGCT^ 

AAAACAAAGAATTGCTTTTCCACAAAGAAAATTTGCTATTAAAGCTTAA 

YDLl36W_YDL191W_Jiomolog 120aa (SEQ ID NO 320) 
MAGVCTFELRTKSKEQLESQLVELKQEUVTLKVQKLQRPSLPRIHTVRKNIARV^ 
RAFYAGKKYI PKDLRAKKTRALRRKLTKFEASQETEKARKQRIAFPQRKFAIKA 

YDL167C_homolog 2690bp PathoSeq: 1..1640, public: 1641.. 2690; CDS: 
501.. 2687 (SEQ ID NO 321) 

CTCTGTGTAAATTGATGAAATCCACACAATAAAAATTTTC 

GAATCAACATTATTTGCCCCATACATATCCAAGAATTAAATACTTATTAGTTCTAAGTGGAATAGA 

AGAGAATCAAACTTAACATTACTGTTACGCAACGTCAAGAGGGCATTTTTrTT 

TTCATTTCAATTGAATCTTTAAGAATCACCGAGTATA 

GCCACATCCAACCACCAGTTACATCCCACAAAATCCCTTAATCTTGTTCTTAGTTGTATTATTAAT 

CTATTGAATTTAAGTTTGATATGCGAGAGAATATTGTGG 

ATACTTTGAGGGGCTTAATCATATATTGCAT^^ 

ACTAGTATGATCTTTCTGAGATTTCTAGCCAATAAAOTATGAGTGATATTTAT^ 
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TTTCTACTACCTGTGATGACTCGCCGA 
CTTGGGAAACAGTCGATAGTGTCACTTTGGAAACTTTATACA 

CCAACACACCTATCACACCTTACTGCTCGAAGATTCATAGAATAACATGGGACAATGTCAAAAATG 

CTGGGTCGTTCAAAGACGCCATCACAAACTTTGATCAATACGTACAAGAACACATAATTTCC 

AAAAGGAGTTTTCAATTGTGATGTTTGACATTTCCAAATT^ 

GAGACAAATCCGTGGTTTTACCCTCGTATCTACAACATCCAAGGATTTTTGATTC 

ATTTAAATTGGCAATCTAGCCACCCTGAAACATTATCATACCCCCCAACTTCTTTAACTAATATTA 

TTACTGCATTAGAAGTTGAGGTTGAGAATATATC^ 

CACCATCACCATCAAAAGCTTCAGCAACAACGACGACGACAACTGCAAATGTCACAGC 

TCCITTCCAGTGAAACAGAACCAAATGGTAAAGTCATTGCAAATTTC 

AATTGATCAAAAAATCCATCCCTK3TTGAGAATCACCCTAATGTATTTACAAGACCTTT^ 

CTCAAGATATCACTGCTTTTACATCAGAAAGATCAAAAGTACTCTATCTTTCCAACTTC 

ACACCACACAATCAGAGTTGGAATCATGGTTCACTCAGTATGGTGGAAGACCAGGTG^ 

CTTTTAAGTCTGCAGATGATAACAATAATAATAACAACAACAATAGCAATGGCGGGAAAM 

AGAATGCGAGAAAATATGGTATTTCAGGGTTTGTGGCCTTTAATACTCATGAGGAA 

GTTTAGCTTTGAATGGGAGAGTGTTGAATGATCGTCCTATTGAAGTTCA^ 

TGTTTGATATGGCCATGGATAAATTGTTGTTGACTCTGTTC 

CCGGGGATTGGACTTGTTTATCTTGTGGGTTTTCCAATTTC 

GCTCTTTTGCGGCAGTGGCGTTTCAGGATGTTT^ 

GCAATGTTAGCGGCAACCACAACCACAACCACAATAGTGGAGCTCGCCGTGGCATGAATTTACAGC 

CTGCTCAAGCTAATGAGAAAATTGGAACAGGCAATATTAGTATTCCTTCTTACAACGATCCAATCA 

AGGGTC C AAC AGGTAATGTC ACTAATC AC CTC AAC AATTCTGAGACCAATTTACTGAAC AACACTA 

ATCTTAACAACAACAATCATCATAGTAATAATTATCACAATAACTACCATCACCACAACAACAATA 

ATAACAATCATGGGAATAGCAATGGTAACACCATACATGGTCGTTCCCATTATAACAATAGTGTTC 

CATTTAGAGCAGGTGACTGGAAATGTGAAAATTGCATGTATCACAATTTCGCCAAAAATTTC 

GTTTAAAATGTGGTGTCGCCAAACCTGCTATTAACAATCAACAAAATAATACAATTCA 

ATTCAACGGCCGCTGCCATAGCTGCAGCAACAGCCAGTGGTCAACCTTTAAACTTGAATAATAATG 

CATTTTTGAACCTTCAGCAACAACAGTCTCAGTCACAACCCCAAGGTCAGCACCATTACAACCAAC 

ATTCTCGTAACAACAATGCTTCTGGGGCATCAAAGTTCAACAATGGCTACAACCCAAAGAATCAGT 

ATTACAATAATAATAGCAAGAATCTTAGCAACAATTTTGGTCTTAATGGTATGCATCAGCA 

AAAATCAAATTTTGATGTATTCACAACAATO 

AACAACAGCAACAACAGCAACAACAGCAACAACAGCAACAACAGCAACAGCAACAACATGATTTAA 
ATGGAAGTAGCTCTTCCCATCAACTGAAACTTCAATTGAATAATACTTGA 

YDL167C_homolog 729aa (SEQ ID NO 322) 

MSDIYIIIHISTTCDDSPTFVTKDSSELIEFAWETVDSVTLETLYKGSNLVRPTNTPITPYCSKIH 
RITWDNVKNAGSFKDAITNFDQYVQEHI I SKKKEFS I VMFDISKLRVQLVREARDKSWLPSYLQH 
PRIFDLPREYLNWQSSHPETLSYPPTSLTNIITALEVEVENISEYVDLPOT 

TTANVTAIDVLSSETEPNGK\^ANLHAKIAKQLIKKSIPVENHPNVFTRPFDSAQDITAFTSERSK 

VLYLSNLPNDTTQS ELESWFTQYGGRPGGFWTFKS ADDNNNNNNNNSNGGKGYQNARKYGI SGFVA 

FNTHEEAVDCLALNGRVLNDRPIEVQASSSKVFDMAMDKLLLTSFPLSKNRPR 

FQRRTHCFRCSFAAVAFQDVFNSNTCNANGNGNVSGNHNHNHNSGARRGMNLQPAQANEKIGTGNI 

SIPSYNDPIKGPTGNVTNHLNNSETNLSNNTNLNNN^ 

GRSHYNNSVPFRAGDWKCENCMYHNFAKNLCCLKCGV^ 

GQPLNLNNNAFLNLQQQQSQSQPQGQHHYNQHSRNNNASGASKFNNGYNPKNQYYNN^ 

GLNGMHQQNQNQILMYSQQLQQQQQQQQQQQQQQQQQQQQQQQQQQQQQQHDLNGSSSSHQSKLQL 

NNT 

YDR238C_homolog 3359bp public: 1 1467/1469 3040/3042 3359, 
PathoSeq: 1468/3041; CDS: 501.. 3356 (SEQ ID NO 323) 

AATAGCATTGAACAAGAAGAAGAGGACAACGATAGACCAAGGTTGGTTTTAGCCAATCCTGATTAT 
GATAGTGATGACAGTTCATAGACAATTTACAGCCTTAAATGGATATATATGTATATTTAATAATAA 
AGGACTTGTTTTTTTTAGTAACTAGTGTGATCTC^ 
GGTTATATTTTAGCAGTTTATAGACAGTGTTATCGA^ 

CTATCTAGTGAAAAGTCG^GTGTAAATCGATTTGAAAAATATAAAACCATACACGTAAATGAAATG 
TGTGTGAAAGTACAACCAACAACGAAAAAGAACAAAAAAA/U^TGTTGTCCGCCAAAAAAAAAAAG 
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AGAACAACAAATCAAAGTTTCAAGACTATCTCAAATCTTGTTC 
CCTCITGAACCAACATCAAATTGAATAAACATAGGATCATGAGTC 

ATGAGCCTAATACGGCTACGAAAGTATCTGTCAATGAATTTAAAAATTTGTTGGAAAAGGGTAAAG 

ATGATGTGAAAGTAGATACCATGAAGAAGATTTTGATTACCATATTAAATGGAGACCCCTTACCTC 

ACTTGTTGATGCATATAATCAGATTTGTCATGCCTTCCAGAAATAAAGAATTC 

ATCATTATTGGGAGGTTTGTCCAAAAATGGATGAATCAGGTAAAATC 

TGTGTAATGCCATCCAACGTGATITACAGCATCCAAATGAATATATTCG^ 

ATTTGACGAAATTGAAAGAGCCAGAATTATTGGAAACTTTAGTC 

AACACCGTCATGCCTATGTCAGAAAAAATGCTGTTTTCGCATTATGGTCTATTC 

ATCATTTAGCTCCTGATGCTGACGAGTTAATTTACAGATTTTTC 

GTAAAAGAAATGCTTTTGTTTGTCTTGGAGACTTGAATAGAGAAGCTGCTTTC 

ATAATATTTCAGTTATTGAGACTTTGGATCCATTGATACAATTGGCTTTO 

AGGACTCTATTCAAAATCCAGCTTTAAAGCAACAATATGCCCAATTAATGACAGAAATTATTGAAA 

GCTCTTCAAATGTTGTTATGTATGAAGCTGCTAACACGTTGACTGTTTO 

CAATTTTGTTGGCAGGAAACAAGTTTGTTGAATTGGCTACTAGA 

TTATCACTTTAGAGAGAATAAATCAATTACACAAGCAACATCCTGGTGTGTTACAAGACTTGTC 

TAGAAATTTTACGAGGTTTATCTTCCCAAGATTTGGATGTTAAA 

TACAATTTATCACCACCAGAAATGTTGAAGATGTTGTTAAGTTATTC 

CAGCTTTATCCAATGATGACAAGAATGCAGATTATAGACAGTTC 

TGGCTATTAAATTTGTKX5AGGTTGCTGCCAATGTCATTGATTT 

TGAATACCACTGCCGCCTACGAGGTTATCACATTTGTTAAAGAAGTO 

TAAGGGACGCTATTTTGAGAAGATTGATTTTGGCTTTGCCACATGTGA 

GTGGTGCATTATGGGTTATTGGTGAGTATGCCTTAGAGGAATCATTO 

ATATTAGAGGAAGTATTGGTGAAGTACCAATTATTGCTAGTGAAl^GAAACTGAA 

ATACTGAGGAATCACAAGAGGAAGAAACCGAGTATGATGGTAAACCTCGCAGAAAGGGTCCAGTTG 

TATTGCCAGATGGTACCTACGCTACTGAGTCAGCATTGACAAGCGAAACAACTG 

GTGACAGCAAGACTCCTATCAGAAAGCAAATTCTTGCTGGTGATTTCTACTTAGGTGCTC 

CATCAACTTTGGTGAAATTGATTCTCCGATTGCAAAGTTTC 

ACGGATTAAAAGCAGAAGKTATTGTTGATTATGGTTTCGATTTTAAGAGCT 

TTTCTAAGAAAATTGATGAGGATTCTGCTGACAGAATTTTGTCTTACATC 

AAGAAGACCTTCAGGAAATCAAGACAAGCTTCCTTGAAGATACTAAAGATGCATTTAAAGCACAAA 
TTAATAATGCTGAATTGAAGAAAGCAGAAGCATTGGCTAAGGATT 

TTGACGATGCAATTGTTTTTAGACAGTTGGATAAAGATAACAAAAAGAGTAAAGCTTCTC 

ATGTTGCTGCTGCGTCAGGAAGCAATGAATTAAAGAAAGAAAATTTGTCGTCGAGATTC 

TTATACAATTGACTGGGTTTTCCGATCCTATTTACGCAGAGGCATTTC 

ATGTTGTGTTAGATGTCTTGCTAGTGAATCAAACCACAACTACTTT 

TTGCTACATTGGGTGATTTGAAAGTGGTTGATAAACCAACTACCGCAAAT^ 

TCTACAAAGTTCAAACAACTATTAAAGTTACTTCGGCTGATACTGGTGTCATC 

TGTATGACGGTCAACACTCGGACGATTCACGTATAGTTATTTTGAATGACGTTCACGTTGACATTA 

TGGATTACATTAAGCCAGCCACTTGTTCAGAAAGTCAATTCCGTAAAATGTGG 

GGGAGAATAAGATAACCATTAAATCACCTATTGAAACATTGAAAGAGTACTTGGATGAATTAATC 

AGGGTACAAATATGCAATGCTTGACACCGGGTGCGGTAATTGGAGA 

CAAACTTGTACTCAAGGTCAAGCTTTGGTGAAGATGCATTGGCTAATTTATGTATAG 

GTGATGGACCAATAATTGGTCATGTCAGAATAAGATCAAAAGGTCAAGGT 

GTGATAGAGTAGCTTCCATTTCAAGAAAAGGTAAGAAGGCAACTATTGCTCGTGTTTAA 

YDR238C_homolog 952aa (SEQ ID NO 324) 
MSDSGYTLIYEPNTATKVSWEFKNLLEKGKDDVKVI^^ 

RNKELKKLLYHYWEVC PKMDESGKMRHEMI LVCNAIQRDLQH PNEYI RGNTLRYLTKLKEPELLET 
LVPNVRQCLEHRHAYVRKNAVFALWSIHKVS^ 

REAALQYIQDNISVIETLDPLIQLAFIEFIKKDSIQNPALKQQYAQLMTEIIESSSNVVMYEAANT 
LTVLTSNPQSILIAGNKFVELATRESDNNVKIITLERINQLHKQHPGVLQDLSLEILRGLSSQDLD 
VKKKALDVTLQFITTRNVEDWKLLKKE^ 
DLLLDSIADLNTTAAYEVITFVKEWEKFPDLEDAILRRLI^ 

ESLIQESWKYIRGSIGEVPIIASELKSKKRDDTEESQEEETEYDGKPRRKGPVVLPDGTYATESAL 
TSETTDSLESDSKTPIRKQILAGDFYLGAVLASTLVKLILRLQSLKQTQEKILNGLKAEALLIMVS 
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ILRVGESSLVSKKIDEDSADRILSYIKILNDEEDLQEIKTSFLEDTKDAFKAQINNAELKKAEALA 

KDLHDNAEQIDDAIVFRQLDKDNKKSKASVDDVAAASGSNELKKENLSSRLNKIIQLTGFSDPIYA 

EAFVKVHQYDVVLDVLLWQTTTTLRNLSVEFATLGDLKVVDKPTTANIGPHG 

DTGVI FGNI VYDGQHSDD SRI VI LNDVHVDIMDYI KPATCSESQFRKMWNEFEWENKIT IKS P I ET 

LKEYLDELMKGTNMQCLTPGAVIGEECQFLSANLYSRSSFGEDALANLCIEKQSDGPIIGHVRIRS 

KGQGLAL S LGDRVAS I S RKGKKAT I ARV 

YDR294C_homolog 2270bp public: 1 278/280. .2270, PathoSeq: 279; 

CDS: 501.. 2267 (SEQ ID NO 325) 

GTTTGATCACATGTGTTGTGAACACTCGGGTAATACAAAATAGT 

AAAAGCAGAACACAAAACATGGAATTTGAAAACAATTTTGTA^ 

AGCAAAGTTAACAAGCACAATTGTCATTTTAACTTAATTGGTGGATTAA 

TGTTTCCCGTATTGTTTAAAACCAAAGAAAAAGGATAATCAAAACTAAATC 

ACCATTTTGTAGTGGTCAGTTTATATAATTATCCACTGTTCTCTTCACAATTAAA 

AAAGAAAAAAGAAAGCTCTCTCTCCCCCAAAAGAAAAAGCAAAGGTAATTCCTTCATACACACCTT 

TGATATCTTTCCTCTTAGACTTTTCTTTTAATAOTTG^ 

GGAGTTTTCATTGAACTAAATATTATTAAAATATTATTATGCTTGAATTC 

CTCGGAATTTCACTGAATTCCAACTCACAGCATTAAAGATC^ 

TTGCCACATACTGTGCTCAAGGATCATTTGGCTTGAACGGTTCAG 

TTGTTGGCTATGTTGTATACACTCAATTATTAAAGCTTTATCGAGTATTAAGAGGGTACGGTATTC 

TAGATTCTATTCGAAGGTTATACCTATATGTTAGTTCTACGGTGTCATCTCAAATCT^ 

CATTTATTAAATCCAAAATTGACAAGGAATTGCAAGCGAOTATTGGCAAAGT^ 

TGAAAAACGATCCACAGOTATTACAGTTTCCCGAATTGCCAGAACAGGGTATTGACGCTGACAATG 

TTTCCTTGGAGTTGGATAAATTACAAAACTTGAAACATTCTGACTGGATC 

GAGCAGTTTATCATGGAGGTGAGAATCTATTGTCATTACAAGTTGAAGCTTACAA 

TGGCCAATCAATTGCATCCCGATGTTTTCCCAGGTGTGCGTAAGATGGAGGCCGAAGTAGTTCATA 

TGGTTTTGGATATCTTTAATGCTCCGAGT^^ 

CGTTATTGTTAGCCGGGTTGTCAGCTAGAGAATATGGGAAGAAATATCGTGGAATAACTGAGCCTG 

AAGTCATTGCCCCCGTGACAATACATGCGGGAATTGAAAAAGCCTGTTTTTAT^ 

TACATAAAGTTGACTTAGATCCGGTTACCTTTCAAGTTGACGTTAAGAAAGTAGAAAGATTC 

ATAGTAATACAGTTTTAATCTGTGGATCAGCCCCAAATTATCCTCATGGAATAATTG 

AGTCCTTATCCAAGTTGGCAGTCAAGTATAATATCCCGTTGCACGTTGATGCATGTTTGG 

TTATTGTTTCGTTTTTAGAAAAATCAAAAGTACATGGCGATAG^ 

GATTACCAGGTGTCACGTCAATCTCATGTGATACTCACAAATATGGGTTTGCTCCCAAGGGGTCAT 

CAATAATTATGTACCGTTCGCCAAAATTACGTGAGTGTCy^TACTATATTGCAAGTGATTGGACGG 

GTGGAATGTATGGTTCTCCAACTTTGGCTGGTTCTAGGCCAGGTGCTCTTC 

CTACATTAATCAATATTGGGAAACAAGGATACACCAAGTTTTGTTACGATATTGTGCTGGCG 

TGAAAGTTAAACGAGCAATTGAAACTGACCCGATACTATCCAAACATTTACAAATTATTGGTC 

CAATTGGGTCGGTAATTTCGTTTCAACTTGCACCTCAGCAATCGGGAAATTT 

TTAGTGATTTGTTGACCAAAAAAGGTTGGCATTTTGC^ 

TTGCATTTACAAGA1TGACTGTCCCGGTGGTCGATGAATTGATTGCAGAOT 

AAGAAGCGGTGGCAATTGCCGAGGAACACAAAAAGAATGGAGTGACCAAAGCTCCAGGTGATACTG 

CTGCGTTATATGGTATAGCTGGCAGTGTACATACAGCAGGGTTGGCTGATAGATTAATTC 

TTTTAGATACCTTATACAAAATTTGA 

YDR294C_homolog 589aa (SEQ *ID NO 326) 
MLELNSITIPRNFTEFQLTALKIYYQLKILFLATY 

YRVLRGYGIVDSIRRLYLYVSSTVSSQIFSLPFIKSKIDKELQATIGKVEEEIMKNDPQLLQFPEL 
PEQGIDADNVSLELDKLQNLKHSDWINGRVSGAVYHGGENLLSIiQVEAYKKYSVANQLHPDVFPGV 
RKMEAEVVHMVLDIFNAPSIXSCGSTTSGGTESLLI^GLSAREYGKKYRGITEPEVIAP 
KACFYFGMKLHKVDLDPVTFQVDVKKVERLINSNTVLICGSAPNYPH^ 

LHVDACLGSFIVSFLEKSKVHGDRKLPIFDFRLPGVTSISCDTHKYGFAPKGSSIIMYRSPKLREC 
QYYI ASDWTGGMYGS PTLAGSRPGALWGG^ATLINIGKQG YTKFCYDIVSASMKVKRAI ETDPIL 
SKHLQIIGDPIGSVISFQIAPQQSGNLSIYEISDLLTKKGWHFATLQNPSALHFAFTRLTVPVVDE 
L I ADL VEATKEAVA I AE E HKKNGVTKA PGDT AAL YGI AG S VHT AGLADRL I V AF LDTL YK I 
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YDR430C_homolog 3605bp PathoSeq: 1.. 330/1927, public: 
331. .1926/1928. .3605; CDS: 501. .3602 (SEQ ID NO 327) 
TTCAATTTTTTTAAAAAAATAGCAAAAAGGTATTTCTTAGAAATTC 

AATTTATAAAACCGGATAGGGCCGTTATCGCAGGACGTGTCCCATGATCAATCTACAATGAAATGA 

TTCACATGAAATATGTTACAATTCCACACTTGCTGCTAAAAAGCAACAGTTTTC 

GCATGATATACTATCGATAATATCTTTCGATAAGAACTTAAATGTAGCAACGTTGAATO 

AAAACTTCCTTTTCCTGGTGATAAATTTTGACTTTGAAGCATAAAGAAGACAGA 

CTACTCTCTAGACAAAATCAAAACCTCGAATATATTTT^ 

CTCGTTGAAATCATCTCCATTCITCTTTTC 

AAGAATCACTCCAACAAGTTTAAACTACATTATCAATTATGTTGAAAACTAGAT^ 

GGGCCATAAGTCGGGTTGTAAGAAGATATGCATGCTCACACCCCATTTCTC 

ACCCAGTTGGTCTAAAATTGCATGGTTACGAAGTTACCCAAACATCACCTATCCCAGAATTTTC 

TCACTGCTGTATCATTAAAACACACAGAGAGTGGTGCAACTCACTTACATTTGGATT 

ACAGTAATAATGTATTTCTGATTGCCTTCAAAACAAATC^ 

TTTTAGAACATACAACTTTGTGTGGTAGTAAAAAGTTTCCGGTCCGTG 

CCAACAGGTCGTTGAGTAACTTTATGAATGCAATGACAGGCCATGA 

CTACCACCAATTCAAAGGATTTTGAAAACCTAATGGATGTGTATTTATCGTCAGTC 

AATTAAACCATACCGATTTCTTGCAAGAAGGATGGAGAATAGAAAATCAAAATGTTCATGACATAT 

CGTCCAAGCTTGAATTCAAGGGAGTTGTATATAATGAAATGAAGGGCCAGTATTCG 

ACTACTTTTATATCAAGTTCCTTGAGAGTATA^ 

AGAAAATTGTTGATTTGCTGTACGAGGGTTTACTAGAGTTTC 

ATGCAAAAACATTTACTTATGGAAAATTACCATTGGAAGACAGTTTAAGTAAAAT 

ATGAATCATTCGAAAAAAAGGTGTCTTCAGTTGACGTCAAACAACCTATATTTTCTACAGATAAAT 

CAGAAATCTTTGATGTCACCATCCCGGGTCCAGTTGATACAATGAATGGTAAAGAGACTTCAGAAC 

AGTACTGCACATCTATCACCTGGAACTTGGGTAATCCATTGGATCCAAACATGCAGTATGATATOT 

TTAAATGGAAAATATTGAGCTCATTATTGTTTGATGGACACAACTCTCCTTTCTATC 

TTGAAAGTGGATACGGTGACGATTTTTCTGCAAATACTGGGTTGGACTCAA 

CGTTTACTGTTGGTCTCAACTACTTAACCAAGCAAAAAGTTGATAATTT^ 

AAATCATTAATAATAAAATCATTCCCGAATTAAGTAACGAAGAGTCCTCTTCATATCATGGTAGAA 

TTGATGCTATATTGCATCAAATAGAAATAGGATTCAAAAGACACAAGCCCGATTTTGG 

TATTGAGCTCTATTGTTCCGTCATGGGTGAATGGAGTTGATCCAATTGACACCTTC 

AGATATTGTCGCATTTTAAAGAAGATTATAAACAAAATGGTTTAAGGATCT^^ 

AAAAGACATTGTGTAACCCTCATTCGCAAAAATTTAAATTCACCATGGAG 

CCA7VACAATTGGTAAAAGATGAGAATTTGATGATCGAGAAAAGAGTAAGTGAACTCACAGAAGATA 

ACAAGAAGGCAATCTATGAGCAAAACTTGGAATTAGCTAAATTACAATTGGAGGATCAAAATACAG 

AAGTTTTACCCACATTGACTATTGATGACATTCCAAAGAGAGGTGATTTTTATC 

GCCAAGTAAATAAGAAAGTTGTACATGAAAGGGTAGTTGATACCAATGGCTTGGTTT^ 

CTTTAAAAGATATTTCCTATTTACCCACCAAACTTTACAAGTACCTTCCATTC 

TGACGAACCTTGCTGGAACAGAAAACACACCCATTACGGAGTTGGAAACTAAAATACAAATGTTAA 

CTGGCGGGATAACATTTAGTTCTAAAATATCGACTGACC^ 

AGTATGTGTTAAGTGGAATGGCTTTGAAAGAAAAGTCATCCTCAGTTTATGATTT 
TTTTAACTACTACCAAATTCGACACCAGTGATGAGGTATTAGA^ 

ACATGGGACAAAACCAAATCAATAATATTGCTGATCGCGGTCATTCTTATGCGGCTGCTC 

CACTGAAATTGACACCGCTGAAATACATCAGTGACATCGTTTCAGGTTTGAGTCA^ 

TAATGGAGTTGAACTCCAAATTAGAATCAGAAGGGAAAGAGTACTTGGCCAAAGAGATTATTCCGA 

TATTGCAAGAAATACAAAAGTATGTATTGCAAGGTGAATTCAGGTATAGACTAGTTGGAAATC 

AGATTATTGTTGAAAACGAAAAGCTTATTGAGAAAT^ 

CTTTATCGTTAACAGTAACAGATGGTTTACTGGCATTGTTGAACTCATTCAATTAC 

GTGAAAATGTCTTAGTTAACTTACCATTTCAAGTGGGATACTCTTCATTAGGTAAGATTC 

CGTATTCATCAAAGGATGGTGCTTCTTTACAAATATTATCTCAGTTATATTCCTTTAAA 

ATTCCAAAATAAGAGAAAGCAATGGTGCATATGGAGGTGGTTTGACATATGATGGGTTGAACGGGA 

CATTAAACTTTTATTCGTATCGTGATCCTAATC^ 

TACTGTATGGACTTGATGCTAATTGGAACGATAAGGATTTACAAGAGGCTAAGTO 
AAAGCGTCGATGCTCCAATTAATATCTCTTCTCAG 

ATTACTTGAGACAGGAAAGAAGAGAAAACTTTTTGGGTACCACTTTAAAGGATCTCAGAGATGTGA 
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CTGAAAAGTATCTTGTTGATAACCAAAACAACCTTGTCACTGTTATTGGTGA 
ATGTCGATAATAAATGGCAAATTAGAAATTTTCAAGTATAG 

YDR430C_homolog 1034aa (SEQ ID NO 328) 

MLKTRLKQSRAISRVVRRYACSHPISPNLDKYPVGLKLHGYEVTQTSPIPEFSLTAVSLKHTESGA 
THLHLDSPNDSNNVFSIAFKTNPPDNTGVPHILEHTT^^ 

GHDYTFYPFATTNSKDFENLMDVYLS SVFEPQLNHTDFLQEGWRI ENQNVHDI S SKLEFKGWYNE 

MKGQYSNSAYYFYIKFLESIYPSIiNNSGGDPKKIVDLSYEGLLEFHSKNyHPSNAKTFTYGKLPLE 

DSLSKISKYYESFEKKVSSVDVKQPIFSTDKSEIFDWIPGPVDTMNGKETSEQYCT^ 

LDPNMQYDIFKWKILSSLLFIX3HNSPFYQELIESGYGDDFSANTGLDSTTALLSFTVGLNYLTKQK 

VDNFNEKVMEI INNKI I PELSNEESSSYHGRIDAI LHQIEIGFKRHKPDFGFGLLSSIVPSWVNGV 

DPIDTLQVEKILSHFKEDYKQNGLRIFKELLEKTLCNPHSQKFKFTMEPREDFTKQLVKDENLMIE 

KRVSELTEDNKKAIYEQNLEWVKLQLEDQNTEVLPTLTID 

DTNGLVYANALKDISYLPTKLYKYLPLFNNCLTNLAGTENTPITELETKIQMLTGGITFSSKISTD 

P YNI EQLKLQ YVLSGMALKEKS SSVYDLWLE I LTTTKFDTSDEVLEKLSVL I KNMGQNQ INNI ADR 

GHSYAAAVSSSKLTPSKYISDIVSGLSQVQFVMELNSKLESEGKEYIJVKEIIPILQEIQKYVLQGE 

FRYRLVGNQEIIVENEKLIEKFDKDISSNRPTLSLTVTDGLSALLNSFNYNHTSENVLVNLPF 

YSSLGKIGSSYSSKDGASLQILSQLYSFKNLHSKIRESNGAYGGGLTYDGLNGTLNFYSYRDPNPV 

KSIQTFRDSLSYGLDANVmDKDLQEAKLRVFQSVDAPINISSQGASAFFENIDDYLRQERRENFLG 

TTLKD L RD VTEKYLVDNQNNLVTVIGDNE I LNVDNKWQ I RNFQ V 

YDR450W_YML026C_homolog 1366bp public: 1..1366; exon 1: 501.. 548, 
intron 1: 549.. 976, exon 2: 977.. 1363 (SEQ ID NO 329) 
TTAAGAACTAGCAGATGTAAAATGTTTTATGTCATTATATAA 
TTTTAATGAATGTATTCCCTAAATAGAACAGAATTATC 

TATTGGAGAATGTTATAAACTGAAATTTGATTTACAACCAAAACCCGTGTCACGTC 

GGGCTTTTAGGGCTTTCTATATACAGGCACCAGAATTTTTTTTTAT^^ 

GCGCGCGATTCTTCCTGCTAGAGGTTTTTCTTTTTGTATC 

AAGTAATTTTAAAGCCAGAGATTGTGTACAGTCGCACGCCCCCTAATCACATAGTTAATTCTCAAA 
CTTTCTCTCTTTCTCTCTTTGCTTTTCTCCTAAGG 

TTTTGTATAGTTCAGTTTT^CAACACCAGTAATCAAACATGCCATTAGTT 

CATTCCAAGACATTTTACGGTATGTGAGTGTATTATAAGATTATTTGAATG 

AAGGAAGGAAAGAAATTATCCAACTACTGTTTTGGGAAAGA 

AAAAACTTTTTCAAGAGATGGATATGGAACAAGATTCGATTGTTATCAACAAATATAAAG 

AATGATTTACTACTGTTTGGGAAAGATTTTGGATATGTGTATCAACAATACT^ 

AGTAATATGTTTTCAATATTATCAGAGACTTATCAAAATTTATGAGTTTATTATT 

ATACCATCAAGCCTTTTTTTTAACCATCACTCTATTCAACAATGACT 

TTTCCCTGTTTAAAGTATTCGATTTACTAACATTATGAATTATTATTATAG 

CATTGATGGTAGAATCAAGATCATGTACGCCTTGACCAAGATCAGAGGTGTCGGTAGAAGATATGC 

CAACTTGGTTTGTAAAAAAGCCGATGTTGAATTAACCAAAAGAGCTGGTGAA 

ATTGGAAAGAATTGTCACCATTATGCAAAACC^ 

CAGACAAAAAGATCAAGTTGATGGTAAAGATTACCATGTTTTAGCTAACAACTTGGAATC 

GAGAGATGATTTGGAAAGATTGAAGAAAATCAGATCTCACAGAGGTATTAGACACTTCTGGGGATT 

GAAAGTTAGAGGTCAACATACTAAAACTACTTCTCGTGGTCGTTAA 

YDR450W_YML026C_homolog 145aa (SEQ ID NO 330) 

MPLWQEQGS FQH I LRLLNTNI DGRIKIMYALTKI RGVGRRYANLVCKKADVELTKRAGELTQEEL 

ERIVTIMQNPTNYKIPAWFLNRQKDQVDGKDYHVLANNLESKLRDDLERLKKIRSHRGIRHFW 

VRGQHTKTTSRGR 

YDR471W_YHR010W_homolog 1327bp PathoSeq: 1..1327; exon 1: 
501.. 530, intron 1: 531.. 946, exon 2: 947.. 1324 (SEQ ID NO 331) 
ATAGTTATTACAATATAATAAAGCAAATAAATAAAAGAAATGATAAAGAACCATATTAACAAAGTT 
TGAACGTGCTGTAAGTAAATCTTGTATACGAGAATATTCATC 

GTAATACCTAATTCTATTTGGTGTGGTGCATCACGTGCTAGGGCTATAGCCCTAATAGTATATGCA 
GTCGCATACATTAATTGGTCATCTCATAAGTAAATTATATAATGTATAGTGTGCGCGCACTGTAAT 
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TTTTCACACTAAGTTAAGGAGAGTGCGAAAAATTTAGTACTAACAAAATTGTATTGTC 

GGCTATTGGGCAGAGCGAAAATTTCACCCCTACTC^ 

AAACTCTGTGCGCAAGAAGAAAGACAAAAAATTTTTTTGAAAAAAAAAA^ 

TTATTGTATTAACATTTTAAGATATCAAGAAACTAAAAATGGCTAAGTTCATCAAATCT 

TTGGTATGTAAAAATGAGTACCTATATGGGTAGACAATGATAGATTTATTGGCCAACTATGAATGG 

GATAGATATATATGATATGGGAGAGAATTTTGAAGGATTGAAATATTTTATATAAAAGAGAGAAGC 

AAAGAGAAATAATGAACAATTGAAAAGAAGATACAAATACTGTTAA 

GAAGATTTAAATGATTACCATCGTAATAAATTTATTGGAA 

AAAAAGCAAGTGATTGATCAATCACTATGGAGCCGTCACAAGACATCAACGAATC 

TTATTTATTCATATCCATCATATGGCAGTAACAATCATGAATCTACAAATTACATOT 

ATTATACTAACTAAATTTTTTAGCTATTGTTGTAAGAGGTCGTTACGCTGGTAAAAAAG 

TGTGAAACCACATGATGAAGGTACCAAATCTCACCCATTCCCACATC 

AAGAGCTCCATTGAAGGTTACCAAGAAGATGGATGCTAAAAAAGTTACCAAAAGAACTAAAGTCAA 

GCCATTTGTTAAATTAGTAAACTACAACCATTTAATGCCAACTAGATACTCATTAGATGTTGAAT^ 

ATTCAAATCTGCTGTCACTTCTGAAGCTTTAGAAGAACCATCTCAAAGAGAAGAAGCTAAAAAAGT 

TGTCAAGAAGGCTTTTGAAGAAAAACATCAAGCI^TAAGAAC 

CTTTTAA 

YDR471W_YHR010W_homolog 136aa (SEQ ID NO 332) 
MAKFIKSGKVAIVVRGRYAGKKWIVKPHDEGTKSHPFPHAIVA 
KVKPFVKLVNYNHLMPTRYSI^VESFKSAWSEALEEPSQREEAKKVVKKAFEE 
KLHF 

YDR486C_homolog 1157bp PathoSeq: 1..1157; CDS: 501.. 1154 (SEQ ID 
NO 333) 

TTCCAGTCATTCCGAAATGCATAAGCAAGACGTTAGTTGTATTGTGGTTGTTTAGTCTAATCCAAA 

AATACTTGCCATGACGACCCACTGAAGTAACAACTGCATTTGTTAAGGCTTTTC 

ATTCTTTTTCAGCATCATTCGTATCTTTAAGCACAGGGAATAGCAAT^ 

CTTTCGTGATTCGAAAGCCCAAAATGTTTCGTTTTAACAACGCACACACATGTGAAAC 

AGTTAGTCGTCAAGAAAATAATTCAGTGTTAAAGTCTGTACCTTAAGCGTCAAACGTACTTCTGCA 

ACCTCTGGCATTGAGTGTAATTTAAATATTCATGA 

GGAGGTTTTAGAAGGCAAAACCAAATCTAGACAAGGAGATGAACAGATTATTC 
CTGCGTCCCAAACCATCTTTGAATGATGCAATCAAGGGAATCGATGAAA 

TTAAATTAAGCAAGATCAACTCGGAATTATCCACATACCAACAAAAGATAAGCAGAATGAGAGACG 

GACCCGGGAAGTCGGCACTAAAACAAAAAGCAATCAAGTTACTAAGACAGAGGAAGCAGATAGAAG 

CTCAAAAGGATCAGTTAGAGAATCAATCTTGGAATATGACACAAGCTTCCATGACAACAGATAACT 

TACAAAATACCATGGTCACAATAAATGCAATGAAAACAGCCAATAAACTGTTGAAA 

GAAAAATTAATATCGATGAATTGGAAGATCTTCAAGATGAAATGTTGGATTTG 

ATGAACTACAGGAGGCACTTCTGACGAGCTATGATGTACCCGATGACATCAGTGAGCTGGAGTTGG 

ATGCTGAATTAGAAGCTCTTGGCGAAGAAATTGATTTTGAAAATGAAATGGCAGAGAG 

GTGCACCTAGTTACTTAAATGATACAGAACCTACAGCAGCAGATAAATTGCCTACATTTATTGACG 

AACAACCAGAAGAAGCTCAAAAAATCGCAAACTAG 

YDR486C_homolog 218aa (SEQ ID NO 334) 

MNRLFGTKSTAPKPSLNDAIKGIDERVGSLDVKLSKINSELSTYQQKISRMRDGPGKSALKQKAIK 
LLRQRKQIEAQKDQLENQSWNMTQASMTTDNLQNTMVTINAMKTANKSLKQTYGKINIDELEDLQD 
EMLDLIDKSNELQEALSTSYDVPDDISESELDAELEALGEEIDFENEMAESGIGAPSYLNDTEPTA 
ADKLPTFIDEQPEEAQKIAN 

YDR507C_homolog 4550bp PathoSeq: 1..1424, public: 1524.. 4550; CDS: 
501.. 4547 (SEQ ID NO 335) 

GAATGAGATTTTTTTTTTTACTAAGGGTGCACTACTACTAG 
TTAAAGAAAAAATTTACAGTATACACAAAACACTTTACTTCTC 
TTGGTTTCATAAATTATTAAAAGAAAGCAAATAATTATTGAAATAAATTTT 
TTTTCTTTGGTTTCTTTGAATTTTGCAAACCAATCCAAA 
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TCATTTGTTGACTTTTGAAAGTTTTATTCATCCATATTCTTC 

GTCCAACCAAGAAGAAAACCAATAAACAACATCAATTCCAACTTTGTTTACATCAAACAGAAACAA 

AAAACAGATAATTTATAGACACCTTCATTCATTCGTTATTTTTTTC 

TTTTAATACATTTATCATAAACAAAATTTATATCAATAATGCCACATTCAAGACAACCTTC 

CGTCATCGATTATGTCCCAATCAAATCATAATCATCCACAGAAGATCGGACCTTGGAAATTAGGTA 

AAACTTTAGGAAGAGGTGCCACCGGTAGAGTCTTATTAGCTACTCATCA^CTACTGGTCAAAAAG 

CTGCCGTTAAAGTAGTTTCCAAATCCGAATTACAAGACGAAGAAACCGAGAAAAATGGAGATGGAT 

TACCATATGGTATAGAAAGAGAAATTATTATAATGAAATTATTAACTCATCCTAATGTTTTGA 

TATATGATGTATGGGAAACATCTAAGGCTCTTTATCTTGTTCT^ 

TATrTGATTTATTGGTGGAACGTGGTCCATTACCTGAAGTC 

TCATATTGGGTACGGCTTATTGTCATGCTCTTGGTATATGTCACAGAGA 

TGTTACTAGATTCTCAATTGAATGTAAAATTAGCCGATTTTC 

GCAAATTATTAGAGACTTCTTGTGGTTCACCTCATTATGCTGCTCCAGAAATCGTTAGTGGATTGA 

AATATCATGGAGCTGCTTCTGATGTTTGGTCTTGTGGGGTTA 

GATTACCCTTTGATGATGAAAATATTAGAAATTTACTTCTTAAAGTCCAGGCTGG 

TGCC CGTTGATGAAGTTAGC AGAGAAGCTAGAG ATTTAATTGCTAGAATGTTAGAGGTTGATCC T A 

TGAGAAGAATATCTACTGAAAAAATCTTAAGACACCCATTGTTAACCAAATACCCAATGTCAAACG 

AAGATTTAATCAGTGAAAAATCATTACCACATCCACATACTGGTTACAAATCTTTAGGG 

GAAACATTGATAAACAGATTTTATCAAACTTGACAATTTTA 

TTGTTGATTGTCTTTTGAAAGATGGATCCAATCCAGAAAAAACATTCTATGCATO 

ACAAGCATAATCAAGACGATAAGACTAATAACAATTCACCAAAGAAATC 

AAGTGGTACGCAGTGGGTCCAAATACAGTCTTAATGGAACCCCTAGAAGAAAAAGAGCCAGTCACA 

TAAGTGTGTCAAGACCAACATCTTTCCAATACAAGTCTAATCCTGGCGCTGGTGCAACA 

GAAACTCCGTTGCCAGACATTCTGTGGCTTCCTCGGCCAACAATTCTCCTCGTAAATCACCATACA 

AGTCACCATACAGATCACCTTATAGATCACCATATAAATCGCCTTCTAAGAGATATTCATATAATC 

AATCCCCAACTAAATCTCCTTACGGAAGAAGATCAAATTCACAAAGACAATTTGAAAATGAACCAT 

TAAAGGCAAAGCCAAGAAATAT1TACAATGAGATTGTTGATGCACAAAGCAACTTTTCTC 

CATCGCTTCCACCTTCCTTACCTTCAAAAGATTCTCGTTATATC 

AGTTGCAACAACCTGCTTTAAGTCAAGTCCCTGAAAATC 

TGCAGTCAGCAAAAATTTCTAGTGGAAAGAGAAATTCAATAATAGGAAAGAACAACAACAACAGCA 
ACAGCAACAAGAGAATGTCTAAGAGAAAATCAATTCGTGCATCTATGACCACGGGATTGAAAAGAA 
ATTCCATAACCATGAAATTGTTATCTACTTATGCTAAATTATCAGGTGATGAC 
TGGATAAACAAACAAAAAGAACATCGGCTACTTTTC^ 

AAGACTATGACGAAGAAGACGAACAATTAGTTGATCCTGAAGAAAAGGAAGCCAAGGAATATGAAA 

GGTTAATGGAATTGGAAAGAAAGAAACATGAAGCTGAGTTGAAAGCTAGAAGAGAATTAGAAi^ 

AGAAAAGAAGACAAAAGAGACGTTCCATTTTGAGTTCTAAGAAATTAAGTATTATTGTCAAGAATG 

ATGCTGATCCAAATAATAGTGAACAAGAGTTGGTCGATGAAGGTATAAAACAACCAAAACGTCAAT 

CCAAAAACTTGACCGCTTTAAGAGCATTATCTGAAGGAAA^ATGCATCTGAAGAATTG 

AAGACGTTGAGAATTTGAAGAGACGATCAGCATCACAGCCGGTTCCAAAAAGAAGACAAACTCCGG 

TTTTGACAAGAAGACCTGTATCAAGATTAGATCCATTATGGCAAGCACACGAGAATGAACAGTTAG 

ATAGAGCAAAAGATGCCTTGGAACAAGAATGGAGGGATTCACAAAAGAGAAGTTCTACTGTTAGTC 

GTAAAAAAGTCAACAGAGAGTCGATGATATCAGTTATGGATGATATTGTTGAAGAGGACCAAGGCC 

GTGTCAACAGGAGATCAACACGAAACACTTACTATGAAAGGGAAAGAGACTATGAATTACCAGAAC 

CAACTGTGGAAGATTCCAACTTGACTGATGACTACATGACAGAAATCAGAAAATC 

ACAGTCAGTTAAATGTTAGGGATCCACTTAATGAAAAAAGAAAATCTGAAC 

GCAATGTTCAAATACCGAGTGTTACTAGAAAATCAAGAAATTTCACTACTTCCAACAAAA^ 

CGGTATTGTCTATGTATTCAACAAAGGAATCATACCGTGATTTGAATTCTATAATTAACTCACCAG 

ATGAAAACCCCGAACAGCATCAAAACATGAACAAGCCAGCGTTACGAACCAGTATTGCTGATCGTT 

TGGATAAAGCTGGATTGGCTGAACCAGAATATGAAACTGAGACTGATGGTCAAGATAAAGTGTCTG 

TTATTGATTTGGATGATCATTTAGCTGATAGAAGGACTTCCTATTATGATC 

CATCTAGAGCTTCAACAACTAAACGTTACAATGTTCATTCCAGTTCAGAAAAAAGACCAAAATCCA 
AAGTTCCT^ATTTGCCAAAGAATGATTATGATGACACATTTGTC 

AGCGTCAGTATAAATCGATGGTTTCTGATGAGTCTAGTGCATCTGATGATGTATTTGATAAGATTA 
AATTACCAGATGGTAAATCAACTAAATCTTCCATTGATGAATTGGCTAACGGCACGTCTACAAGTG 
GTCATAGAAAACCAAAGATAAGACATTCTCAACCGGGCCCAGAAATGTTGATTCCTCATTTGAATG 
GAGGTATTGAGTCGTCTCAACCAATGTCTAAAGTTCGTGGTAACAATTCAAGTGGTCATGATGATA 
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GTGTTCCACCACCACCGCCAGCTCACAAGGTGAATAAAAAACCATTGGATGATAAGACGAATTTCC 
CTCCACCAGAAGTGGATCCAAAAAGAAAAGGTTCATTTTTTAGAA 

AAACCATTGAAAATAATACAAACGCCGCCACTAATACCACGACTCAACAACAATTACCAA^ 

CTGAATCAAAAGAGGAGAAACCAAAAAGTTCATTTTTCAGATGGTTTTC 

CTCCTGCTGAAATTAGAAAATTCAACACCATTTTACCTAAACATG 

CTTTATTGAATTCTTGGTCTAATTTTGGTTTGAAAGATTTA 

TTACTGGTGCTATTTCTAAACATAATTCTTTTAATTTAAAGAGTTG 

ATCAAAGAGATTTTAATCAAAAATCAGAAATTGTTTGTGTTAGAGTC 

CTGATACTTTATTTTGTGAAATTGAA 

YDR507C_Jiomolog 1349aa (SEQ ID NO 336) 

MPHSRQPSISSSIMSQSNHNHPQKIGPWKLGKTLGRGATGRVLLATHQTTGQKAAVKVVSKSELQD 
EETEKNGDGLPYGIEREI I IMKLLTHPNVLRLYDVWETSKALYLVLEYVEGGELFDLLVERGPLPE 
VEAIKYFRQIILGTAYCHALGICHRDLKPENLLLDSQLNVKLADFGMAALESNGKLLETSCGSPHY 
AAPEIVSGLKYHGAASDVWSCGVILFALLTGRLPFDDEINIRNLLLKVQAGNFEMPVDEVSREARDL 
IARMLEVDPMRRISTEKILRHPLLTKYPMSNEDLISEKSLPHPHTGYKSLGSVRNIDKQILSNLTI 
LWNDRPEEEIVIX!XLKDGSNPEKTF¥ALLMRYKHN^ 

TPRRKRASHI SVSRPTSFQYKSNPGAGATANRNSVARHSVAS SANNS PRKS PYKSPYRSPYRS PYK 

spskrysynqsptkspygrrsnsqrqfeneplkakprniyneivdaqsnfslppslppslpskdsr 

ymidepnqpqlqqpalsqvpenpivdespdlmqsakissgkrnsiigknnnnsnsnkrmskrksir 

asmttglkrnsitmkllstyaklsgdddweymdkqtkrtsatfaalcdkifnqedydeedeqlvdp 

eekeakeyerlmelerkkheaelkarrelekkkrrqkrrs i ls skkls 1 1 vknd adpnns eqelvd 

egikqpkrqsknltalralsegnhaseeltledvenlkrrsasqpvpkrrqtpvltrrpvsrldpl 

wqaheneqldrakdaleqewrdsqkrsswsrkkvnresmisvmdd 

rerdyelpeptvedsnltddymteirksrllnsqlnvrdplra 

nfttsnkrlsvlsmystkesyrdlnsiinspdenpeqhqnmnkpalrtsiadrldkaglaepeyet 

etdgedkvsvidlddhladrrtsyydgsgkrasrasttkrynw^ 

fvsnsdevhkrqyksmvsdessasddvfdkiklpdgkstkssidelangtstsghrkpkirhsqpg 

pemliphlnggiessqpmskvrgnnssghddsvpppppahkvnkkplddktnfpppevdpkrkgsf 

frklswgskktienntnaatntttqqqlpspaeskeekpkssffrw 

khemstalfallnswsnfglkdlrnixjvgyyitgaiskhnsfnlksckfrikinqrdfnqkseivc 

vrvkgskvttdtlfceiekvllkeggldk 

YER102W_YBL072W_homolog 1121bp public: 1..1121; CDS: 501.. 1118 
(SEQ ID NO 337) 

ACAATACTAGGCACTGTTGAGTGAGTGAGCATTTTTTCTC 
AAAATTTTCATAATTTAGAAGTTTCATTTACAGTCTTTTTTC 

TGTAAAGACAACATGTACTAGCAACTATAATATGATTTACCAATGATTGGGATCACAA 

TTAATATGAATGAGAGAAGGATAGTGAATAAGAGATTACGAAAGAATAGATTCAACAAGTTCAGAA 

TGGTATACAACTAAAATGGAATTATTTTCAAAT^^ 

TTTTAATCGAGAGAAGATCATTAGATCAAGAGTTGGGAAACTAATACCAAGGAAATATCATTAAGA 

ATTAATAGCTTTGCAAAAATTGGTTTTACTCATATTATTTGTT^ 

TGGAACAAAGTTTACTAACAACATTGTTATAGGTAAAAATGGGTATTTCTA 

AAAGATCCGCCACTGGTGCCAAAAGAGCCCAATTCAGAAAGAAGAGAAAGTTTGAATTA 

AACCAGCCAACACCAAGATTGGTCCAAAAAGAATTCACTCTGTCAGAACCAGAGGTGGTAACCAAA 

AATTCAGAGCTTTGAGAGTTGAAACCGGTAACTTCTCTTGGGGTTCCGAAGGT 

CCAGAATTGCTGGTGTCGTTTACCATCCATCTAATAACGAATTGGTTAGAACCAACACCTTGACCA 

AATCTGCTGTTGTTCAAATTGATGCTACTCCATTCAGACAATGGTACGAAAACCACTA 

CTTTAGGTAAAAAGAAGGGTGGTGCTCATGCTGCTCACGCTGCTGAAGTTGCCGATGCCAAGA 

CAAGAAAAGTCGAAAGAAAATTGGCTGCTAGATCTGGTGCTGCTGCCATTGAATCCGCTC 

CTCAATTCGGTTCTGGTAGATTATACGCTGTCATTTCTTCAAGACCAGGTCAATCTGGTAGATGTC 

ATGGTTACATCTTGGAAGGTGAAGAATTAGCCTTCTACTTGAGAAGATTAACTC 

YER102W_YBL072W_homolog 206aa (SEQ ID NO 338) 

MGISRDSRHKRSATGAKRAQFRKKRKFELGRQPANTKIGPKRIHSVRTRGGNQKFRALRVETGNFS 
WGSEGVSRKTRIAGWYHPSNNELVRTNTLTKSAWQIDATPFRQWYENHYGATLGKKKGGAHAAH 
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AAEVADAKRSRKVERKLAARSGAAAIESAVDSQFGSGRLYAVISSRPGQSGRCIXjYILEGEELAFY 
LRRLTAKK 

YFL014W_homolog_l 819bp PathoSeq: 1..819; CDS: 419.. 816 (SEQ ID NO 
339) 

TTCTCCTGTGAAAAGTTTCGAGATGTAACGTTTC 

TACTACAGACAAATTCAGAAGTTTCAACTGCTGCATATCGCCTTAAATGACTGTAGCATTC 
AATTGAGACCCTCAATTACATTTTGTCAAAAAAATTGGTCCCTAGTC 
TGAAGGCAGTTTAGCTTGGAGACATTTAGAGAACTTAGTTACATCTC 
CGTTGATTTACCGTGCAGCGCTTATATTGATTGCTACTTGTT 

TCATAAATAAATTGCCCCGCGGTTGACAGTGTATATCTTCGAGGAATGGCAACCTTTGCCCCCCTC 

TCGAAAAACAATATAAATAGAGTCAATTTCTCTAGTAGAGGTAAATTCTTTGAATCTO 

TCGACATACACCATAAATCCCATAGAAAACTGCAAAATGTCTGACGCCGGAAGAAAAAACATTTCT 

ACTAAAATCAACGAAGCTATAACCCCCGAATCCGAAAAGTCTACCTTGGAAAAGGGCAAGGAACAA 

GTCACCAGTACCCTTGACAAAGCTGTTGGCTCAAATGTTCCAGATAACCAAAAATCTTTCACTCAA 

ACTGTTGCAGACAGCGTGCAACAAGGTTCCGATAATGCTAAAGCTGATTTC 

CAAGCAGAGGGCGAACAAAGACCCTTGCTGAAACAGCTCAAGAATATGTCGAGGTTGCCAAAACTG 

AAATTGGAAAGGCTGCTGAATACGTGA 

YFL014W_homolog_l 106aa (SEQ ID NO 340) 

MSDAGRKNISTKINEAITPESEKSTLEKGKEQVTSTUDKAVGSNVPDNQKSFTQTVADSVQQGSDN 
AKADLKKQSEQAEGEQRPLSKQLKNMSRLPKSKLERSSNT 

YFL014W_homolog_2 884bp public: 1..884; CDS: 501.-881 (SEQ ID NO 
341) 

CCTTCTCCTGTGAAAAGTTTCGAGATGTAACGTTTCGCAGTAATAGAGAGCCAGAATCCATTTTTG 

TGTACTACAGACAAATTCAGAAGTTTCAACTGCTGCATATCGCCTTAAATGACTGTAGCATTCGTC 

CAAATTGAGACCCTCAATTACATTTTGTCAAAAAAATTGGTCCCTAGTGTTGCTATCGATAACGAA 

GGTGAAGGC^GTTTAGCTTGGAGGCATTTAGAGAACTTAGTTACATCTCATCTTCCGTTTC 

ATCGTTGATTTACCGTGCAGCGCTTATATTGATTGCTACTTGTTCCCAGCACCACAGCAATATAGC 

AATCATAAATAAATTGCCCCGCGGTTGACAGTGTATATCTTCGAGGAATGGCAACCTTTGCCCCCC 

TCTCGAAAAACAATATAAATAGAGTCAATTTCTCTAGTAGAGGTAAATTCTTTGAATCTTC 

TTTCGACAAACACCATAAATCCCATAGAAAACTGCAAAATGTCTGACGCCGGAAGAAAAAACATTT 

CTACTAAAATCAACGAAGCTATAACCCCCGAATCCGAAAAGTCTACCTTGGAAAAGGGCAAGGAAC 

AAGTCACCAGTACCCTTGACAAAGCTGTTGGCTCAAATGTTCCAGATAACCAAAAATCTT^ 

AAACTGTTGCAGACAACGTGCAACAAGGTTCCGATAATCCTAAAGCTGATTTC 

AACAAGCAGAGGGCGAAGCAAAGACCCTTGCTGAAACAGCTCAAGAATATGTCGAGGTTGCCAAAA 

CTGAAATTGGAAAGGCTGCTGAATACGTGAGTGGAGTTGTCACCGGTGCTACCGAAGGTGCCAAAA 

CCGGCGCTGATAGTACTAAAAAATAG 

YFL014W_homolog_2 127aa (SEQ ID NO 342) 

MSDAGRKNISTKINEAITPESEKSTLEKGKEQVTSTLDKAVGSNVPDNQKSFTQTVADNVQQGSDN 
AKAD L KKQ S EQ AEGEAKT LAET AQ EYVEVAKTE I GKAAEYVS G WTG ATEG AKTG ADSTKK 

YGL011C_homolog 1244bp PathoSeq: 1..1244; CDS: 501.. 1241 (SEQ ID 
NO 343) 

GAAGGGCACCATAATGAAATCGACTCACTTGAGGATTATAATGG 

TAGTGCCAGGATGATTAGGATCATATATTGGGGTGTTTTCTCGAGTCTTGGTATCGGTTGTAAACG 

TATCTGTTTCACTTATCAGTATCGTCATTTATATTAACTACTTTTCTC 

AAACAAAGAAACAAAACAACAAAAAAGAAGTAGTAGTTTTGAAAATTGTCAATAAA^ 

AATGAAAGAATGATTGAATGAAAGAAAAAAAAAATATGAAAGTGAGTGCGACATAATGTAGAAAAA 

TGTCGAATGTCTTGAACTTTACCCATTGAGTAGTTGTTGTAGTGTAGGAGGAAGAAAACAACAGAA 

AGAAAGAGAGAAAGAAAAATTTCGCCACTACAAATATTCAACAAGTTTCATATAGTAATATAATCC 

CAATTGATCATTACTTTATTCCACACAATO 

ATATCACTATTTTTTCTCCTGAAGGTAGATTATACCAAGTAGAATATGCTT^ 
CAGCAAATATCACCAGTTTAGGAATCACAGGTCAAGATTCTGCCGTTATTATATCACAAAAGAAGA 
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TCCCAGATAAGTTATTAGATCCTAAAACCGTGTCAT 

TGGTTGCCACTGGATCAATTGCTGATGCTAGAGCTCAAGCCATGAGAGCAAGATCTG 
AATTTAGATATAAATATGGTTACGAAATGCCGGTGGAAAGTTTATCAAGAAGA^ 
CTCAATTGTATACTCAAAGAGCTTATATGAGACCATTGGGTGTTGCTTTAACTO 
ATTTTGCTGATGAAGGTAGAGGTCCACAAATTTTTAAATGTGA 
TGAAAGCCGTGGCCACTGGTCCAAAACAACAAGAAGCAACGACnTATTTAGAGAAA 
AAACCGATGCTGTTAAAGGAGATTGGCAAAAAACTGTTGAATTT 
. TGATTGGAACTGAATTCAGAAAAAATGATATTGAAATTGGTGTTC 
TTTTGACACCAGAAGAAATAGACGAAAGATTGATTTCAATAGCTCAACAAGATTAG 

YGL011C_homolog 247aa (SEQ ID NO 344) 

MSNS AGFDRHITIFS PEGRLYQVEYAFKAINS ANITSLGITGQDSAVI I SQKKI PDKLLDPKTVS Y 
IFKITPS IGMVATGS I ADARAQAMRARSEATEFRYKYGYEMPVES LSRRMANISQLYTQRAYMRPL 
GVALTFIQVDFADEGRGPQIFKCDPAGYFTGVKAVATGPKQQEATTYIjEKKFKKTDAVKGDWQKTV 
EFAI I ALS SVIGTEFRKNDI EIGVATEGEFRILTPEEIDERLI S I AEQD 

YGL031C_YGR148C_homolog 968bp PathoSeq: 1..968; CDS: 501.. 965 (SEQ 
ID NO 345) 

CATTGTAGGTACACCTGTTTTTGCTCAATGTACACACACACGCACCAGCAGTAGGAAAAAAAACAA 
AATTAAATGAAAAATCATTTTCGTTCAATATTAAGCTTCOTAAGATAAC 

TGTGACATACCATATAAATAAAGCTACAAATGGGGATAACTATGTATTTAATGATAAATGAATGGA 

AGACCAGAATGTATAATGTTATAAGATAGTGATTTATATTGAAAACACCCTTAAAAA 

CCCATCTAACCGTCGAATTGGAAATGTCAATTTAGTTAGCATCGAAAATCAACAAAGACATGGGGA 

ATCATTTACATATAAAATAATGAGAGAGAATTACAAACTGCTACGTTATGTTTO 

TTGTOCATTATGTCTTGTTCATTATGTCAAAAAATCTATAGTTACCTACCTC 

GTCTGAAATACTAACATTTTTTTTATTTATAGTGAAAAATGAAG^ 

GTTCTAAAATCTACCCAGGTAGAGGTACTTTATTTGTCA 

AATCCTCAAAATCTGCTTCTTTATTCCAACAAAGAAAGAACCCAAGAAGAATTTC 

TGTACAGAAGACACCACAAAAAAGGTATTTCTGAAGAAGCTGCTATVAAAGAGAACCAGAAAGA 

TCAAGCACCAAAGAGCTATTGTCGGTGCTTCTTTGGAATTGATCAAAGAAAGAA 

CATCTGACAGAAAAGCTGCTAGAGACTCTAAATTAGCTAAAGACAAAGAAGCTAAAAAAGCTGCTA 

AAGCTGCCAGAAAAGCTGAAAAGGCTAAGGCTGTTGCTTCTGGTGCTTCTGTTC 

AAGCTAAAGGTTCTTTCCAAAAAGTTAAAGCTACCTCCCGTTAA 

YGL031C_YGR148C_homolog 155aa (SEQ ID NO 346) 

MKIEVDSFSGSKIYPGRGTLFVRGDSKIFRFQSSKSASLFQQRKNPRRISWTVLYRRHHKKGISEE 

AAKKRTRKTVKHQRAIVGASLELIKERRSQKPSDRKAARDSKI^^ 

SGASWSKQQAKGSFQKVKATSR 

YGL043Wjiomolog 14 18bp public: 1..436, PathoSeq: 437.. 1418; CDS: 
501.. 1415 (SEQ ID NO 347) 

AATCTACCATTAGGCAATGTCATATAATTTAGATTACGAACAGCTGATGACGCAGTTTCATTATCT 
CCATAATTTATAATGGCATACCCTTTGGATTTACCTGTT 

AATACTGGTCCAACTGATCTTGCAATATCCCGCACCTGTTCTTCAGTGTAATCAAAT^ 
CCTATTGAAACACAAGTGCTTTTAOTATCCATATTTAGTTTGAGCTGCCTA 

GGTAACAAAAAACTATAATTATTTAACAAATTATCGATAGAATCTCTTCCAAAGTACAACCAATTT 
CGATACATTTTTTTCTATGAGATGTTTTTOT 

ACCTGAACCTACCAGTTCAGTTCAGTCTAAAAAATTTTTTATTTATO 

TTTGCATATATTACTAATATTTATCTTACCCTTTCATCATGGATACAAAGGAAATA^ 

TATCTAATCTTGAAAAAGCAGTAGATGACACCACCATTTTAAAGTTGTTGAATATCTTC 

GGGTTAAACCATCCGAAAAACTCTTGAGAGAAACCAAAGTAGGTGTAGCTGTCAACAAATTCAGAA 

GTCACGACAGTGCCGAAATCAACGGTTTAGTTAAAAAAATGATCAGAAATTGGAGAGATGCCGTGC 

AAGCCGAAAAGAACAACAAAAAGAAGTTAGCAATAGCAGCTGGAACAGGAACAGGAACACCTTCAA 

GCTCAGCAATTTCGCCATCATCATCGGCTTCTGGAAGTACAACACCAAAACCATCAGAGTCAACCA 

CACCATCGGCTGCCCGTAAAGGTCCAAGAAATCCAAAAACTGACGGTGTAAATACTCAATTATACG 

AAAATGATACCAGAAATGCATCGGTTAGTGCTTTATACACGTCGTTAGCAGTTGATCGTGACGATT 
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CACCAAAACACATTTTGAGAATAGCTATTGAAATCG^ 
AAGTAAGTGACAGTTATAGAAATAGGTTAAGAAGCTT^^ 

CAGAATTAAGAGAAAGAATCTTATCGAAACAAATTTTACCTGCTGCGTTCATTAAAATC 
ATCAAATGGCTCCTCAGGCATTGAAAAAGG 

CTCAAGGTGCTACTGAAAAGAGAGCAGTGACCGATAGATTCACTTGTGGCAAGTGTAAGCACAAGA 

AGGTCAGTTATTATCAAATGCAAACCAGATCAGCGGATGAGCCTTTAACTACATTO 

AAAATTGTGGCAATAGATGGAAGTTTTCATAA 

YGL043W_horoolog 305aa (SEQ ID NO 348) 

MDTKEI RSTVSNLEKAVDDTTI LKLLNI LNDGVKPSEKLLRETKVGVAVNKFRSHDSAEINGLVKK 

MIRNWRDAVQAEKNNKKKLAIAAGTGTGTPSSSAISPSSSGSGSTTPKPSEST^ 

TDGVNTQLYENOTRNASVSALYTSIAVDRDDSPKHILRIAIEIEAEVYKSEYSKVSD^ 

TMNLRNKKNPELRERILSKQILPAAFIKMTPNEMAPEALKKEIEKLHKQNLFDAQGATEKRAVTDR 

FTCGKCKHKKVSYYQMQTRSADEPLTTFCTCENCGNRWKFS 

YGL103W_homolog 1301bp public: 1..688, PathoSeq: 689. ,1301; exon 
1: 501.. 548, intron 1: 549.. 899, exon 2: 900.. 1298 (SEQ ID NO 349) 
ACATTTATTGTTGGCTATACTTTCCCAGTTTTAAAGGAATGGTTAGGCGGGT 
TTTACTGTAATGTGTTGTGCCAGTGTATGGTTTATCAAGACT^ 
CATTCGTACCAGGAAGTCTGGAATTAAACGGTAGTTACT 

TTGTGTCTAAAGTTGCGTTAGGGCTAAAGCCCTAATCAATAGTAGTGTACTTTGTTTC 

AATACATGCAAAATACTGCATATTAGAATTATAAGGGAATGAAAATGAAAAAAAAAAGAAT 

TGTAGATCGCATAGTGTGAGCGCGCACACACACACAAACTTTGTAGTGCTACAGTTTCTCTCTTTC 

CCATACACTCTCGCAGTCGCACGCTTGACAAAAGTTAATTAGAAATAGAAAAATTTCTC 

TTGAGTTTTCCACCATAATCAACTAGTAATAACCAACAATGCCTACTAGATTAACTAAAACCAGAA 

AACACAGAGGTAATGTTTCTGGTATGTACAATTTCACTAAAGTTTTAACGGATC 

ATGTTCAAGGACATATGGAGATTTAGAGAAAACATGGAAAACTAATCGAAAATGAATAATGAAT^ 

AAAATTTTTTAAACTGAATATCAGAATAGACACAACACAACAGATC 

TCATACAACCAAAGCAATGAATATGAGTAGTTTGGGAAACCACAACATACGAGTTATTTTO 

CAATCAAGTTTATCATTTACAGAAGACAGTTCCATCAATATGTCCAAAATACTCTTTGAAGTCAAT 

TAAAGTCAAATGAACGAATTACTAACTTATTTTTTT 

ACAGAAAGCACCCGGGTGGTAGAGGTAAAGCTGGTGGTCAACATCATCACAGAACCAACTTGGATA 
AATACCATCCAGGTTACTTCGGTAAAGTTGGTATGAGATACTTCCACAAACAACAAAACCACTTCT 
GGAGACCAGAAATCAACTTGGACAAATTGTGGACTOTGGTTGATTC 

TGAGCAAATCATCTGCTTCTGCTGCTCCAGTCATCGACACCTTGGCTCACGGTTACGGTAAAGTTT 

TGGGTAAAGGTAGATTACCAGAAGTTCCAGTCATTGTCAAAGCCAGATTTGTTTCTAAATO 

AAGAAAAAATCAGAGCTGTTGGTGGTGTTGTCGAATTAGTTGCTTAA 

YGLl03W_homolog 149aa (SEQ ID NO 350) 

MPTRLTKTRKHRGNVSAGKGRIGKHRKHPGGRGKAGGQHHHRTNLDKYHPGYFGKVGMRYFHKQQN 

HFWRPEINLDKLOTLVDSEKKDEYLSKSSASAAPVIDTLAH^ 

LAEEKI RAVGGWELVA 

YGLl47C_homolog 423bp PathoSeq: 1..423; CDS: <1..420 (SEQ ID NO 
351) 

GCTATCAAAATCACTGTTCACAATGGTGACAGAAAACACGTTGCTC 
TTCATTGCTAACTTGATCACTGGTGTCACTAAAGGTC 

CATTTCCCAATTAACGTTAACATTATTAAAAAAGATGGTCAAGATTACGTTGAAATTA 

TTGGGTGAAAAAAGAGTTAGAGAAGTTAAAATCCATGAAGGTGTCACCATGGAAATTTCTT 

CAAAAGGATGAATTGATTGTTTCTGGTAACTCCTTGGAAGCTGTTTCTC 

CAACAAATCTGTCGTGTCAGAAACAAGGATATCCGTAAATTCTTGGATGGTATTTATGTTT 

AGAGGTACCATTGTTGAAGAAATCTAA 

YGL147C_homolog 140aa (SEQ ID NO 352) 
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AIKITVHNGDRKHVAALRTVKSLIANLITGVTKGYKYKMRFVYAHFPI^ 

LGEKRVREVKIHEXSVTMEISSTQKDELIVSGNSLEAVSQNAADIQQICRV^ 

RGTIVEEI 

YGL213CJiomolog 1655bp PathoSeq: 1..1655; CDS: 501.. 1652 (SEQ ID 
NO 353) 

GATGATCGCTAACAAGGTACCCGATTTATTCATCAACAAAGAAGCTACTTCATAGAA 

AACCTTAAATAGCTTGTAGTTTTTATGATTGGGACTAATTGTGCAGC 

TGCATAGAATAAATCGGTATTATTACGGCATACCAATCGATTGTAGGGGGTTGAA 

TTCTGGGGTTGTTGCATTTCCAGTCCATAAACGTTGAAACACAAATTC 

GAATTGATCAGATGATCCTATGGGTGGCATTGTTAAGGTTGTTC 

TTGTCGTTGTAGCAAGAAGAAAAAAAAAAAGTGTCTTCACAAGTCTTGGACTC 

CCACAAACTCAATTTCAATTAACTATCAATAATCCAATATGGGTAAACAGTATATATOT 

GTGCATCTCAGGCTCATAAGCTGGATATTCTTGGTGTAGCTATTACCAATAAGTTCACTC 

TGTCTAGTGATGGATATGCGAAATTTTGGGACAACAAGCAAGACGAAGTT 

TTGTCCAACTGGTATTTATAGATAAAAGCGGAATCCATGCGGTGGCTGCTTACGAAAATC 

CAAGCTCTACATTGAAAGTGACATTATTAGCATTTGCATGTT^ 

ATTATATCAATGATGACTTTTCAACTATCGAAAGTCTAACTGATGATA^ 

ATTGTTGGACCCCTGGCTTTTATCGCGATC^ 

CCAATGGCACTACAGAGGTTCATTTATTGAATATTGTTGATC 

TTGAAAAGTTTGGGCAATTAAAAGGAAACTCTTCTTCTTTCC^ 

CAGAGAATAAAAAATGTGCTGTGGGGTACATCAATGGTGATGTCTTGTTATATG 

TGAAATTGATATACACATTTCGTTCGAGTGATTTGGTGACC^ 

TACCTAGGGTGTTGGCATTTTCCCCTGGTGGAACCTTGTTGGCTGTC 

CTGGGTCAATTACATTATACGACGTTGAGCATGGTGAGAATGTGGGGTCT^ 

ACTCGGCCAAATCTGTTGTTGGTGGGTTTGCACATC 

AGGAAGGTAAGCACTTGGCTAGTTGTGGATTTGACAAATGCATAA^ 

GCGAAAGGGAAGCAACAATTAGTATATCTATATCAGACTTAGATGATACTACACATAATGATCAAG 
ACGAGAGTGTCGCOTCTGGTGTTGCTTTTATTAAAAA 

GCAATGAAGGATTATGTGTCGTGAGTTTCGATAGAGGAATAAGATGGTACCGAGAGGCAGGAGGAA 
TATAG 

YGL213C_homolog 384aa (SEQ ID NO 354) 

MGKQYISTVSASQAHKSDILGVAITNKFTVSVSSDGYAKFWDNKQDEVHSPKEFVQSVFIDKSGIH 
AVAAYENVLPSSTLKVTLLAFACFNGSIIFRYYINDDFSTIESLTDDIKSFESNCWTPGFYRDPES 
KQDYFITTKTNGTTEVHLLNI VDENEKAVITFEKFGQLKGNS S SF PNSLAI CPTENKKCAVGYING 
DVLLYDFVSLKLIYTFRSSDLVTSRNSQSTSIPRVLAFSPGGTLLAVARDNQAAGSITLYDVEHGE 
NVGSLATPSHSAKSWGGFAHQGWILGLSFDEEGKHLASCGFDKCIRVWNLETSEREATISISISD 
LDDTTHNDQDESVASGVAFI KKGVRGGSGGDSNEGLC WS FDRGI RWYREAGGI 

YGR085CJYPR102C_homolog 1418bp public: 1..1418; exon 1: 501.. 503 , 
intron 1: 504,. 896 , exon 2: 897.. 1415 (SEQ ID NO 355) 
ATAGAGATGCTTATTCTGGTGGTTCAGTTAATTTATATCATGTCACTGAACAAGGTTGG 
ATGGTAATTTCAATGTTGGTGATCTCTTTTGGGA 

TAGATGGATAAAGTAAGTTGATTGTATAAAAAAAGAATGGATTCATTAATAT 

GATAATAAACTACAGTAACTATTATGCAACAATTGAAAGTATCCTGTGTCACGTGATTAGGGCTCA 

AAAGCCCTAACAGGTTGCACGTGATGTTGATTTATTTATCCCTGCACACAT^ 

TGGTGAAAATTATTAGTGAGACGATGTTGTTCGCATTTTACCACACACTCTCACACTGAGTGTAGT 

CATACTAACAATCTTCTCACACTATACACAAAAAAAATCTTTC 

GTTTTCTCAATAGTATATCCATACAATAACTGCCAAAGATGGTATGTTCAAGTGTTTAAAGAGATC 
GAAATGTTTTGTTTTAATTGGAAGTGATATCATAATGA 
AATTAATTGAAAGAGTTTTCTTTTGGGGAAATGGGTTCAA 
TTATGTCAGATGTGAAGAAGAGTAAATATAACAAGAAGTTCAAATCATO 

ACAACGATTATCAATTACAGTCAACGAATAGAATAAAACAAAAGCCAGCATATAACAGATACCAGT 
GATTCATCCCAGTGATATAAATAATGATATTCAATTAAAAACAATATTAAGACATTTTTT 
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GTATCAACAAAATACTAACTTATCTTTCTTTT 

AATTACGTATTGAAAAATTAGTTTTAAACATTTGTGTTGGTC 

CCGCCAAAGTTTTAGAACAATTATCTGGTC^ 

GAACTrTCGGTATTAGAAGAAATGAAAAAATTGCCGTCCACGTTACTGTC 

AAGAAATCTTGGAAAGAGGTTTGAAAGTTAAAGAATATCAATTAAGATCTAAAA^ 

CCGGTAACTTTGGTTTCGGTATTGATGAACATATTGATTO 

GTATTTACGGTATGGATTTCTACGTTGTTATGGGTAGAGCCGGTGCTAGAGTCACCAGAAGAAAGA 
GAGCTAGATCCACTATTGGTAACTCTCACAAAACCAACAAAGAAGATACCATCCAATGGTTCAAGA 
' CCAGATACGATGCTGAAGTTTTGGATAAATAA 

YGR085C_YPR102C_homolog 174aa (SEQ ID NO 356) 
MSDKSQNVMRELRIEKLVLNICVGESGDRLTR^ 

VHVTVRGPKAEEILERGLKVKEYQLRSKNFSATGNFGFGIDEHIDLGIKYDPSIGIYGMDFYVVMG 
RAGARVTRRKRARSTIGNSHKTNKEDTIQWFKTRYDAEVLDK 

YGR118W_YPR132W_homolog 919bp PathoSeq: 1..919; CDS: 482.. 916 (SEQ 
ID NO 357) 

TATTGCGTAATCGTTATCAATGTTTGK5ATTGTTGC 

AGTAATTGTTTAAAAATAATCGATGCAGCAGTCTGCCACTAAATAAATAAAATGTCATATTGACA 
GATAAGGATTTATCAATACTGTTAGGTCTATAGCCCTAACTTTAATCATTTACACGTGATACAAAA 
AAGTTGTTTGATCCCGCACGACTATGAGTACGCACTCACTAATTATAGCCTGAAAAAAAA 
CACATAGTAAGGGGATTTTGTATGGTGGTGCGCTCGCCTAAGACGTCTC 

CACACTGATATAGGGATGTTGTGGTAGTGATTGTGTGTTCCCACCAAATAACTTTGCGGACACTCT 
CATATACTCAATTTTTTTCTTACAAAAATT1TTTTTCTTC 

CAATTCAACAACATCAATCATGGGTAAAGGTAAACCAAGAGGGCTTAACTCTGCTAGAAAATTAAG 
AGTTCACAGAAGAAACAACAGATGGGCTGATCAAGCTTATAAAGCTAGATTATTAGGTACCGCTTT 
CAAATCTTCTCCATTTGGTGGTTCATCTCACGCCAAAGGTATCGT^ 

ATCTAAACAACCAAACTCTGCTATCAGAAAATGTGTCAGAGTCCAATTAATCAAAAACGGT^ 
AGTCACTGCTTTCGTTCCAAACGATGGTTGTTTGAACTTTGT^ 
GGCTGGTTTCGGTAGAAGAGGTAAAGCTAAGGGGGATATTCCAGGG 
AGTTTCCGGTGTCTCTTTATTAGCTTTATGGAAAGAAAAG 

YGR118W_YPR132W_homolog 145aa (SEQ ID NO 358) 

MGKGKPRGLNS ARKLRVHRRNNRWADQAYKARLLGTAFKS S PFGG S SHAKGI VLEKIGI E SKQPNS 
AI RKCVRVQLI KNGKKVTAFVPNDGCLNFVDENDEVLLAGFGRRGKAKGDI PGVRFKWKVSGVSL 
LALWKEKKEKPRS 

YGR277C_homolog 1164bp PathoSeq: 1..724, public: 724.. 1164; CDS: 
196.. 1161 (SEQ ID NO 359) 

AATOCATTTGATCTCTAAGAAGATGAACAGGCCTTGAATGGGAG 

ATGTGGTTGGAAAAACTTGAGTCCTCAAAAAGGTTCTCTCGTAAAA^ 

ACCAAACCCCCACCACCAACCTAACCTTTTCCTTCCATC 

TTGAATCCAGTTATATTCATTAAAGATCCTATAAAATACGATTATTCACAATTTATTATAT 
CTCCCGAAATTCATTAATTGTAATCGTATTGATTTAGTTATACTTTGTCAAATCACCGAATCAAAT 
CAATTGAATGAAATTTTATGTTTTTATTATCAATTAATTCGT 
GATGGAGATACCGACAGTTTGCCTATGTTTGATTATC 

TCAACAAAAAAATTGAATCAATTATGTTTAAATAATTGGAATCATGGATAT^ 

AATGATAACAGTACTAACTTGTCATCTTTGCCATTGTCAATAACACAAAT^ 

CGAACAATCCAATCAAGAGCAAATAGTAGTAGTGCTTATAATGATC 

AGTCGGCAATATCAACAATTTAAAACTACTGCTGTAGGTGGAA 

CATAAAATTTTATTATCAATGGCAATTTTTTTAACTTCAAATAAATTAA 

TCTAATTTATTAATTAATAAAAAATTTAAATCTCAATT^ 

GTTATTCAATTCATAAATTTATTATTATTGAGTGAAACCAGTGTTA 

ATTAATGATGTTTGTGGTCCAACTGGTTATATTAATGATATTGATAATTTAAT 

ACTAAATCTGGTGGTGAATTTGTTAACAAATTTCGTAAAGATCATGG 

ACAATAATTAAAGTGATTGGTGGGAATATTGAAGAAAATTCATGGAAAGGTAAATT 
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CTGATATTAGAGAACAAGAATATAATCGATTATTAAATCAATAA 
YGR277C_homolog 322aa (SEQ ID NO 360) 

MIJJPVIFIKDPIKYDYSQFIISLLPKFINCNRIDLVILCQITESNQLNEILCFYYQLIRNHKNNGD 
TDGDTDSLPMFDYRFEINILFmSTKKUffQLCLNNW^ 

IPTIQSRANSSSAYNDEDDKITTSRQYQQFKTTAVGGTFDHLHDGHKILLSMAIFLTSNKLIIGIT 
GSNLLINKKFKSQLQTFNQRQNLVIQFINLLLLSETSVIFFEIYEINDVCGPTGYINDIDNLIISQ 
ETKSGGEFVNKFRKDHGFKLLDITIIKVIGGNIEENSWKGKLSSTDIREQEYNRLLNQ 

YGR284C_homolog 1427bp public: 1..1427; CDS: 501.. 1424 (SEQ ID NO 
361) 

CAAGAGTAAAATCTAAATCGTTCCAATGATTTTGGACAGCTC 

TGGTGGCAGTAGTATTGGTATTAAGTGGGTGGGTCATGGTATTAGAG 

GGTTGTGATTTTTTTTTTCCACTGGTGGTGGTGGTC 

CGTTTCGTTTTTCCTTTGTTTTGTTG 

TTTGTATTAGTTGTOCTTTTTTGTTTTT 

TGTTTTCATATTTTTTTTTTCAGAACAAGAACAAATACA^ 

CCCCAGGTTTTTCTATTTGTTTTTGGGTTTGCCATTC 

TTGAGGAGTATCATTAATTTAAATTATATCAGTTAACAATGTCGTATCGTGGTCCTAA 

GTAATC^CCTCCACATCATGGAATACCTTC^ 

GCAAAAGTCCTTTAGAACAATTTGAAGATGTTGCTAAAAAAGTTC 

TTAAAGTCTTGAAACCATACGTCCCAGCAATTGGTAGAGCATTTTTG« 

ATACTTTAAGAATCTTCACTCAATGGAATGAACAAGTTTATTACTTC 

GGCGTTGGTTGACCGTTTTATTCTTGATCAATAATATTO 

TAATTGCCAGAAAAAAGAATAACATTGCTACTATTGCATTGATCGTTGTTC 

TTGGGTATGGTTTATTGTTTGATGCTCAATTTGTTTTGAG 

TATTAGCATTTTCCGATAGTATTGTTAGAGATAAAAGATCCTTAAACATGCCAGGTTTACCGATC 

TGAACAATCAAGACAACAAAAAGTATTTCCTTTTAGCTGGTAGAATTTTGOT 

TGGGATTCGTCTTTTCTTCTGATTGGTCATTGGGTAGAGTTTTCATTATTATAA 

CTTGTGCTTCAATTGTTGTTGGTTACAAGACAAAGTTTTCAGCTGCTATCATC 

TCTTATACAATGTGTTCACTAACCAATTCTGGGCCTATGCATC 

TGAGATATGAATTCTTCCAAGTTTTGTCAATTGTGGGAGGATTATTGTTA^ 

CTGGTGAATTCTC C ATCG ATG AAAAGAAAAAGATTTATTAA 

YGR284C_homolog 308aa (SEQ ID NO 362) 

MSYRGPNQFGNQPPHHGIPSQPQPHIGPISSSKSPLEQFEDVAKKVEDWIDDYFKVLKPYVPAIGR 
AFLVATF YE1DTLRI FTQVWEQVYYLHNYRHYWRWLTVLFL INNMWMTVASTLVI ARKKNNI ATI A 
LIVWIIQGIGYGLLFDAQFVLRNLSWGGLVIAFSDSIVRDKRSLNMPGLPMLNNQDNKKYFL 
GRILLVLLFLGFVFSSDWSLGRVFIIIIGLTSCASIWGYKTKFSAAIMLIVLFLYNVFTNQFWAY 
ASQD ARRDFLRYEFFQVLS I VGGLLL WNAGAGEF S I DEKKKI Y 

YGR285C_homolog 1876bp PathoSeq: 1..1215, public: 1216.. 1876; CDS: 
501.. 1781 (SEQ ID NO 363) 

AATTATTAGTTGAAAAACAAATCATACCTATTGCCAGAGCTCAAATGAAA 
CTAAAAAAGCATACTTAAAGACTTTTCAAGA 

AAGATAACAATGGGAAACAATATGAGATTGTTGGGATTATAGATCCTATAAATTATAGAGTCT^ 

TCACATTAATTGAAAATACAGATGGAAGCAACAAAGTCGCTAAAGGAGAAGGGTCTATAGAAGTAT 

TAGATATGTCTGCCATAAAAGAATAAAACTAAACTAGACAAGTGTATAGAATCTTTTTTATT 

GATGCTTATCTTAGTTATGTTCCAGAACAATTCATGTTAGGAGAGAGAGAAACGCAATCACTC 

TTTTGCACAAACAAAAAACGAGAAGATGAAGAAGCAAAAAAGAAAATTTTTTT^ 

TAAATCCTCCTACAATTAATTTCATACCAATAAAGAACATGTCTATTGTATTACCATCAGGAACTA 

CTGACGGATTTAAAGCCGTCTCCAAATACTCTGKZCCCAGTGCGTCGTCCAA 

GTTACTTCTTAGCCCACGCCTCAAGAACTTTGCGTGGACACACTTGGTCTC 

AAGCTGAAAAGAATGTTAAACAAATCGAAGTCAACGAAGATGAGGATTTGGGAGATGAAGAACAAA 

GTGAAGAGTTATTAGAACACGATCCAAGAGAATGGAAGACTGCCAATTTATATGCTGTTTTA 

TATCTCATTTGAGAAGTAAAGCCACTGAAGATCAAATCAGAAGAGCCCACAGAAAACAAGTTTTGA 
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AACATCATCCAGATAAAAAATCCGCTA^ 
AAAAArcCTTTGAAGTTATGTTGGACCCAG 

ATGATCCAAAACCACCAGCTCCAAAATCCAAATACGATTTCTTTGAAGCTTGGGGTC 

AAAGTGAAGCAAGATTTTCTACTAAACAACCAGTTCCATTGTTG 

AAGAAGTTGATGCTTTCTACAGTTTCTGGGGAAGATTTG 

ATGAAGATGTTCCAGATGACACTGCCAACAGAGATCACAAACGTTATATTGAACGTAAGAATATTG 

CCCAACAGAAAGAAATTGAAGCAAGAAGATCACAAGAGATTATCGAATTGGTCGAAAGAGCTCATG 

CTGAAGATCCAAGAATTAAATTGTTCAAAGAAAAAGCCAAGAAAGAAAAGGCTGCTA^ 

AAAAAGAATCTGGATCAAGAAAAGCTGCTGAAGAGGCTGCTGCCAAAAAGGCTGCTGAAGAGGCCG 

CTGCTAAGAAAGCCGCCGAAGAAGCCGCCGCTTTGAAAGCCAACTCTAAAAAAGCTAAAGAAGCTC 

CTAAAGCTGCTAAAAAGAAAAACAAGAGAAACATCAGAGCTGCTGTTAAAGACAATAATTACTTTG 

GTGACTCAGCTAAATCTGCCGACATTGATGCTGATGTCGATTTGTTAATCGAAAAATTCGACG 

TCAAATTAGGTGAAGTTGCTGATAAAGTTAAAGATGCTGATGCTGCTTCAGTC 

TTGAAGTTGCAAAGGAATTGGTTGGAGCTK3GTTCTTTAGATC 

AGATTTTTTTTTTGTAGGAAAATAATATATATAGAATGTAAACTATC 

CTGAACTCAAACAAGACTAAACAGCAAG 

YGR285C_homolog 427aa (SEQ ID NO 364) 

MSI VL PSGTTDGFKAVS KYSAPVRRPIEPVGRYFLAHAS RTLRGHTWSEFEKLEAEKNVKQ I EVNE 

DEDLGDEEQSEELLEHDPREWKTANLYAVLGLSHLRSKATEDQIRRAHRKQVLKHHPDKKSASGGL 

ENDGFFKI IQKAFEVMLDPVKRRQYDS IDVENDPKPPAPKSKYDFFEAWGPVFESEARFSTKQPVP 

LLGNLESTKEEVDAFYSTOGRFDSWKTFEFKDEDVPDDTANRDHKRYIERKNIAQQKEIEARRSQE 

IIELVERAHAEDPRIKLFKEKAKKEKAAKKWEKESGSRKAAEEAAAKKAAEEA 

ANSKKAKEAAKAAKKKNKRNI RAAVKDNNYFGDSAKS ADIDADVDLL I EKFDDVKLGEVADKVKDA 

DAASVKSTFVEVAKELVGAGSLDASYLKYFN 

YHR021C_homolog 117 8bp public: 1 . . 537/917 . . 1178 , PathoSeq: 

538. ,916; exon 1: 501.. 503, intron 1: 504.. 932 , exon 2: 933.. 1175 

(SEQ ID NO 365) 

TTTCATTTGTAGGCATTGTGTAGAATGTGGACTGTAGGAA 

ACATCTCAAATTGGTAGTAGAAGAATTCAACCTTGGGACAG 

TGATCAAATAAAATATTGGCTCAACCATTGAAAAGCTATTCTTGACACTTTTTC 

TGGTTGTTTCACAATTGAAAAAAAAAATGTTGAGCCCTAATAGCCCTAATTC 

ATTGCTTTGAGTGAAAAGTGTACATTTGTACACACACAAACAAAAAA 

ATATGCTGCGTATAGTGAGAAATCTTCTTCTCTCTTGCCATACTATCGCATO 

CTCACGAAACCTAATTGGAAAGAAGAAAAGAGAAAAAAAAAAAATTTTCAGTTTTC 

AGTTTTTGAATTATACATATTAGAGAAACAAGTTAACAATGGTATC 

TTATGGAGGGATATTCCTGGATGATCAGAATATCATAATATAGGAGTATACTATTTTACTGGAATC 

AAGATATAATTGAATTGAAATAAAAATTGAATAAGAGGAAGCATAGAATACGGAATGATGATTAAC 

AAATCAGAAAACATTGTACTACCGAATAATGAATTAGGATCAACATATTAATATCAACTACTACTT 

TAAAAGAACAGGAAAATGAGAAGAGAATCAGCATGAAAGTTACCACCTCAGAAAACGTCAAAGAAA 

TATACTTTTGGTGTGGATCCATGTGTTATTACTGAAATCATCGAAACGAATATAACCCT 

CCACATTGACATAACTCAGACACAATCTTTCAAATAAAACATGTAATACTAACT 

TCGTATAGGTTTTAGTTCAAGATTTATTACATCCATCTCCAGCCACTGAAGCTAAACAACA 

TGAAAACTTTAGTTCAACAACCAAGATCTTTCTTTATGGACGTT 

TCACCACTGTTTTCAGTCACGCTCAAACTGCTGTCACTTGTGACTCTTGTTCTA 

CCCCAACTGGTGGTAAAGCTAAATTGACTGAAGGTTGTTCATTCAGAAGAAAGTAA 

YHR021C_homolog 82aa (SEQ ID NO 366) 

MVLVQDLLH PS PATEAKQHKLKTLVQQPRS F FMDVKCQGC LNITTVF SHAQTAVTCDSC STVLCTP 
TGGKAKLTEGCSFRRK 
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YHR141C_YNL162W_homolog 1179bp PathoSeq: 1..1179; xon 1: 

501. .503, intron 1: 504.. 861, exon 2: 862.. 1176 (SEQ ID NO 367) 

TTTATATTGTTTTTTGTTTCTATC 

GTGATGTATTTTTTTTGTTGGTCCTTCTT^ 

ATTTGGAAGGAGCTACCAAAGCAGAAATGATAGCAAAAAAAAACAGGAGACTTTTGGAAT^ 

GTTTAGGGCTCTAGCCCTAATGCCTGTATATAATTGATTGATGCTTTAAAAT^ 

ACAGAAGCGAAAAAAAAAGAGCTGGAAAGTGTGATTAACAACAACGAGGGAAGAAAAAAAACTTAA 

TTAGGTGAACAAAAATTAATGTGTGAGCGTGTACATGCACAATTTTCA^ 

CTAACAAACTCAACCTCCATTGTGAGAAAAGAGATTTTTCTTTC 

TCAGTTCACTAGTAACTTTCGAAGACAACA^ 

AACAATGAGATACAAGATATTCCTCCAATACAAAGAGATTAATGGTGTTTTTGAT^ 
CCATGTGTTTAATAAGAATGATTTGTCA^ 

TGAAACGAATTTTCTGGJGATAGCGTTCAAACAATCAAACCTATCCA 
AAAACAAGTCAATATTATCAAAGATGGAGTTTT^^ 

AAGAAATAGCCAACTATTTGGCACCATTTCCTGTGATCATAGAAATACTAA 

ATAGTTAACGTTCCAAAAACTAGAAAGACCTACTGTAAAGGTAAAGAATGCCGTAAACATACCCA^ 

CACAAAGTTACCCAATACAAAGCTGGTAAAGCTTCTTTGTTCGCTCAA^ 

AGAAAACAATCCGGTTATGGTGGTCAAACCAAACAAATTTTCC^ 

AAAGTTGTTTTGAGATTGGAATGTGTTGTCTGTAAAACCAAGGCTCAATTACCATTC 

AAACATTTCGAATTGGGTGGTGACAAAAAACAAAAAGGTCAAGCTTTAC 

YHR141C_YNL162W_homolog 106aa (SEQ ID NO 368) 

MVNVPKTRKTYCKGKECRKHTQHKVTQYKAGKASLFAQGKRRYDRKQSGYGGQTKQI 

KWLRLECWCKTKAQLPLKRCKHFELGGDKKQKGQALQF 

YIL112W_homolog 3583bp PathoSeq: 1..3583; CDS: 365.. 3580 (SEQ ID 
NO 369) 

GTGCGAATAATACAAGCGATCGTTTGAATAATCCAATGATTAGCT 

TTCCCCTCAAGGACGTAGTACAACAAGAGATGAGAAGGGGTTTGAACTGTTO 

TGACGGTGCAAAAAGATCTACCACCAAAGAAGCACATAATTTTTTC 

CATTAGTGATATCTCAAGCCAAAAATTTTCAAGGGAAAGTTCCCGTAATGTTO 

CAGGCGAAGTTCAATAATAAAAATTGATCATCATACTAATGTGGACGTGTCAACGAAA^ 

TATAAATAGCAGAGATAACAAAACTGAGAAGAATATGACTTTGAGTTC^GAGTCAACCAAACCGAG 

TGTCGAAGAAGTTAGTAAATCTTTGAAACCAACAATTAC^ 

AAAATCTGCCAAAACTAAGGCTAAAGAAGAAAAGGTAACAATCGAAAAAAGTGACAAAACGATTAA 

TTCAGAAGAACGAAAAACGGAACCAATTCAACAAAGCGAGCAACTTTTAACGGACAAAAAGGATAA 

TAAACTGGAACCCAATAGTGAAGTAAATTTGAAAGACAATAATGACGACCTGAAAGCTACAGCTGG 

CTGTGCCCTAGGACCTGATAAGAATACTGGAAAAAACGATTCAGATAAATCAGAAACGACTCAACC 

AAAACTTGCCCGCTCAGAATCATTTGCCGATACATCATTATTGTCTCCAGTTAATG 

TGATTTCAATTTCAATGAGTTAGCAGAGATACCGGAAGCAAAGGATGGTTCAGTTGTC 

TGTGCTGGAGAACATTGATGAGAATGAAAATATTTCAGAAGCTGAAACTGTTAT^ 

TCCACGTCTCGATGAAGGAAAGAAACTTTTACGTGAACAAACAGCAGATGTAAAGAGACATAAATT 

GAAGAAAACAAAATTGAATACTATTTTTAGTTCCGATGAAGAGGAGGAGGAGAT^ 

TTTCAAACTCCAAGAACCAGAAAAACTACCAGAAGATGACCAACATCCTGATTTT 

AGCAACAACAGAAATCAGTAACGATAAAACAGAAGTAAATAAGCCAGAAGTGAAAGAGGTTGGCGA 

GAAAGAGAGAAATCACCAACTAGAAGATAGATTACCAATTAAAAAAGAGAAAATGCGGTCGGAGAA 

TGCAAAGACATCTGAAAACGGTGTCAGTTCAAAATCAGAATCTAAGATTTCAAAGTCGAAG 

ACCTTACAAAGTTAAACGTGATTCAAGTGGTCGATCATTATTACAACGAGCTTGCAAGAAGGGT^ 

TTTTGCAGATGTCCAAGATTACATAGAGAGGGGTGCTAGTGCCAATGAAAAGGATTTCT 

CACATGCTTGCATGAGGCAGCATTGGAAGGTCATACACAAATTC 

TGCTAATGTAAATGCGAAAGCTGATGAAGCTGGTGATTCCGAGACACCATTGATCGATGCAGCTGA 
AAACAAACATCTTGATTGTGTTAAAGTGTTACTAGAAAATGATGCTGATCCTACTA 
TGATGGATTCACCGCTTTAACTAAGATTTATAATGAACATGAAGGAGAAGAAGGATATGATGAAAT 
TATTCAAGTTCTAGAAGAAGCAACTGCAAACTATAACAGTCGTTTACCAAGAGAAGTTCAG 
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ATCAGATGCTCCTATTGGTAGTGGACCAATCATGGAGGATCCAAATGACAACTATTTTGCAGAGCT 

AATTAAAGGTAAGGGAATATATAAATACGCTGCAGAGAATTCAAAAGAGAAAACAGCAGAATATTT 

TGTTGCTGGTCATAATTTAGAAGGAAAACCAGATATTTTAATTTTAGCTGCTAG 

AGAACTTGTTGATATTATACTAGGGCTAAACCCTACACCTTTTAATATTGATACCGAGTCAAGTTG 

TGGTGTTACTGCATTATTGGCCAGTATTGGACGCGGTCATTTTGAAGTTC 

CAAAGGTGCTGATCCATTCAAG^CAAGAAAAAAAGATGGGTTGAATC 

CTCGCCACATTTTGATTCACGGGAAGTTAGTGTAATAATGAAATTCATGGAG 

CAAAATTTTGTCTGGTATTCCGTCAAGGGTAGTATCTCGTGCAACATCTC 

CGTATCATCAGACGAAGATGACGTAGTGGAAGAAAAAGAAATTACAGCACACACAGAAAATAAAAG 
TGCTGAAAAGAAGCTGGAGGATAAAATCACGAAAACAGTTAATGAGCATGTC 
CCACGAGTCTACAGGTCGAAAACTTGAAAAGACTCATAGCAATGAGGAAAGAAAGCGGA 
ATGGTCAGACGATGAACCTAAAGAACCACATCTTTTGAAGAAGTCA 

ATCACTACATAGAGAATTCACTTCTGATGATCACCACACCAGTGAAAGCCATTCAGATTCTTTTC 

AGAAAAAAGAAAACATTTATCGGCAACGCCACCTGCTCCTCCGCCACCACCACCACCACCACCTTC 

TCAAGCAGTTATCAAGGCACAAGAAGAACAAAAAATCAAAGATGCTGAAGAAGCTAGATTGTGGCA 

AGAAAAGGTCGAAGCTAAAAAGAGGGCTCGAAGAGAAATGTTTTTAAAGTCCGAGAAAGAGAAAGA 

GCAGAAACGGAAAGAAGAAGAAGAATTGCGAGCACAAGAAGAAAAACGAATTGCCAAAGCAAAACA 

GGAAGAACAGGAGAGACTTGCTAGAGAAGCAGAAGAGAAATCGAAAGAACTAGAAGAAAAGAAAGT 

GGGGTTGCGACAACAGTTGACATTAGATCATTATCCGGTTGGATTGCGra 

AAACCCAAATATCTCGGCTGTTGATAAATTTTTGCCTTTCTATG 

GTATGCTGTTGATTTGCAAGTCTCCTTGATCACGTCAACGGTTGTCAGCAAGGTTATC 

ACAACCTCATCAGAAGAGAGAAATAAATGCAACTGAAAAAAGCAAATTGTGGAAGCTCTTTTTCAA 

GTTTATTGGTATTGATCCTAGGAATCCAAATTGTGATCAAAGAAGCTCAA^ 

ACAGTTTCAAAATTTGTTGCTTCATTTTC 

TCCAGAAGTACACTCAAAAGCAAAAGATAACCAAATTGATGTTAGTTTAGAGTCTTTGAGTC 

TTCTGATTGCGTCAAGGATGATATAATAGTTGATGGAAATCTTGAAATTC 

AATCGAAAAGTTTATTCCTCCTCATTTCAA 

AGCACACCCACTATGGTGA 

YIL112W_homolog 1072aa (SEQ ID NO 370) 

MTLSSESTKPSVEEVSKSLKPTITKKTSFTDYLKSAKTKAKEEKVTIEKSDKTINSEERKTEPIQQ 

SEQLLTDKKDNKSEPNSEVNLKDNNDDSKATAGCALGPDKNTGKNDSDKSE 

SLLSPWESDTDFNFNEIJU2IPEAKDGSWAANVSENIDEN 

EQTADVKRHKLKKTKLNTIFSSDEEEEEIQEPDFKLQEPEKLPEDDQHPDFQNSKATTEISNDKTE 
VNKPEVKEVGEKERNHQLEDRLPIKKEKMRSENAKTSENGVSS 

SLLQRACKKGNFADVQDYIERGASANEKDFCGFTCLHEAALEGHTQIVKYLIENGANVNAKADEAG 

DSETPLIDAAEI^ILDCVKVLLENDADPTIFNIDGFTALTKIYNEHEGEEGYDEIIQVLEEATAI^ 

NSRLPREVQFVSDAPIGSGPIMEDPNDNYFAELIKGKGIYKYAAENSKEKTAEYFVAGHNLEGKPD 

ILILAA1WGHTELVDIILGLNPTPFNIDTESSCGVTALLASIGRGHFEVVDSLLSKGADPFKTRKK 

TCLNALEIAQHSPHFDSREVSVIMKFMEKKSGTKILSGIPSRWSRATSRAPSVPVSSDEDDVVEE 

KEITAHTENKSAEKKSEDKITKTVNEHVSNRKPHESTGRKLEKTHSNEERKRKREWSDDEPK^ 

LKKSKSDLKLKSLHREFTSDDHHTSESHSDSFAEKRKHLSATPPAPPPPPPPPPSQAVIKAQEEQK 

IKDAEEARLWQEKVEAKKRARREMFLKSEKEKEQKRKEEEELRA 

EKSKELEEKKVGLRQQLTLDHYWGLRYCKFIX5NPNISAVDKFLPFYVFVIDDKKYAVDLQVSLIT 
STWSK^NTVQPHQKREINATEKSKLWKLFFKFIGIDPRNPNCDQRSSITOGQKQFQNLLLHFVE 
VDLAEEFLKEFPEVHSKAKDNQIDVSLESLSGFSIXn/KD^ 
RKD I IRTVSTL AH PLW 

YIL148W_YKR094C_homolog 659bp PathoSeq: 1..659; CDS: 501.. 656 (SEQ 
ID NO 371) 

TAGTTTCTTTTGGCGGTATATCCTCACTCATGATTGATGTATTTC 

GAAACAATAAGATTGATTGATAGATTTGGTTGTAATTAATC 

TCGTGTCTCGGTCATTGAGGTTGGGTAAATTGTTTTTCTTC 

CATGCAAATATGATGTCGCTCAA1TGCGACATACTACTTAGGGCTATAGACCTATTGCACGTGCGT 
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TAGTTTTAAACCTAAAAAAACAATTTTGTG 

TTGACGTACAAACCTTCACAGTTCACGCACACTTTTGTCGATTCTCAAACCTCTCTC 
GTAGGAATGAAAAAAATTTTGGTAAAGGCGAAAAAAAAAAAAAA 
CCCTTTTTGATTACTACAATAGATTAAAGTAACT 
CTTCAAAATACAACTGTGAAAAATCCATTTGTCGT^ 

CCAACTGTCGTAAGAGAAAGTGTGGTCACACCAATCAATTGAGACCAAAGAAGAAATTGAAGTAG 

YIL148W_YKR094C_homolog 52aa (SEQ ID NO 372) 
MIEPSLKALASKYNCEKSICRKCYARLPPRATNCRKRKCGHTNQLRPKKKLK 

YIL15QC_homolog 2297bp PathoSeq: 1..1162, public: 1163.. 2297; CDS: 
501.. 2294 (SEQ ID NO 373) 

ACTCAGCCTTTTGAAATTCACTTTTGGTAAAAGGATATGTAATTGAATCC 

CTAACTCCATATTGTTGTTCCTACCCTCTTGCGATAGAGACTTTGATCGTGA 

TAGAGGTATGGGTAAGATTATTTTCACCACCGTT1TCCTTTAGCAAATAGTCTAAA 

AATTGTTGAGTTTCGGTACATCATTAGCTATCTTTTC 

TGGAAATAACAAGTTAACAGCGTGTTTTGTTGGTTTGTT^ 

GTGTGTGTTTGTTTTTTTTTTCT 

TCTTTTCATAGTTTTTTTTTTCCATACATAACCT 

GGCAACAACAAAGAAAGAGAATTTGAACTAATCCGAAGATGAACGACCCCAGAGATGAACAAATTG 
ACTCCGATGATGTATTAACAGAAGATTCATCTGATGAATTGA 

TGAAATATGCAGAATTAAAGAAGAACAAAGCCTTGAAAAAACGTCGTTCACAGTCACCACTGGAAG 

ACATGCTGAATAAACAGAAACCCCATCAACCGGAGGTCCCCAGAACCCCAGAAAAAGCTAAAGTCC 

ATTTGGATAAGGTAGTAGAAGAACCAAAGCAAAGAATTTTTACCAAGAAGGAGCCTCG 

AGATAAAAGAATCAAACTTCTTAAACAAACTCTACGAGACAAGTAATAAGCATGATAAAGAAGATG 

CCCATAAAATAGATTTCAGTAAAAGAAGGTTTGAGl^ 

AAGACGTTGTTGATGATTTAGAACCGATATCCAAGCTTTACTTGCGCAGAAGATACCT^ 

TGCAAATTGCCGACATTATTGCCGAAACTGATAGCAACATGAAATTCCTTAAAATTC 

TAGCGAAAACCCATAAATCAAACAACTATGCTGAACCCAAGTATTGTAATTGGTGTCTO 

TTGTGGTGCGCAAGGACCCAGTGCAGGTTGCTGCCAACAACTCTAAATACATCAAGTTC 

GAAATTTTATGAATTCTGTAGACTTGATGC 

AACCGGGTGATTTATTATTCATTTTGAATCCATTGATCAACAAGTATC 

GCCAGTTTCAGTCTGGGTTC^TTTGAAAGTAGAAAACACCAATC^ 

GATCGTTAAGAGATTTTGGGTTTTGCAAGTTTACT^ 

CCATCAACACAAGGACGCAAGAATTCTGCGATATACATTTGGATATGAAGTTTAAG 

GAATGGAATTAAATGGAAGTGTTTCGATTAGATCCCCGCAAAAAAACAAGAAAAAGATGTACATGA 

ATAAAAATGGGTCTGGCITTATTAAGCAATATAACGAGGAGAGTACTGTTATAGG 

GTTCTCCTCTTGATCCAAAAAGGTACCAAGACCCGAAAGTACTCCAGAACCAAATCAAGCGGCGCA 

AACTAATAGACGACAAGGCAAAGGAGATGCTTGAACAAAAGCTATCGAAACTAGGTTC 

TATTGAACAATTTACAATTATCTAAGAAAGAAGCAACAGATAAACTTGCGA 

GCAAAGGATTCACCAACACAATGATTTCACATATTGGGTTTGATC 

AAAATAGTACCCTGCTTGGCAGCAAGCTGATGGAAAAATCTCGAGCACGGGAATTGCATGATTTGA 

GTGTTGAAACATCTGGTCATAAGTCGTTGTCTTCGTCTAAACAAGATCGCCAGTCGAAAG 

AATGGAACACGAATATCAGAACTTTACAAAATTACGATCGACGAGTTGCCAGCCACTCCTTC 

CCTCTCGTCGGTTACAGAATCTTGTAGGAAAGCAAACACACGCTACACTAGTAGATAAAAGGAAAA 

GAGTGGTTGTCTCAGATGATGAACAACCGGGGATGGAAGAAGATGAAGAAGACATTGAAATCCAGT 

TTGACGACGAAAAGTCTAAGATGTCCTACATGAAAATGACTGGAGCCAGGTAA 

YILlBOCJiomolog 598aa (SEQ ID NO 374) 

MNDPRDEQIDSDDVLTEDSSDELKDLVQEFELKYAELKKNKALKKRRSQSPSEDMSNKQKPHQPEV 
PRTPEKAKVHLDKVVEEPKQRIFTKKEPKDSKIKESNFLNKLYETSNKHDKEDAHKIDFSK 
QLDKYTFTPKDWDDLEPI SKLYLRRRYLAQSQIADI I AETDSNMKFLKIDKFLAKTHKSNNYAEP 
KYCNWCLVAFVVRKDPVQVAANNSKYIKLKVGNFMNSVDLMLFDKAFQKNGKIQ 
NKYEIQVGKGQFQSGFNLKVENTNVSSILEIGSLRDFGFCKFTRKLDNSRCKRAINTRTQEFCDIH 
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LDMKFKSSTRMELNGSVSIRSPQKNKKKMYMNKNGSGFIKQYNEESTVIGTSYGSPLDPKRYQDPK 

VLQNQIKRRKLIDDKAKEMLEQKLSKLGSASLLNNLQLSKK^ 

FDPTGTSLNQNSTSLGSKSMEKSRARELHDLSVETSGHKS^ 

RRVASHSLSTSRRLQNLVGKQTHATLVDKRKRVWSDDEQPGMEEDEEDIEIQFDDEKSKMSYMKM 
TGAR 

YIL167W_YIL168W_homolog 14 9 9bp public: 1..1499; CDS: 501.. 1496 
(SEQ ID NO 375) 

TTTCTTCATCAACTTGCTCAAATGTCTTTGAAAGTGAAAGCTTA 

GCATCAAGGTAAAGGAGGGAGTTTTGGTATAGTTAGGTTTTTGACTTATTT 

TATAACAGAACTACCAAAAGTGAGCCCACATCTGTTAATCTTGAAAAGCAAAATTGAGAAAA 

TTATGCAAGTCGTGTACTGGTGATATTCTTGGTCAATTGCTACACTTTO 

GTAGCCGACGTGGGTTGAANAATATATATTTAAGTATATAGAATCAGG 

AATATAACAAAATGTTTCAATGTAAACTGATGGTTAAGGGATTATAAATCAAACTGAGT^ 

TTGTTCCTAAAAAACCCATCGTGGTGGTAACGTCAGGAGACCGCGACATCAAATGGAATO 

ATCAGTCTCCGAATTTATTACCCTTGAAACTTAACTTAATGAAAGAGCCTTCCATCACT^ 

TTGTTGAGGTTACAGACAAACTTCCTACAAAGCCTCCGTGCAGGGTGTTOT 

AGCAGCCCTCCGGCAGTGTCAAATTAAGAGGCATGGGACACTTGGTTGGCCAGTCTATAG 

CCAGAAAACTTGGCAAATCGAACGTAGCAGTTTTTTCGTCATCTGGTGGTAATC 

CTGCTTATGCCAGCCAGTTTTTTGGAGTATCGTGCACTGTGGTGTTC 

CTGTTATAGAAAAGTTGAAATCCTTGGGTGCAGA 

CCGATAACTATTTAACTCATTTTGTTATTAAAAATCTTGACAAAA^ 

ACCCTTTTGATGACCCATTGTTGTGGGAGGGTCATAGTAAGATCA^ 

AGCAATTACCCAACTTTGATAAAGTTAAGGGGGTCATTTGTTCGGTA 

ACGGAATAGTTGAAGGTTTGGAAAATCATAAGGAGATACCAGTGTTGGCAATTC 

CGGCCACGTTTCACGAGGCGGTCAAAGAAGGTAAAGTTGTTCATTTACAAAAAGTGCAAACTTTGG 

CCACTTCTTTGGCTTCGCCGTACCTTTCTTCCAAGGCATTAGCAAACTATATTGAGCGTC 

TTCTTGCTGAAATTGATGACTTGGACGCTGTTAAAGGTGTTGTTC 

ATATGGTTGAGCCTGCATGTGGTGCATCCGTTGCATCAGTC 

AATTTGGTACATTAAGTCCAGATGATATTATCATTGTTC 

AGTATATTATAGACGAATATAGAAGTTTATTAGAAAAAGACTCTTGA 

YIL167W_YIL168W_homolog 332aa (SEQ ID NO 376) 

MKEPSITTTFVEVTDKLPTKPPCRVFFKNEYEQPSGSVKLRGMGHLVGQSIDVARKLGKSNVAVFS 

S SGGNAGLAAAYASQFFGVSCTVVLPESSKPTVIEKLKSLGADVI IHGKHWGEADNYLTDFVIKNL 

DKTVYPVYCHPFDDPLLWEGHSKIITEIIDQKQLPNFDKVKGVICSVGGGGLYNGIVEGLENHKEI 

PVLAIETKQAATFHEAVKEGK\A/HLQKVQTLATSIASPYLSSKALANYIERPTVLAEIDD 

VW\mDHFGYMVEPACGASVASVMHRQDLI^FGTLSPDDIIIVVICGGSAINKYIIDEYRSLLEK 

DS 

YJL034W_homolog 2564bp PathoSeq: 1. .806/1401/2504, public: 

807. .1400/1402. .2503/2505. .2564; CDS: 501. .2561 (SEQ ID NO 377) 

TTTTTGAAAACAGAGAATGAATGAACAATTGATGACCATAGAAATG 

GCGACACTTCACGTGATAACAACAAAGTGACATGAACAACAAATGTCGTTTC 

TTTGTTGTTCAAGCCAAAAAAAGAAAGACAGAAACAGAAAAAAGAAAAATCTCAAAGTTGCC^ 

AAGCACAATTAATCTTTTTATGGTTGTAACTATTTCTAGTATATTOT 

ATATGCAGTACACACAGGTTTTTTTCACAGATGTTGACAC^ 

TATAAATATACAACTTACCTTCCACGGTTTTTTTTTTGATTTTTG 

TTTTTTTGTCATTTATTTATTAAAACATTCTCTTGT 

TAATTAGATCAATTAGATTATAGAATCATTTCAATATAATGAGATCATCACAATCTTCTTGGTO 
CACGTATTGGTTTATTATATGTGGCGTTAG 
CATTTGCGGTTGCTGCAGTGAGCGATGATGAATCCTC^^ 
TAGATTTGGGTACCACTTATTCCTGTGTTGGTGTTATGAAAAAC 

ACGATCAAGGTAATAGAATCACTCCATCATACGTGTCGTTCAATGGCGATGAAAGATTGGTTGGAG 
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ACGCTGCCAAGAATCAAGCTTCCTCTAATGTCAACAACACTGTTTTCGATATTAAAAG 

GTTTGAAATATAATGATGACACTGTGCAAAAGGAACTTAAACA 

AGGGTAACAAACCAGTTGTTAAAGTTGAATACCAAGGTGAAGAAAAAACTTTCTC 

TTTCATCTATGGTTTTGGGTAAAATGAAGAGTATTGCTGAAGA 

ATGCCGTTGTCACTGTTCCAGCTTATTTCAACGATGCTCAAAGACAAGCT 

CTATTGCTGGTTTGAACGTTTTGAGAATTGTCAATC 

TAGACAAAGMXJGACCAAGAAAAACAAATTATTGTTTACGATTT 

CTTTATTGTCCATTGAAGGTGGTGTTTTCGAAGTCTTGGCT 

GTGAAGATTTTGATTTCAAGATTGTCAGATACTTGGCCAAACAATTCAA 

ATATCACTGCCAATTCTAAAGCCATTTCCAAATTGAAGAGAGAAGCCGAAAAGGCCAAGAGAA 

TATCTTCTCAAATGAGTACTAGAGTTGAAATCGACTCCTTTGTTGATGG 

CTCTTTCAAGAGCCAAGTTTGAAGAATTGAACATTGCTGCTTTC^ 

AACAAGTGTTGAAGGATGGTGGTGTCAAGAAATCCGATATTGATGATATTGTTTTGGTO 

CCACCAGAATTCCAAAAGTTCAAGAATTATTGGAAGGATTCTTTC 

GTATTAACCCAGATGAAGCTGTTGCTTATGGTGCCGCTGTTCAAGC^ 

AAGGTGTTGATGACATTGTTTTGTTGGATGTTAACCCATTGACTTTA 

GGGTTATGACCACTTTGATCAAGAGAAACACTGCCATCCCAACCAAGAAATCTCAAATC 

CTGCTGCTGATAACCAACCAACTGTTTTGATCCAAGTCTATGAAGGTGAAAGAACCATGGCTAAAG 

ACAACAACAGATTGGGCAAATTCGAATTGACTGGTATTCCACCAGCTCCAAGAGGTC 

TTGAAGTCACTTTCTCATTGGATGCCAATGGTATCTTGAAAGTTGAAGCTC 

GTAAATCTGAATCCATTACTATCACCAACGAAAAGGGTAGATTATCCAAGGATGAAATTGATAGAA 

TGGTTGAAGAAGCTGAAAAATACGCTCAACAAGATCAAGAATTGAAAGAAAAGATTGAAGC 

ACTCATTAGAAAACTATGCTCATGTCTTGAGAGGTCAAT^ 

GTTCTAAATTGGATGACGATGACAAGGAAACTTTGGATGACGCTATCAAGGAAACTTTAGAATTT 
TTGAAGATAACTTTGATACTGCTACTCCTGAAGAATTTGAAGA^ 

TTGCTAACCCAATCACAGCAAAATTATACGGTGGAGCTGCTGGTGAAGGTGCTGGTGGCGCTGGGG 
ATGCCAAATTCGGTGATGATGATTCAGATGATGAATTCGATCACGATGAATTGTAG 

YJL034W_homolog 687aa (SEQ ID NO 378) 

MRS SQ S SWLPRIGLLYVALVI LI PFLVS PKHAFAVAAVSDDE S STDNYGTVIGIDLGTTYSCVGVM 

KNGKVEILANDQGNRITPSWSFNGDERLVGDAAKNQASSNV^^ 

KHLP YKI ENKGNKPVVKVEYQGEEKTFS PEEI SSMVIX3KMKS I AEDY LGKKW 

QRQATKDAGTIAGLNVLRI VNEPTAAAI AYGLDKGDQEKQ I IVYDLGGGTFDVS LLS I EGGVFEVL 

ATAGDTHLGGEDFDFKIVRYLAKQFKKKHNI DITANSKAI S KLKREAEKAKRTLS SQMSTRVEIDS 

FVIX5IDFSETLSRAKFEELNIAAFRKTLKPVEQVLKDGGVKKSDIDDIVLVGGSTRIPKVQELLEG 

FFTCKKASKGINPDEAVAYGAAVQAGVLSGEEGVDDIVLLDWPLTLGIETSGGVMTTLIKRNTAI 

PTKKSQIFSTAADNQPTVLIQVYEGERTMAKDNNRLGKFELTGIPPAPRGVPQIEVTFSLDANGIL 

KVEAADKGTGKSESITITNEKGRLSKDEIDRMVEEAEKYAQQ 

LSDTSETGLGSKLDDDDKETLDDAIKETLEF I EDNFDTATAEEFEEQKQKL IDVANP ITAKLYGGA 
AGEGAGGAGDAKFGDDDSDDEFDHDEL 

YJL035CLhomolog 1346bp PathoSeq; 1..125, public: 126.. 1346? CDS: 
501.. 1343 (SEQ ID NO 379) 

GCCCCATGGTGACAGAAAAGTATTGATCCAGGTTTCTTTG 
TGACCTAACTCATTTTCATAAAATTCTTGTATAAAATTGG 

AAGATTGTCTCGTCTTCAGTGTTTGCAGTGGAGCTGCTATTGCCAGTCGGCGGCATAACAGCAGGT 
TCTGGTATGTCATCTTCATCTACTAAGCCGGACAATCCCAAAGCCGTCTCTTGTTCTTTO 
CTAAGGAATGCTTTATGTAGTTCTGACATTCTTC^ 
CTCAATTGCAACAAAAGTCTTAATTTTTTCTTCTATAAGTAATT 

AGATACAGAGGAGAAAGGAGGGCCTTAGGCTGACAGAAAAAAAAAATTTAGTACCTGCCACACCAG 
TAGCTCCAAACCCATATATGATTTGATAGAGTTGAA^ 

AGTACATGGCTATAAGCTTGTTTGTCGGTTACAAAGCCTTACTAAATAATGAGACACCAGTGTCAT 

GTATAGTCGTGGATTCAAAATCAGATAAAATCATTAGCATAGGCTACAATTATACCAACCA 

TAAATGGTACACAACACGCAGAATTTATTGCTTTACAACGATTTGGGG 
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ACTATAATGATTTAATTTTGTATGTC 

AGTTGGGCATCAAAAAAGTAATATTTGGTTGTGGGAATGATAGATTCGGAGGA 

TATCAATACATAGTGACATCACCTTGCCTAACGCAGCTTATTCCAGTATCGGGGGTATATGTAGGA 

CAGAAGGAATCCAACTATTACGAAATTTTTATATTCAACAAAATGAGTCGGCACCAAATCCAAAAA 

TCAAAAAGAACACAGATATTGAGAGTAAGGAATACCCAGAGAATCAGTTTTGTAGCATTTCAAAGG 

ATGAATTTATAGAGTTTTACGGAAATGAAAGAGTGCATATTTACGATGGG^ 

CTCCATTACAAAACAAGGGTTATGATATAAAAGAATTGATATCGTTGGATATGATGCA 

CATTTCTAGAGGATGAGTTGGGACAAATTACAGATGAGCAAATAATTGAATTTC 

TCAACATAAATGATGATGGAACGGTTAATTATAAAAAACCAATAGGCAAATATAACAGTAAAAAGA 

GACACTTTGCAAACGATGAAGAATAG 

YJL035CJiomolog 281aa (SEQ ID NO 380) 

MSTDLTSHFQYMAISLFVGYKALLNNETPVSCIVVDSKSDKIISIGYNYTNHSLNGTO 

RFGEQKSS I DYNDLI L YVTVEPC IMCAS YLRQLGI KKVIFGCGNDRFGGNGTI LS IHSD ITLPNAA 

YSSIGGICRTEGIQLLRNFYIQQNESAPNPKIKKNTDIESKEYPENQFCSISKDEFIEFYGNERVH 

IYDGKIFEITPLQNKGYDIKELISLDMMQKVPFLEDEIX^ 

PIGKYNSKKRHFANDEE 

YJL180C_homolog 1504bp public: 1 .. 938/940 . . 1504, PathoSeq: 939; 

CDS: 501..>1502 (SEQ ID NO 381) 

CTTTATCTAATTGATTTAAATAATTATTAACATTAG 

AAACTTTTTCATTTGATTGGGTATTACATATTTTATTTAAT^ 

TTAAATTTGTCATGGCTCGATCAAGTTGTAAATTACCCATGGATAATTCT 

ATTGATTATCCATTTCAAGTAGGACTTTTTGTAATC 

GTGTGTGTATGGGCGATGAAGCTGAAGGTTTTGCAGATGTGGTGTCTATAAGAGTAAT^ 

AAAAATATACAATCTATAATCAGTATGTTCAGTTTTGGAATGGAAGCCCCAAGAAGAACAA 

AAATTAAAAATAAAAAGGTGTTGGAGAAAAAAAAAAAAATTGAACAGAAAGATTC^ 

TCAAACGAAATATATCTTACCATCCCCCCCCCTCCAAAATGCTTAGATTTACTAGGACTACTGCTT 

GGAAATTAAGATCTATTCCAATTGCCACTATTCAATATAGACAATTTACTTATTCCACTATATG 

ATCAATTAAAAACCCTTACTCCATCTTTAGGAATAAATAATACCATTGAATCCAATATACC^ 

AAACTAATAGATTAGCTAAAACTGGTACTAGATTTTGGAAAA 

AAACTCAAAAATATGAAATTCAATTAGATGGGAAAACTCTACGCACACCACTTGGATTC 
AATTACCAATCAATAAAAAACAATTGGCATATTTAATTGCTCATGAATGG 

TTAAAGTGAAATCAAGTACTTTACCATTAACAGCTTTAGCCACTAGAGCTATAGATTTGAGTCAA^ 

AACATTTGAGTGATATGAAGACAGAAAAAGCTGAAGAAATGTTAGCATTGGAAGATATTAAATTAC 

AAATGTTAAGATATCTTGATACTGATACTTGTCTTATATTTGCTACCAACAAAGAA 

AATTAAGAAAAAGACAAGAAGAAATTTATCGTCCATTAATTAATGAA 

TTTATGCTCATAATAAAAATTTAATCCCTCGACAAAAATCTATTGAATTGAAATAT^ 

AAACTGATGGATTAAGAGGTAATAAACAAGATGAAACCACTCAATTAGTTGTATTGGAT^ 

ATCAATTACCAATTTATGATTTAATTGCCTTGGAGAAAACAATC 

GTGGAATTACTTTATTAAGATCAAATGTTAATGATATTGA 

ATAAAAATTCCATTGATGAAGATTATTATCATAAAACTTTAGAAGAATTAGTTG 

TAGAAACTATTTATCAAACTGAAGAATGGGGTGAAGTAGAAGATACTCATGA 

YJL180C_homolog 334aa (SEQ ID NO 382) 

MLRFTRTTAWKLRSI PIATIQYRQFTYSTICYQLKTLTPSLGINNTI ESNIPSETNRLAKTGTRFW 
KKGEVKFNNETQKYEIQLDGKTLRTPLGFPLELPINKKQLAYLIAHEWTHLPDIKVKSSTLPLTAL 
ATRAIDLSQQHLSDMKTEKAEEMIiALEDIKLQMLRYLDTDTCLIFATNKECDGKLRKRQEEIYRPL 
INEFTTCFFTIYAHNKNLIPRQKSIELKYLDCETDGLRGNKQDETTQLVVXDWIiNQLPIYDLIALEK 
TI LTTKSFLCGITLLRSNVNDI ETLKELYQFNKNS IDEDYYHKTLEELVELGNLETIYQTEEWGEV 
EDTH 

YJLl87C_homolog 3689bp public: 1 .. 452/3414 .. 3689, PathoSeq: 
453.. 3413; CDS: 501.. 3686 (SEQ ID NO 383) 

TATTTATATATAATCTAACAACAAGTACTATCCCTTAACCTATTAGCTCAATGTCATTCTTCATTA 
AACAAGAGATATGGTAATTGTTGATTAGACAACAGTTGGGTATCCATTTC 
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TCAAACTGCTGTTTTATTGTAAAAATCAT 
TAACTGTATTGTTGGGCTGACAGTAGAGTATTGCGGTCATTTTO 

GAGAAACGCAAGCAACAAAAAAAGAACAAAGGAAACACAATCATGATTAATTATATTAATAGTAGA 
AACTCAAGGGTGAGCTAGATGACTGAGCGTGCGAGAAAAAAAAAAAAACATCATCCAAAGTTTA^ 
CAAAGTATTCTTTTTTTTTTTGAATTOT 

CAGCCAAAACCACATATCTGTGCAATATTTACGCTCCAATGGATTCAAACCCGTGTCAA 

CGGGTGATACCT^GTAGCACACCAATGGCCAACAATAATCCCACTAATGACAGCACAATCTCCTCTC 

AGAACCATTCTAAAACTGGCTTGAGAAAACACCAACAACAACACTACCACCAACACCTGCACCTGC 

AAATGCATTCTCATTCACAGCAGTCACCTTATATTAATCAATTGGAATACTTTAC^ 

TTTCACGCTCTTTCAATAGTTTAATTTTGGAGGATC 

CAACAACCTTAAATAAGAAAACCATTAACAAGTCACCACCATTCAATATCAAGCAGGACTTATTAA 

ACGATAGTATCGACACGTTTCTTGATAACTCCAACACGGAAACGATAGAAGATGGAGACGTCACAA 

CAACAGACGACGATCACGATTTTGATGATGAAGATATTGAAGATCCTGAAGCAGTGCAGTACA 

CAACTTTGAATATCTTGAAATCCAAAAAAGTCGATAGCTTCAATATTATATCTAGCAAGCATAGAA 

AGAGCAATAGTCAGATTACCTACAATCTGCACGTACGGAAGCCATCCGAAGAAGATACGTCATCAT 

CGATGGCTACAATAAGGTTATCTAACAACTCACAAAGTTCAATTAAGAG^ 

ATTTATCTATTGATTCCAATTTGAAAACGGTTGATGGAGGTAAAATTCCCGATG 

TTAGTTTGAACGAAATAGATGTTGCAGTGGCACCTAACGATTTTTC 

AGCCGGACATATTTGCTGCTATAACTGCAGCAAACGGGAATTCCAATAATCAATTTAAAAGGC 

ACAAGTTGGTTAGTCAATCGCCTTCCCCGTCGTCAAAGAATAAGTTTCGCATATCAT 

CATCTTCGCCACAGTCTAACTTGCATTCACCTTCCAAGTTGGGAC 

AAAATGCAAATAGAGACGCGATAATGTCGTCAAGCAGAGTTATGACTCCAGAAAAACCGAAAATGG 

TATCTAAAATATTTGGCAAGTCAGCAAAAATAAGGCGAGCTTATACCCCAACCCATACATCTACCC 

CAATGGCTGTCTCATCACTCAACCCTCCTTCATCATCTACACTGAATTCAACAACC^ 

CATCTACAAGTCCAGCAGCTGATGAGCATTATGATATTGACAATGACTGTGACAGTCCGTCAAAAA 

ATAGAAAACTGTCTAATATTTCTGCATCTTCAATTATTATTTATC 

CAAATCATGCTAGAAAATCTAGTAATCCAATACCATACCCTCCGACCGAACCACTACCGACAAATA 
TTTCTGCTTCTGTGGCTGAAACAGGGAAAGGGTCAACTACAACTAAAAGCAACCTA 
GTCCCTTATTTGATGATAAAGAGAATAAAGCTTCrTATCAGTTTGTTAAACCATTGCAAACAGC 
TCAATTCCTCGGGGTTGGTCAAAAAGAATAGCATAAGTGGTCTGCTC 

AAACACCAATCAAAAGAAATCCATTAATGATTTTAAATACCAACAAAGTTGTACCTCCATATAGCA 

GTGGATTTGCTGAAGGAAAAGATGTAATGGGTGATCAACATGATATATATTCCCATATTCCATC 

AAAATCAACGTTTTCCTGGCAGCGTGAATCCCAACACTACTACGAACAACAACAACACTCAACAGC 

ATCATGATAGTGATCTTTCTATTGAAGTTGGAAGGAATAATTCTTATGA 

TCAATAACACAAGTTATATCAAAATTTTCCCTTCTTCGGAATTGAAAAAGGAGCA 

GACCACAAGAAGATTTAGAATTAGTTTTCAATTCTGACATTGAACTAGATGATAACATAATACCAG 

AAACACCAACAAAGAAACTGCTACTACCGAATCAGCACCATCAACATCACTTACCCCTTTACACGC 

AATCCAAGAGTCCATTGTTGAAGTTTGACACTGAGAAAGATGGAAGAAGGAATTTC 

TAGATAAATCAAATGCAACTAAACGAGAAATTAGCGAACCACCTTCAACACCAATCAATATGTCAT 

TTGCAAAGAATAGTTTTAAGAAACCTATGAATAATGCTGAAAGAGGTGATGACCCTGATAGTATAA 

TTGCTCAACGCATAGATATTATGCCATCGTTAGATGAAGTTGACTCAGTGTCTGTTO 

AGATAGATGAACATTTAATTGAAAAGTTTGGAATGAAGAATATCAAGTATATTGGATC 

TTTCCATTGCTTTTGAATGTTTATTTAATAACGAAAAGTTTGCTATC 

TTATTGGAAAATTGGAGAAACAAACTATAAAACGAGAAATTGAAGCATTGAGAGTC 

TTAAAGAAGATGAAGCAACTAATATGCAAGAACAAGAAGAAGGGAAAGAGTATCTAGTTTATTTC 

TTGAGGCCTGGGATTTTAATAATTACTACTATATAATGACAGAATTCTGTGAAGGTGGTACATTAT 

TTGATTTCTTAGAGGAAAATAAACATTACAAAATTGATGAATT^ 

AAATTCTAAATGGGTTAAAATTTATTCATCTGAAAAATTATTTACATTTGG 

ACATTTTTATCACTTTTGAAGGGTCATTGAAAATTGGTGATTT 

TACTAGAAAAGGACTTTGATCTTGAAGGAGATCGTAATTATATTGCCCCGGAATTC 

AAATTTATACTCCGTTTGCAGATATTTTCAGTCTTGGATTGATTATATTC 

TAATTTTACCAGATAATGGAACGCCATGGCGTAAATTGAGAAGTGGAGACTTC 

GATTATCAAGTGATAATATTTCAATGTTTTTACAACACAATCCAAATACCAATAGCAATATCAGTG 

GCAGTGGAAGTAGAAGTGGTAGTGGCAGTACAGGAGGCAATGGTAGTGCTGGTGATTGA 

YJL187C_homolog 1062aa (SEQ ID NO 384) 
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MDSNPCQDVSGDTSSTPMANNNPTNDSTISSQNHSKTGLRKHQQQHYHQHSHSQMHSHSQQSPYIN 

QLEYFTONQFSRSFNSLILEDANDANTNNSSTTTIJn^ 

ETIEDGDVTTTDDDHDFDDEDIEDPEAVQYTPTLNILKSK^ 

KPSEEDTSSSMATIRLSIWSQSSIKRSSKYLNLSIDSNLKTVIX^KIPDEIDDISLNEIDVAVAPN 
DFSSPLSARKPDIFAAITAANGNSNNQFKRPHKLVSQSPSPSSKNKFRISSSTTSSPQSNLHSPSK 
LGSKGFKMFKNANRDAIMSSSRVMTPEKPKMVSKIFGKSAKIRRAYTPTHTSTPMAVSSLNPPSSS 
TSNSTTAAITSTSPAADEHYDIDNDCDSPSKNWCSSNISASSIIIYQDENHIKSNHARKSSNPIPY 
PPTEPLPTNISASVAETGKGSTTTKSNLSKGCPLFDDKENKASYQFVKPLQTAFNSSGLVKKNSIS 
GSSDRKLPPETPIKRNPLMILNTNKWPPYSSGFAEGKDVMGDQHDIYSHIPCQNQRFPGSVNPNT 
TTNNNNTQQHHDSDLSIEWGRNNSYDASSSTINNTSYIKIFPSSELI^^ 

IELDDNI I PETPTIOCSLLPNQHHQHHLPLYTQSKSPLLKFDTEKIX3RRNLSI VLDKSNATKREISE 
PPSTPINMSFAKNSFKKPMNNAERGDDPDSIIAQRIDIMPSLDEVDSVSVYPSKIDEHLIEKFGMK 
NIKYIGSGAFSIAFECLFNNEKFAIKRTKKPLIGKLEKQTIKREIEALRVLTSIKEDEATNMQEQE 
EGKEYLVYFIEAWDFNNYYYIMTEFCEGGTLFDFLEENKHYKIDEFRIWKILIEIIiNGLKFIHSKN 
YLHLDLKPANIFITFEGSLKIGDFGLATKLPILEKDFDLEGDRNYIAPELINDKIYTPFADIFSLG 
LIILEIAANIILPDNGTPWRKLRSGDLSDAGRLSSDNISMFLQHNPNTNSNISGSGSRSGSGSTGG 
NGSAGD 

YJLl89W_Jiomolog 887bp public: 1..666, PathoSeq: 667.. 887; exon 1: 

501.. 506, intron 1: 507.. 737, exon 2: 738.-884 (SEQ ID NO 385) 

AGTCAAGAATTTTATGATGACTTTGGAGGATGGTCTGATTAAGACTTC 

AGCATTGTTGATGGCGTTTAAAGCATCAGCTAAGACGGAGGTTCTAGTCATGGTTC 

TGATAAAAAGAAACCGTGAAAAGGAAGTATTGTGAAAAATCGATTC^ 

TCCTCACTGTAACAGTAGTAAACACACTAGTTACAACTC 

AAAAAATTTTTTTCCCTGTATTTTTGTAATC 

GAATGAAAGGTTTGGTGTCTACAAACTCCACTAACAAAATCTCACTCCTGTGCCTAAACACACACA 
GACCCACACGCAAACCTTTCTCTCAGAAACAGAAAAAAAAAATTTCAA 
TAGATTTTCTTTCTTCAGAATATCAAGTAACTTTAAAGATGCCTGTATC 
AATGATGTCTTTCAGTCTTTTATTGKX5TGATTATTA 

TAATAAACCTTGCAAATGAAATCAGTTGACCATTTTGAAATAATGGACCATTATC 

TGCTGGAACAAAGACGAGAGAACTAGACAACTCAGATATAATAGAACATCCATACTAACTTCACTC 

ATTTCTTATAGTCTCIAAAAATCATTCAGAACTAAACAAAAG 

GACCATTGCCACAATGGATCAGATTGAGAACTGACAACAAAATCAGATACAATGOT 
ACTGGAGAAGAACTAAGTTGGGTATCTAA 

YJL189W_homolog 51aa (SEQ ID NO 386) 

MPSQKSFRTKQKLAKAQKQNRPLPQWIRLRTDNKIRYNAKRRHWRRTKLGI 

YJL190C_YLR367W_homolog 893bp public: 1..893; CDS: 501.. 890 (SEQ 
ID NO 387) 

gatttcatttcx:aaggtttattatcc^tatatttctca 

ataaaagactgaaagacatcattataacactgttattgtacatacaggcatc 

atattctgaagaaagaaaatctagatggaaaaaatttttgcttga^ 

AGAGAAAGGTTTGSGTGTGGGTCTGTGTGTGTTTAGG 

TGTAGACACCAAACCTTTCATTCATTAATAAGTGTGAGTGAGTGAGAAAGAGCGAAAGAATTACAA 

AAATACAGGGAAAAAAATTTTTTCAGAAAGATTTATAATATGCAGGTCATCAGTTC 

GTTTACTACTGTTACAGTGAGGAAGGAGGAAAAAAAAAAATATCAATCGATTTTTC 

CTTTTCACGGTTTCTTTTTATCAACAGACAATTCAACCATGACTAGAACCTC 

CTTTAAACGCCATCAACAATGCTGAAAAAACTGGTAAAAGACAAGTC 

AAGTCATCATAAAATTCTTGACTGTCATGCAAAAACACGGTTACATTGGTGAATO 

ATGATCACAGATCCGGTAAAATTGTTGTTCAATTAAATGGTAGATTAAACAAATC 

AACCAAGATTCAACGTCAAAATCAACGACATTGAAAGATGGACTC 

AATTCGGTTACGTTATCTTAACCACTTCTGCTGGTATCATGGACCACGAAGAAGCTAGAAGAAAGC 
ACGTTTCTGGTAAAATCTTAGGTTTCGTTTACTAG 

YJL190C_YLR367W_homolog 130aa (SEQ ID NO 388) 
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MTRTSVIJ^ALNAINNAEKTGKRQVLIRPSSKVIIKFLTVMQKHGYIGEFEYIDDHRSGKIWQLN 
GRLNKCGVIQPRFNVKINDIERVm)NLLPARQFG 

YJL197W_homolog 4619bp PathoSeq: 1. .3041/3260. .4619 r public: 
3042.. 3259; CDS: 501 .. 4616 (SEQ ID NO 389) 
CAACGACAACAACAATAAGAAGAATCTTTTCCAGATATTGTAAAATCCTTATATTA 
GAAGCCTAAAAATTGCTTGAATTGATAGATTTGCTGATTCTTTTC 
CTTATCCTTTCTGTAATTTCTTGATCTCT 

TCCCTCTGCCACCCCCAGTTTATTTGTTTGCTTGTCGACGTGCTC 

TCTCTCTCTTTTTTACAACAGAGAAGAGACAAAGAAAAAAAAAAACATCAAAATTAAG 

TTTTTTTTTTAGTTTTTTTAACAACAAAATTC 

AGCTCTAAATACTAATAATTATAACAATAATTAATTGAATTATTCTATAAACCACTGATATTTGAT 
TTTATCTTTTTATTTTTGTTTGTTC 

AGATACCTTCTGATGCAAAGGAAATTGTGACTACAAATGAAATTGAAGCA^ 

CAACAAATGTCGATAATGAACTCCCTCAAGGTGAATCCAATGAACAAACAGGAGATGACTCAAATC 

ACAACCTTGCATCCAAACGTCAATTAATCAATGATTTACT 

CAGAACGTTACATCATCCCTCAAAATTTCTTACATGAATTTT^ 

GTGATTTGAAAGATCAACTTGGTCCTATTGATTTCCACTCATTACTTAATC 

ATCCCGAGAATGAAGAACCAGTCACTTTTTGTCATGTATCGCCAGAAGTATTTCAACAT^ 

AATGGTTTGGAATATTGGGCCAACCAATTATTAG 

AACAGATTGAAAGATTCCCGCCATTATTTTGGGTTCATCAATTAGGTAAAAAGACGCAACCAACAT 

ACTTGCGACACCGTCATAATGGAAGCAACCACAATCATCAT^ 

TACCAGTATTGCTTTCCAAAACAAGCACTTTTCATAGATTAATGGATC 

TTAAAGCACCACGAAAATCGACGAAAGATTTTAGGATTTGGTTTATTGTCCCAC 

TACAGTATTTGATTTCAATACAAACTTTTATGTT^ 

ATATGCTTGAGGATGCTTTGAAAGATCACGGTATTGTGGCCAGTTCCTATAATATAATG 
CAAAAGAAAAACATCAAACAGAATTTCCTATTGATCAATTTATTTTATC 

AAGAAGTATCACAGGGTGGTGGACACCTTGGATTATCAAACATGGGGAACACATGTTATATGAACT 

CGGCTTTACAATGTTTATTACACGTTCCTGAAATCAACTATTATTTT 

AAGAATTGAATTTTGACAACCCCTTGGGATATCATGGAGATGTTGC 

TAAAACAAGCATTTGATCACGTGAAAAATAGTTCTAGTATATCTCCTCGAGAATTCAAATCAACTA 

TTGGGAGATATTCCTCGATGTTTTCTGGGTATCT^ 

TATTAGATGCTCTTCATGAGGATTTGAATAGAATTCACCAAAAA 

TGAAAGATGACGAAATTGATGACCCCCAAGCCATCACCAAACTTGCCAATACTTGCTGGAATCAAC 

ATAAGGCAAGAAACGACTCGGTGATAATTGATTTATTTACTGGGTTGTATC^ 

GTCCTGATTGTGGTAAGAAATCCATAACTTTTGATCCCTTTAATGATTTAAC 

TCAGTAAGAAATGGTATCACACATTTACAATTGTTGATTTGTC 

GGATAATGAAGTTGGAAGTTGAGTTGAATAAAACATCCAATTTCGATGATTTA 

GTAATTTCTTGAATGTTCCATCTACTGAGTTGTTTGCTC^ 

GTGACTTCCAATTAGATTACACCAAGAACAAGTTTTTACCTATCAGTGATATTATCAGAGATACAG 

ATGATGTTATAGTGTACATTGTTCCACATAAC^ 

CCGTTGAAGATGCTGATAGTTCATATCAAATGGTTAA^ 

TGAATAAAGAAGTCGATGTCAATAGTTTTGGTTTTATTAGAAAGAAATTATT 

TATTGAGTAAAATTGATTTGGTTGATGAATATGAA 

AAAAAGTATTTTACAAAAAACTGGATTTCCCTGCATTGTCACAGCCATTAGAAA 

AAAAAAACAACAATAATACTAGCGACAACGACGACGATGAGGATGCTGACAACGATGAAGGCTATG 

ATAGTGAAGTGTCTTTGGCTAACCCATACCTTGGAGCTAATTTTGGGTTCAAAATC 

ATGACTATAGCCCTAAATTGAATTCTAACCTTCGTAGCAGGTACAATCATGACCAAACAACCAAAT 

TCAAACAAACAGAGAGAGTTATTAATGTTCCTACAGACAAACCTACTTTTAGCGATTTC 

TATCGGACCAATTATCAGAATCAAAACGCAACTATTATTTTTATCCTGATTAT 

ATGAGATGGACCAATTGGTGGAGGAAGTGAACCAAAATTTGGCAGAGCAANGAGAAGCGAGATCAT 

CGGGGTCAGAAAATAGTAGTAGAGCACTGGAAGAACAAGATGGATTTGTATTAATAAATAAAGAGG 

ATACTCTCAAGCAACAATCAACTGTACCTGCTGCTGCTGAAACGGTACCTCCACCATTACCTGTTA 

GAAATAATACTGGAGTTCACATCCCGTCATCCGATGAAGAAACAGAAAGTGAAGCTAATTTGGGAA 

GTTTGTTTGATTCAACATCAAACTTGCCGTTGCCTCCACCATCTACATATTCC 

CTTCGAATGTAAACTCCCCTATGGAAAGTAACTTTGAAAGTTCATCAGCAGACTTGAATTCTGGTA 
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CAACATTGATATCGAAGGACACAGTTTTGTTATGTC 

TTGGTGATAAAGAATTACAAGCATGGGAAAACATATCGAATTTACCGAATCCAGAATTGGAGAA^ 

ATAGAGCTCATTTTGAAAGACAAAGAAAAGCTAAAATTACAT^ 

GTACCCCTGAAATTTTAGGTGAACATGATTTATGGTATTGTCCACGTTGTACTGAA 

CCACAAAGACAATCCAACTTTGGTCAACGGGTGATATCCTCACTATTCATTTC 

GTGCTCGTGCATTTAGTGATAAGATTGATGTTTTGG 

GTTCGTATGTTGCCAATACTGATTTGACACCTGAAGATTGTTTATA 

ATCATTATGGTGGGTTAGGAGGTGGTCATTACACTGCCTCGGTAAAGAATTTCAGAGATGATAAAT 
GGTATTATTTTAATGATAGTCGAGTCACTGAAATTAATAATCCTCAAGAAGTCGTAGCTAATO 
CGTACCTTTTATTTTACCGTCGAAGAAGTTCGAAAGGAGCTHSGTATT^ 
TCGACTTGCTTCAAAAAGGTCGAGAGGAATACTCTGAGAGTTTGCAA 

AAAATGTTGGCCAAATAGTCAATACGTATGCCAAAATTGAACAAGATATAATTGATAAAGAAACAG 
AGAAACAGAAAGAGGAACAAGAACAGGAACAGGAACAGGAACAGGAACAGGAACAAGAGCAAGAGC 
AAGAGCCAGTTCAAGAGCCAGATCAAGAACAAGAGCCAGATCAAGAGCCAGATCAAGATCAAGATC 
AAGAGCCAGATCAAGAGCCAGATCAAGATCAAGAGCAGAATGAAACAATAAAAAAATCTAGACCAT 
TCGATGAACTCAAACCATCAACTAGTGAAACAAATAACCAACAACAAACAACTCAGTTCAACTT^ 
ATGATGAAGATAATGATTACGATTATGAAGCAGAAGTAGAAGATTCCAATATTCGCAAACAAAGAT 
TACTTTCAAAAGAAAATAACAGCAATAAATTGGTGCATATTAAAAGCAATGGTCGCCAAGAAGTCA 
CTTCATCACCAGTACCAATTGAAACTCATGGTGACACTGATGTAACTGATTC 

YJIA97W_homolog 1372aa (SEQ ID NO 390) 

MPDNI EDRS EI PSDAKEIVTTNEI EATDSEHTTNVDNELPQGESNEQTGDDSNDNLASKRQLINDL 
LHNDHFEEGTERYIIPQNFLHEFLNLPIDNFSDLKDQLGPIDFHSLLNEQGNLYPENEEPVTFCHV 
SPEVFQHLGEWFGILGQPIII^IIINPDTKEKQIERFPPLFWVHQLGKKTQPTYLRHRHNGSNHNH 
HHHGHHDSPI PVLLSKTSTFHRLMDVIRYNVLKAPRKSTKDFRIWFIVPQDKGLQYLI SIQTFMFD 
I SKKTLVS PNMLEDALKDHGIVASSYNIMVEAKEKHQTEFPIDQFI LSHSNAYEEVSQGGGHLGLS 
NMGNTCYMNSALQCLLHVPEINYYFFYNIYKKELNFT)NPI^ 

ISPREFKSTIGRYSSMFSGYLQQDSQELLSWLLDALHEDLNRIHQKPYCEKPELKDDEIDDPQAIT 

KLANTCWNQHKARNDSVIIDLFTGLYQSTLICPDCGKKSITFDPFNDLTLPLPISKKWYHTFTIVD 

LSNQGVIPERIMKLEVELNKTSNFDDLLSYLSNFLNVPSTELFAYEIFQNAIYSDFQLDYTKNKFL 

P I SD 1 1 RDTDDVI VYI VPHNPAVD 1 I VPVFNAVEDADS S YQMVNFFGI PLFWMNKEVDVNSFGFI 

RKKLLEWSLLSKIDLVDEYEKIKRSNEDYVEKVFYKKSDFPALSQPLETSDCEKNNNNTSDNDDD 

EDADNDEGYDSEVSLANPYLGANFGFKI MYVHDYS PKLNSNLRSRYNHDQTTKFKQTERVINVPTH 

KPTFSDFKPLSDQLSESKRNYYFYPDYKKMDDEMDQLVEEVNQNLAEQXEARSSGSENSSRASEEQ 

DGFVLINKEDTLKQQSTVPAAAEWPPPLPVRNOTGVHIPSSDEETESEANIX5SLFDSTSNLPLPP 

PSTYSESTKPSNVNSPMESNFESSSADLNSGTTLISKDTVLLCDVTOKEIYQKCFGDKELQAWENI 

NLPNPELEKNRAHFERQRKAKITLSDCLKSFSTPEILGEHDLWYCPRCTEHKRATKTIQLWSTGDI 

LTIHLKRFHSARAFSDKIDVLVDFPIEGLDISSYVANTDLTPEDCLYDLIAVDNHYGGLGGGHYTA 

SVKNFRDDKWYYFTTOSRVTEINNPQEWANSAYLLFYRRRSSKGAGIIjGGENFIDLLQKGREEYSE 

SLQKKRLVLQNVGQIVNTYAKIEQDIIDKETEKQKEEQEQEQEQEQEQEQEQEQEPVQEPDQEQEP 

IXJEPDQDQDQEPDQEPDODQEQNETIKKSRPFDELKPSTSETNNQQQTTQFNFDDEDNDYDYEAEV 

EDSNIRKQRLLSKENNSNKLVHIKSNGRQEVTSSPVPIETDGDTDVTDSNST 

YJL198W_homolog 2693bp PathoSeq: 1 . . 899/1285 . . 2693 , public: 
900. .1284; CDS: <3..2690 (SEQ ID NO 391) 

TTCATTTCCTAAATTCAAATGAATTATCATCACCAATGCCACCATCATTTTCTATTAACT 

GTGAATGGGATTTAGAAATCATTCAAACTAGTTTAGATAATGAAAAAGAATCAGAAAC 

TTACTGGTGAATTAGAATATACTTCAACTTCTTCCAATGGTGAACATGACACCACCACCACTGCCA 

CTAAACATGAATTGATATTACAACAAATTTTGAATTCTAATGATGAATCATATA 

CATTAACATTTGATCCATTAAAAATTTTCACTAAACAATTAATTGGTC 

AATTTTACAATTCAAAAGAATCGGAAATTTTCAAAATTO 

ATCAAAATATTAATATTGATGATGTATTTAAATTCA^ 

TAATAAATACTGATGATCATCATCAATATCATTTAAAATCAACTTTATCAAGAACAGTTACTAATG 
CTAGTGTATTTGATACCATTAATCATATTGATAATGATTATGATAATAATAATAACAACCAAAAGA 
ATAATTATGATTTGGAGAAACAAAATAATACTACAGTTGCAATTCATGATGATC 
ACGATGAAGAAGAAGAGGAAGAAGAAACTCATAGTCATGATTCAGTATTACTTAATCATACACATT 
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TTAATGTTAAACAACAATTAAAAATCACATTAAAA 
CTGAATTAAAATCATTTATTGAATTGAATAGAATTGGATTC 
AAACTTGTGGTTATTCAATTAAACAAGATTTTATTAATGAATTTTTAC 
TTGAAAATGATACCATTGAAGAATTAGATTATAAATTGAA 

TATCAAATAAATTAACTACTCAATCAACAAOTAAAGAAGATTTGGATAATATAAAATTO 

GATCTTATTTACGTGATCATATTGTATTTGAAAGAAATACCGTTTGGAAA 

AAAAGAAATCTTATAATATTGATTTAGATAATTC^ 

GTCATATAATTAATTCAATGATGAATTTATC^ 

AATTGATTAAATATGATCATATTGATATTC^ 

TTATTATTGTCATTGTTTTCATTATATTATTAGC^ 

GTTGTTTAGCAGTATTAGTTGCTGCTGCCATGCTTTGGGCTTCAG 

CAGCTTTATTAATCCCACTTTTGGTTGTTACTTGT 

CAATGGATGCCACCAAGGCATCACAATATATTTTTGGGACAATGTC 

TAATTGGTGGGTTTACATTAGCTGCTGCATTATCAAAATATAATCTTC 

ATATTTTAGCATTAGCAGGTACAAATCCAAGAAATGTATTATTGGCAATCATGTGTGTA 

TTCTTTCCATGTGGATTTCTAATGTTGCTGCCCCCGTTTTATGT^ 

TAAGAAGTATCCCCACAGATTCCCCCGTTGCTAAAGCATTAGTGTTAGGGATCGCTTTGGCGTCTG 

ATGTTGCTGGTATGGCTTCACCAATTGCATCrcCACAA/VATGTT 

CTAATCCAGGTTGGGGGAAATGGTTTGCTGTGGCATTACCTGTGGCAATC^ 

TTTGGGTGGAATTATTCATGACGTTTAAAATCAATAATGTT^ 

AAGAAAAATTAACCATGAAACAATGGTTTGTATTTGCCGTC^ 

GTGTTATGCAAAAAATTGATGGAACATTTGGTGAATCAGGTAT 

TATTTTTCGGTACCGGTTTATTAAAAGTTGATGATTTAAATAATTATCCTTC 

TAGCCATGGGTGGTATTGCATTAGGGAAAGCCGTTACTTCTTCAGGTTTATTGAA 

TAGCATTACAAAAACGAATTATGCATTATGATGCCATTGTTGTATTAATCAT^ 

TTTTGGTGGTAGCTACATTTGTAAGTCATACTGTATCAGCACT^ 

AAGTTGGAGATTCATTACCTAAACCTCATCCATTAATGC 

CAGGGGCAATGGGATTACCAACTTCAGGATTCCCTAATGTGACGGCAATTGGTATGAGAGATGAAG 

TTGGTAAACCTTATTTGACGGTTAATTTATTTATTACTAGAGGGGTTCCGGCAAGTATA 

ATGTTTGTATTATCACCATTGGTTATGGTATTATGTCATCATTGA^ 

YJL198W_homolog 896aa (SEQ ID NO 392) 

HFLNSNELSSPMPPSFSII^GSEWDLEIIQTSLDNEKESETKSFTGELEYTSTSSNGEHDTTTTAT 
KHELILQQILNSNDESYINPKSLTFDPLKIFTKQLIGELIKINQFYNSKESEIFKIYNNLIHDLQN 
QNINIDDVFKFTQAYNYSDPNIINTDDHHQYHLKSTLSRTVTNASWDTTO 
NYDLEKQNNTTVAIHDDDDSEDDEEEEEEETHSHDSVLLNOT 

ELKSFIELNRIGFTKICKKFDKTCGYSIKQDFINEFLPQYSRVFENDTIEELDYKLNQIIKIYAFL 

SNKLTTQSTTKEDLDNIKFELRSYLRDHIVFEimVV^LLSLEKKSYNIDLDNSWQNNKMGDEG 

HIINSMMNLSMKRINLPQCLKKLIKYDHIDIPQFLLTTQMLKIIIIVIVFIILLAVKTFNDPVQGR 

CLAVLVAAAMLWASEALPLYTTALLIPLLVVTCKVCKTPGTDDPMDATKASQYIFGTMWNSTIMIL 

IGGFTLAAALSKYNLAKILSSYILALAGTNPRNVLLAIMCVSLFLSMWISNVAAPVI^ 

RS I PTDS PVAKALVLGI ALASDVAGMAS PI AS PQNVI ALESMNPNPGWGKWFAVALPVAI I SLI LI 

WVELFMTFKINNVKIKQFKPIKEKLTMKQWFVFAVTITTILL^ 

FFGTGLLKVDDLNNYPWSIVMLAMGGIALGKAVTSSGLLKTIALALQKRIMHYDAIV\^ 
LWATFVSPnVSALIIIPLVKEVGDSLPKPHPLMLIMGVALIASGAMGLPTSGFPNVTAIGMIlDEV 
GKPYLTVNLFITRGVPASI IVYVCIITIGYGIMSSLNF 

YJR049C_homolog 2279bp PathoSeq: 1..839, public: 840.. 2279; CDS: 
501.. 2276 (SEQ ID NO 393) 
TATAAAGTTTCAAGTATAAAAAGGCGTTTAAAATTAATO 
TTTTTTTTTCTTTGTTAGTTTTTCGCTTTATCC^ 
CCCTCCCCCCTTCCCAGTTCCATGGCCC^^ 

ATTTTCCACGCCCATTACATTATATGACTAATATCCGTTGCCTTATTATTAAAG 
GAAAGATAGAATAGCAAGCAAGGTGGAAAAAAATTTTTTTTTTTATC 

TAAATTGATAAACAATAGAGTAATTGATACTTTCGAAGGACAATAAAACGATATATATTTATATAT 
TAGAGTGAACAATAGCGATTGCCAATCACAGACAACAGATAATTTATC 
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ACAATTAAATCCAAAAAAAAAAAAGAATCGAATTCCATATGTCGCATAAGACTCAGAGCCAATTAT 

CTTCACAAATGAAAAACTTGAATACTCCACCAATAGACTTCAACTCAACTTCAAGTAACAATACCA 

TGCCTTCTGAACCAAATCTGCAACCGCAACAACAACAATCACAACCAGAAGCAAAAACGGAGCCAC 

AAACCATACGCCCTGCTACTTTTACAACTAGTGGCAATTCATCATC1TCGTCGATATCTACCTTAT 

CAGCAGATATCATTCAACCACTTCATCAACTACTGATAAATAACAACAATTCAACTGTGACGCAA 

CAGCGCCACAAAGCTCATCGTTTCAACGCCGAAACAATCCACAACGTTTCAATCGGAATCAACT^ 

ATGTATACACTGACTTCAATAGTACTACTTCATCTGCTTCAAGCA 

TCITCACCAGAGAGCCACCACGGATCCATAGTAAATTGATATGTG^GAGATTGCCTC 

ATCGAGCTGCTAAAGAGGTTTTATCACGTTTATCTACTGATGAArroCGTTCA 

CTGAATTAGCTGAAACTGCTAATGGAGTGAGAATGTTAGCCAAAAATTTATCCCGAGCAA 

AATTAGACGTTAGAGCTATTATGATTATCACTAAAGOTAGAGATAATGGACTTATTTATTTAAC^ 

AAGAAGTTGTTGAATGGATTTTGGATCAACATCCTCATATAACAATTTATGCTC 

CAAAGTCGAAAAGATTCAATCCGGAAAGTATTATTGCCAATTATCCAAATGGT^ 

AATATTGGAATAAAAAATTAACTACGAAAAATCCAGAAATTTTCGATTTAGTACOT 

GTGATGGTACTGTATTATTTGCTTCAAACTTATTTCAAAAAATTC 

CATTGGGCTCATTAGGTTTTTTAACCAATTTTGAATTCAGTGCATTO 

GTTTTGATTCTGGAGTTAAAGCAAATTTGCGTATC 

GGAAGTTGATTTGTGAACAACAAGTGTTGAATGAATTGGTAGTTGATAGAGGA 

TTACTCATTTGGAATTATACGGCGATGGATCATTGTTAACGGTTC 

TTGCAACTCCAACTGGTTCGACTGCTTATTCATTATCTGCTGGTGGGTCTTTAGTO 

TGAGTGCCATTAGTGTTACTCCAATTTGTCCTCACACCTTATCGTTCAGACCTATACTATTACC 

ATGGGATGTTTTTGAAGGTTAAAGTCCCACTCAGCAGTAGAGCCACTGCGTGGTC 

GTAAAGTGCGTACTGAATTGAAGAAAGGTTATTATGTCACTATTCAAGCOT^ 

CTACAGTAATGTCTTCCAAAACAGAATATATTGATTCTGTC 

GAGAGCAACAAAAACCATTTAGTTCATATTTGAAACCAGAAACGCGACAAAGTATTGCTGAAAGTG 
AAAGATTGGATAATTTACATATTTCAAGTGAACAAGATGAATCGAATCATGAGGAACCTGAAA 
CTGAAGATTTTGATATTAATTATACTCACAATGAACGTGATO 
AAAGCAACGAAGAATGTGCTAATACCACGACATAA 

YJR049Q_homolog 592aa (SEQ ID NO 394) 

MSHKTQSQLSSQMKNLNTPPIDFNSTSSNNTMPSEPNSQPQQQQSQPEAKTEPQTIRPATFTTSGN 
SSSSSISTLSADIIQPLHQLSINNNNSTVTQPAPQSSSFQRJUJNPQRTORNQLNVYTDF^STTSSA 
SSISSSPKDFFTREPPRIHSKLICEEIASANNRAAKEVLSRLSTDELRSVKSHTELAETANGVRML 
AKNLSRATIQLDVRAIMIITKARDNGLIYLTKEVVEWILDQHPHITIYADEKLAKSKRFNPESIIA 
NYPNGCKKLKYWNKKLTTKNPEIFDLVLTLGGIXSTVLFASNLFQKIVPPILSFSLGSLGFLTNFEF 
SAFRTVLSKCFDSGVKANLRMRFTCRVHTDEGKLICEQQVLNELVVDRGPSPYVTHLELYGDGSLL 
TVAQADGLI I ATPTGSTAYSLSAGGSLVHPGVSAI SVTPICPHTLSFRPILLPDGMFLKVKVPSSS 
RATAWCSFIX5KVRTELKKGYYWIQASPFPLPTVMSSKTEYIDSVSRNLHWNIREQQKPFSSYLKP 
ETRQSIAESERLDNLHISSEQDESNHEEPEITEDFDINYTDNERDSSSSTPSEESNEECANTTT 

YLR048W_homolog EMBL_entry 1042bp public: 1..1042; CDS: 28.. 786 
(SEQ ID NO 395) 

ATAGCGGCCGCGCATATAATAGAGAATATGTCATTACCAGCTTCATTTGACTTAACTCCAGAAGAT 

GCTAAATTGTTATTAGCTGCCAACGTCCATTTGGGTGCTAAGAACGTTCAAGTTC 

TATGTTTACAAAACCAGACCAGATGGTATGAACATCATCAACATTGGTAAAACTTC 

GTTTTGGCTGCCAGAATTATTGCTGCTGTTCCAAACGCTTCTC 

ACTTTCGGTCAAAGAGCTGTTTTGAAATTTGCTGCTCACACTGGTGCTACTGCC 

TTCACTCCAGGTAACTTTACCAATTATATCACTCG 

ACTGACCCAAGAACCGATGCTCAAGCCATCAAAGAATCATCTT 

TTGACTGACATGCAGTCTCCATCTGAATACGTTGATC^ 

CACTGTATTGGTTTAATCTGGTGGTTGCTTGCTAGAGAAGTCTTGAGATT 

GACAGAACTACCGAATGGTCAGTTATGCCAGATTTGTACTTCTACAGAGACCCAGAAGAAATTGAA 
CAAAATGCCGTCGAAGAAGCTAAAACTGAAGGAGTTGAAGGAGCTCCAGTTGCTGAAGCTGAAACC 
GAATGGACTGGTGAAACTGAAGATGTTGATTGGGCTGATTCTGGTGCTACCCCCAGCTGCTGAAGA 
TGCTGCTGCTTCTATCTGGTAAAGACTGAAATCTACCAATAAGAAGTAGAAGTAGAAGTAGAAGAA 
GAAACAATAACAACAATAACAACCAAAATAAAAAAAAGGTTTAATGATGTATATTATCGATAAGGA 
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GAAAGAAGAGATTTTCTTTTTTAATAATGAGGATGCCATTTTATACAAATC 
GAAAGATTAATAAATATAAAATATATATATATAAGTAAAAAAAAAAAAAAAA 

YLR048W_homolog SWISS-PROT_entry 253aa (SEQ ID NO 396) 
MSLPASPDLTPEDAKLLLAANVHLGAKNVQVHNKPYVYKTRPDGMNIINIGKTWEK 
VPNASDVAVC S S RT FGQRAVLKFAAHTG ATAI AGRFTPGNFTNY I TRS FKEPRLVWTDPRTDAQA 
IKES SYVNI PVI ALTDMQSPSEYVDVAIPCNNKGKHCIGLIWWLLAREVLRLRGI I PDRTTEWSVM 
PDLYFYRDPEEIEQNAVEEAKTEGVEGAPVAEAETEWTGETEDVDWADSGATPSC 

YLR088VUiomolog 1335bp public; 1 .. 80/494 .. 776/821 1335, PathoSeq: 
81. .493/777. .820; CDS: <1..1332 (SEQ ID NO 397) 
TCGGGGCTACAAATTTCGTCCATGAAAATTGGGTTCGCCACCAAT 

GCTCCACGAGGTGAAAATACCGAGGCAATGGCGTTGGTTGTGCCATGGACTAATTCTGACAACGA^ 

TACAATGAAGGTGCTATGAGTTTGGCGGTGGCTTTGGCACGGTA 

TCGAAAAACATTATTTTTGTATTTCCTGAGACGGGCCACA 

TACCATACGGTGTTGGACGATACTGCGGGGTCGATTGAGGCGGCGATTATTATGGAGTACGGCAA 
AACGGTGATTATTTTGAGTATTACGATATGTTCTACGAAGGGTTGAATC 

GACTTGTTGAATACGGCCAATGTAATGACGTATCATGAACAGATCCCCTGTGCCATGCAAGGGATG 

TCGGATAGGGTTATGAATTATAGCACCCGGTTGCAGACTTTC 

CTTGTCGGGTTGACTGATGAAGOTCATGGGTGTGAAGC^TTTT 

ACGATCAAGGTAAGGGGGACTGAAGGGAAAGATGTTACGCAGTTTGGCCGGATTC 

TTTAGGTCGGTTAACAATTTGCTTGAAAAGTTTCACCAATC^ 

CCAAAACACTTTGTGTCTATTGGGACGTACTTGCCGTCGGCGATTTTGT^ 

TTGAGCTCTGTCAGTGCGGTGGTGGTTGCCGGGTTTGATTTTCGAAAGCTATAT^ 

GTTGAAATTGCGTGTGCTATTTTGGCGTTTGT 

GCGGTGGTGTTGTTGCCGCGCCAAGCCATCTTTTC^ 

GCGTTGTTGGCAGTGGCATTACTTATTACCGCCCTCTTGATTGTACATTTTGCAT^ 

ATTGGGATTTTAGCCCTTCCATTGACATTTGTCCCGACATTAATC 

GCTTTTTGTTTGGCGGTGTCGAATCCGTTTTTTC 

CCCGAGCTATTTGACCGGTTGGTCACTGCCTGGTCGGACATACAGTGTTOT 

GTTTTGGGGTGGTTCCCAGCGTGGGTGATTATCACACTAAGCTACTGTGGCTACAAGCCAG 

GAAAAAAGTGAATAG 

YLR088W_homolog 444aa (SEQ ID NO 398) 
SGLQISSMKIGFATNTLYAIMHAPRGENTEAMALWPWTNSDNEW 

SKNIIFVFPETGHRPLRSWVEAYHTVLDDTAGSIEAAIIMEYGKNGDYFEYYDMFYEGLNGQLP^ 
DLLNTANVMTYHEQ I PCAMQGMSDRVINYSTRLQTLFRGI LKLTLVGLTDEVHGCEAF SGWQ IQAF 
TIKVRGTEGKDVTQFGRIVDSTFRSVNNLLEKFHQSFFFYLMLSPKHFVSIGTYLPSAILLAVSYA 
LS SVS AVWAGFDFRKLYFWWE I ACAILAFVPVNQVMLVAI S AWLL PRQAI FSKQAAFS LI SI 
ALLAVALLITALLIVHFALAFSIGILALPLTFVPTLMKNKSRLTAFCLAVSNPFFVIFVAGKVLGH 
PELFDRLVTAWSDIQCWTWFIVVLGWFPAWVIITLSYCGYKPVKEKSE 

YLR167W_homolog 11 9 Obp public: 1..1190; CDS: 501.. 1187 (SEQ ID NO 
399) 

TAGGTCATTCATAACAATTGATAGATGCAAGCTAATTGGAATGAA 
CCTTTGTTCCTCATAGTTAATCCGACTAAAGAAGTGTTTTTTTTTTCTTTO 
CTAGTTGCCTTAACGACAGTAATAGTTAAAGCGTTGGGA^ 
TGACGCTGACGATTAATAATGTGAATTTCTTTTTTCTTT^ 

TGTCTAAATTAGGAAAATGTCGTGACCTTACGTACAGCACACACATACCACTGTCGTGCACTGACC 
AACAACAATGCGGTGTTAATCGATAACCAAAAGATTATAAATAGGGGGTGGAAGGTCGCCACTGTO 
TGAAATGAATCAACACAGTTTTTTTTCTTCTTGCTT^ 
CAATCGTCAACTAACATATATATACAAATCTACAAGCA^ 

GTAAAACCATTACCTTAGAAGTCGAATCTTCTGACACCATCGATAACGTCAAATCCAAGATCCAAG 
AOVAAGAAGGTATTCCACCAGACCAACAAAGATTGATTTTCGCCGGTAAACAATTAG 
GAACCTTGTCTGACTACAACATCCAAAAAGAATCTACTTTAC^ 
GTATGCAAATCTTTCTTAAAACTTTAACTGGTAAGACTATCACTT^ 



WO 01/02550 



PCT/BE00/00077 



138/161 



CCATCGATAACGTCAAATCCAAGATCCAAGACAAAGAAGGTATTCCACCAGACCAACAAAGATTGA 

TTTTCGCCGGTAAACAATTGGAAGACGGTAGAACCTTGTCTC 

CTTTACATTTGGTTTTAAGATTGAGAGGTGGTATGCAAATC 

CTATCACTTTGGAAGTCGAATCTTCTGACACCATCGATAACGTCAAATCCAAGATCC 
AAGGTATTCCACCAGATCAACAAAGATTGATTTTTGCTGGTAAACAATTAG 

TGTCTGACTACAACATCCAAAAAGAATCTACCTTGCACTTGGTCTTGAGATTGAGAGGTGGTTTCT 
AA 

YLR167W_homolog 229aa (SEQ ID NO 400) 

MQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTLSDYNIQKEST 
LHLVLRLRGGMQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFAGKQLEDGRTL 
SDYNIQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVESSDTIDNVKSKIQDKEGIPPDQQRLIFA 
GKQLEDGRTLSDYNIQKESTLHLVLRLRGGF 

YLR234W_homolog 2390bp public: 1.-2390; CDS: 501.. 2387 (SEQ ID NO 
401) 

TCCAGAATAGTAATTAGGGACTTTAATTTTATTAGGAGTGGAT 

GATACATCTTATTATATTCTTATTCATGGGAAAGCACCAGTATATGGAAATGCTGCCCAAGGTAGT 

GCACACAACAAACTAGTTTACAAAGTAAAATTCGAAGTTACGTCAAAGCTTAGAATGGTTC 

GTAGTTGTCTACTCTATCAAAAAACCCATAATTTGTCTATATAACGTAAGGATCACTATATGCTGT 

TGAGTAAGAAATATGTTGCGAGCCGTACCGACAATGGATTGGCTGAAACTTGTTCT 

GCAAAACACTTGGAGACGCGCGCGCGTTTCAACACACAATAAACAACACGAAAAATAAGGTAGAAA 

ACAAAAAAAAAATAAAAGGAACTTTAAACAAGAAGTAATCCCCACT^ 

AGGGTTTCCGATTTCCCCATTTTCTTGACTAAAATAATATGAGAATACTATGTGTT 

CATCGATTTCAAAAGAGGTGGCAAACATTTTGGGAGGAGGGCGAAAAAAAGTAAGAAACTCACGAG 

AAAAATTCATCAAAAACTACGATTTCACCTTCACTTTCAACTCTGAAGATGGGCCATGTCAAGTAA 

CCATGACTTCGGTGGCTGGACATATCACAGGACTTGATTTTGGGTCTGCCTTTTCGTC 

GTGTTCCCGGGCGACTATTTGAAGCAGACATCAAGACCATTATCACCAAGAAATCTATTTATGAAA 

ATATTGCAGAAGAGGCAAGAAACGCTGATAAGTTGATGATCTGGACAGATTGTGATAGAGAAGGAG 

AATACATTGGATTTGAAATTATGAATGCTGCAAGAAAATACAATAGGAACCTTG 

TTTCGCGAGCTAGGTTTTCACATCTTGAACGAAATCACATTATTCGAG 

ATTTGGATATGAGTGCAGTTTCTGCAGTTTCTTGTCGTATGGAAATCGATCTTCG 

GTTTTACACGTTTGTTGACTGATCAATTGAGACAAAAGGGGATAATTGAAAAGAATGAACTA 

CTTATGGTACATGTCAATTCCCGACATTGGGGTTTGTTGTTGATC 

TTACACCGGAACCATTCTGGTATATTGAGATTGAAACTAGGAAAGAGAATAAAAAGACAATTTTCA 
ATTGGGTTCGAGGTCATTTTTTCGACAAGATGTATGT 

GTGGAGAATTTGGAACCATATCAAAAATAGAATCAAAACGGAAACCAAATTT 

TGACAACCGTGGAGTTACAAAAAGATTGTGCTAGATTTTTTAAGATGTCTGCT 

CAGCTGCTGAAAGACTTTATAACCTAGGGTATTTGTCGTATCCTAGAACTGAAACTGA 

CCAAAGAAACCGATTTCAAGAGCTTACTAGAGGTGCACAAACAAGATCCGCGATGGGGAAGCTATA 

CAACAAAGCTTTTGAACGAAGGTTTCGAAACTCCTCGAAGCGGTTCTC 

CTCCAATCCATCCTATCAAATATGTTTCTTTGGACACCCTAAACACCCTCGATGAA^ 

ATGAATACGOTGTGCGACGCTTTATTGCCTGTTGCTCCAAAGATGCTGTTGGTAC 

TGACTTTAAAATGGGGAGATGAATTCTTCACCGCAAGTGGATTAA 

TGGAAGTGTATACTTACAAAAAATGGGAAAGCTCTAAACAACT 

AGGTCAAGTTGTCGAGTGGAATATTGAAAGACGGTAAAACAAGTGCACCCAATCATATGACCGAGC 

CCGAGCTAATTGCATTGATGGATGCCAACGGTATTGGAACCGATGCTACTATCGCTGAACATATTA 

ACAAAATAGAGACTAGGCACTATATTAATAAATTGAAAAAGGGGAAAAATGAATATATTCTTCCTA 

CTCCTTTAGGAATGGGGCTTATAGAAGGCCTTGAAAAAATGGAATTTGAAGATGTATC 

AACCATTTTTGCGGAAGTCGTTGGAACGATCACTTGAGGACATAGCAACCGGGTCCCGGCCAAAAG 

TGGATGTTTTGAATACAACAATAGGCGTATATGTTGACGCTTATAGTGTTTGTTCTCATCAGATAC 

TTGTTTTGTGCAATGAATGTAGGAGAATTATACTTGGAAATAGCAGTAACAACAACAACAACAATA 

ATAATAATACGTAA 

YLR234W_homolog 629aa (SEQ ID NO 402) 
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WILCVAEKPSISKEVANILGGGRKKVRNSREKF 

FGSAFSWGNCVPGRLFEADIKTIITKKSIYENIAEEARNADKLMIWTIXIDREGEYIGFEIMNAA^ 
YNRNLGLNNIWRARFSHLERNHIIRAAKNPVffl^ 

GIIEKNELASYGTCQFPTU5FW)RYKRVKSFTPEPFWYIEIETRKENKKTIFNWVRGHFFDKMYV 

VMLYDRCCKSGEFGTISKIESKRKPNFRPFPLTTVELQKDCARFFKMSAOT 

YPRTETDRFAKETDFKSLLEWHKQDPRWGSYTTKLLNE^ 

LNTLDEKKVYEYWRRF I ACC SKDAVGTQTVVTLKWGDEFFTASGLMVHEKNYL EVYTYKKWES SK 
QLPKFTEGEQVKLSSGILKIX3KTSPPNHMTEPELIALMDANGIGTDATIAEHINKIETRHYINKLK 
KGKNEYILPTPLGMGLIEGLEKMEFEDVSLSKPFLRKSLERSLEDI^^ 
AYSVCSHQILVLCNECRRIILGNSSNNNNNNNNNT 

YLR241W_homolog 3098bp public: 1. .827/2190. .3098, PathoSeq: 

828.. 2189; CDS: 501.. 3095 (SEQ ID NO 403) 

ATATATAGAATTATGGCTTAGTGCCCTTTATTAACTAAATTAGAGGTTACA 

AAACAAGGAAACTAACATCCACGTATAGGGCTTCTTATATTAATATACCTAATTCAACCTC 

ATTGCCTTATATACAGCTTGTAAAAAAACACATAAGAAAGTTTACATCTCAA 

CTATTGTAAAAAGTACATCGCCTAATGATAGACATCATAGAGTACTGGCGACTCCTTACATGATGG 

TAACGACAACAACTACAACAAAAAAAAAACATOATCTTGACGGTATAATTAGTAGTGTGCGAGAGG 

CACACGATAAGATTTATCAGTTTCCTTTTCTCGGTTGA^ 

TTTTTTTGTTTTTGACCACACCCACTTTTTAAT^ 

CAACAATAACCCAAATACGTTAACCACTTTTATTACATATGATAGACAATATAATCAATAAT^ 

AAATCATACTACAGCAAAATGATGATAATTTTACATCCCCTC 

ATTCTGCTCGTGTAGCACGATATCAAGTAATAATTGCATCTA 

TATTTTCTATCTTACGATTAAAATATCCCAAAATATATGTC 

GTCTACATTCGACCTCAAGAAGGAATTTACCTGAATTGTC 

CTACAGTTTACAAAATTACTGAGCAAGAAATTTTGGAACATGCTGGATTAGATC 

TGGAATTTTTTAAAATGTGCATTCGAATAATAAGCATATGTTTAGTATT 

CTCCTATCAGATACAAGTTTACAGGGAGAGTAGATGAAGATTATCCCGACGATGATAGTGACAACG 
ATGACGATGATGGAAGTAATAATAATGGTACCACAATAATTAAGCATATAGTGTCAGCTGGAATTC 
TGGTGGCAAGTAAAAATAACGATGGAGAACAGTATCAACAATTTCTTTGGTO 
CCTATGTATTTACATTTGTTACTGTTTACTTTCTATTCAAACAAAC 

GTCAGAAGTATCTTGGATCGCAAAATTCAGTCACCGATAGAACGGTAAAAATATCTGGGATACCAG 

GATCATTACGAGATGAAGTGGCACTCGCACGGCACATTGACCGTTTGAATATTGGTGAAGTGGATT 

CTGTGTTGATTGTCAAGGAGTGGCAAAATCTAAACAAACTATTC 

GAAAATTAGAGGAAAGTTGGGTTGAATATTTTGAAAAAAATGGGATAACCAATAAG 

TATCGTTGCATCCCCAAGTTGGCGAACTGTATCGTTTTTCCAATAGGTATACTGATGATGC 

AATCACCAGACTGGGGATCTCAAAATTCGAACTCTGCACAAGCTTCAATAATA 

AATCTGTTGAAGGAGATTCTTCTGACACTTTGAATCGCTTGTTC 

CAAGTCTTCGGAAAGGTTGGTTCGGATTGTTTGGACCTAAAGTGGATTCAATA 

ATAAATTGGAGGTCATAGATAAAGAGATTACCAGGGCCAGAACTAGAGAATATCCCGCCACTTCGA 

CTGCATTTCTCACTATGAAAACCGTGGCTC^ 

AAGTCAATCATCTTATCACCAACTTGGCCCCTGCTCCTCATGATATCCGATGGGATAATTTGTCAT 

TAACTAGACAAGACAGAAATACAAAGATCCTTGCTGTCACGATAT^ 

TGTTGGTTTATCCAGTCAGATTTATGGCTAGTTTTTTAAACACT 

CATCATTGGGGAAAGCTATTGAATCGCATAAATGGGCCGAAACTTTGAOT 

CTTATTTATTTACAATTTTAAATATTGT 

GTTATTTATCTCATAGTGATGAAGAGTTGTCATCGGTATCCAAGAACTTTTTCT 

ATTTAGCAAGATCACTCAGAGATTTGTCAATGTTC^ 

GTATATTCCCATTCAAATTATTATTGGTGGGGAACTTACTTC 

GGTGCAAGACCCCAAGAGATTACTTGAATTTGTACAAACCGCCAGTTTTCAATT^ 

TACCACAACCAATATTGATATTTATTATTACGTTGGTATACTCGGTAATG 

CTGCAGGGTTACTATATTTTATTATTGGTTATTTTGTGAGCAAATACCA^ 

TTCATCCTCCACACTCAACGGGCAAAGTTTGGCCAATAATTTTCCGAAGAATCATATTAGGGTTAT 

TTCTTTTTCAAATCACAATGGTTGGCACATTAGCATTACAAGATGCAATCACATC 

TCGCACCATTGCCGTTTTTGACACTTTACTTTTGGTGGAGTTO 
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CAACATTCATTGCCTTGAGAGCAATTGAAAGCAATGAAAATATCAACCCTACTGATTTGGAGCAAA 
TCATTGAAAACAACAATAATAAAACTCTTGACGAAAGAAGGGAATTGAACACTAAATA 
CCAATCTAGTTAATGATTTAGACGGGCCAATGATTGCATTGGATGGTGAAGA 
ATGGAGATGGTACAACTGTACGGAAACCACCTCAATATTTCAGTTCAGAATGGGACTATTAA 

YLR241W_Jiomolog 865aa (SEQ ID NO 404) 

MIDNIINNLQIILQQNDDNFTSPHDDVIYRPHSARVARYQVIIASTLGLTALLLFSILRLKYPKIY 
VANFNHLNFSLHSTSRRNLPELPSNSLFGWIPTVYKITEQEILEHAGLDAVVFLEFFKM 
CLVFAIIIISPIRYKFTGRVDEDYPDDDSDNDDDDGSNNNGTTIIKHIVSAGISVASKNNDGEQYQ 
QFLWLYTI FTYVFTFVTVYFLFKQTNRI I SMRQKYLGSQNSVTDRTVKI SGI PGSLRDEVALARHI 
DRLNIGEVDSVLIVKEWQNI^LFKRRRRIVRKLEESWVEYFEKN^ 

SNRYTDDAEESPDWGSQNSNSAQASIIDQDSESVEGDSSDTLNRLLNDESRTRPSLRKGWFGLFGP 
KVDSINYYTDKLEVIDKEITRARTREYPATSTAFLTMKTVA 

HDIRWDNLSLTRQDRNTKILAVTIFIGIMSLLLVYPVRFMASFLNTKSISKIWPSLGKAIESHKWA 

ETLITGLLPTYLFTILNIVIPFFYWISEKQGYLSHSDEELSSVSKNFFYIFVNLFLVFTTFGTAS 

FVDTTKIAFDLARSLRDLSMFYVDLIILQGLGIFPFKLLLVGNLLRFLVNSLFRCKTPRDYLNLY^ 

PPVFNFGLQLPQPILIFIITLVYSVMSSKILTAGLLYFIIGYFVSKYQLLYACVHPPHSTGKVWPI 

IFRRI ILGLFLFQITMVGTLALQDAITCATFLAPLPFLTLYFWWSFHKQYI PLSTFIALRAIESNE 

NHIPTDLEQIIENNNNKTLDERRELNTKYEYPNLVNDL^ 

FSSEWDY 

YLR321C_homolog 1559bp public: 1. .947/1189. .1559, PathoSeq: 
948. .1188; CDS: 501. .1556 (SEQ ID NO 405) 

TTCCAGAATCAGTAGATATTTCTGATATCAAGTTGGAGATAGGGATATCGAACTGGGATTCTATAT 



ATTCAATTGAAACATTTGAAGGAAATTCTTTCTTAAAAGCATCTAGTGACACATGATC 

CCAGTCTTTTGATTAAATATTCTTTTAGAATATCAGGTGAAGAAGTGTTGGTAG 

GATACTGTGTGGTGTCTGGGATAATAATTATAATGTAAACAAAACAAAGTCGTC 

TTTCTTTTGTCAATTCCATCTTTTTTTTTTTCTCT^ 

TGCTTGACAGAGAAATACAGAACACTAAACAAACATTTTTTC 

ATACCCCAAAAGTTTGAATAAGTCTTCAGATATCTAGCATGGCA^ 

ACATACAAGCTCTTGCAACTAGT1TCCCCAAGCGATTAGCTAATGATAGTGACAATT 

TTAATGTTGCACCAACTGGTCGACAAGCCAAAAGACATATTCAACAGATTAATTACTCCGAAGAGT 

TTGGAGATGACCTTGATTTTGATGAATTCCCATCTTCGAC^CCCGGTACT 

ATAAAGCTCAAATAGAAGCACAAAGATATTCTCTTGCGAAAAACACACCAACGCCCAAGAGAATCT 

TAGAAAAACCGGTGTTATCTGAGTTGGTTGAAAAACCAGTGGTGCTTATTC 

TTGAGAATTTGAACACAAACCAAAAGTTGATTGATTCCTTTATC 

TTACACCAACTGAGTTTGCGGAAATTGTTTGCAGTGATTTAGATTTACCATTC 

AAATAGCAGACTCCATTAATCAACAGATTGAAGAGTATTCCTATGCAT 

ATAAGGGCCCTTACAATGTTACCATTGATTTATCAGTA 

GATTTGAATGGGATATGAATCAAAATGAAGTTACACCAGAAATTTTTGCTG 

ATTTGGGGTTATCGTTAGAATTTAAGAATGCCATATCACATGCATTC 

TGAAAAAAGAAGTAATAGATGGTACTTTTGACAATGAAATGCACAACTTGCATCTAGTAAAA 

TAATGTTTGAACAAGGAATTAGAATTTTCACTGAAAACAGTGTTCAA^ 

AACCTTTGGTCGAAGTATTGACTTCTAGTGAAATCGAAAGAAGAGAAAATGA 

TGAGAAGATTAAAGAGAGAGAATATGAGAAGAGATTACGATGATCATAGTAGGAGAAGGCAAGCAG 

GAAAAAGAAGGTATGATGAGTTAGAAGGAGCCTGGGTATAG 

YLR321C_homolog 352aa (SEQ ID NO 406) 

MATSQELTADIQALATSFPKRLANDSDNSLLINVAPTGRQAKRHIQQINYSEEFGDDLDFDEFPSS 

TPGTRSLNENKAQIEAQRYSLAKNTPTPKRILEKPVLSELVEKPVVLIPIKIMIENLNTO 

FMVWLNESLITPTEFAEIVCSDLDLPFSMAAQIADSINQQIEEYSYASNLQLPNKGPYNVTIDLSV 

NLNKQLYQDRFEWDMNQNEVTPEI FAE I WADLGL S LEFKNAI SHALHE III RVKKEVI DGTFDNE 

MHNLHLVKGIMFEQGIRIFTENSVQNGNDRWEPLVEVLTSSEIERRENERVRNLRRLKRENMRRDY 

DDHSRRRQAGKRRYDELEGAWV 
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YLR325C_homolog 737bp PathoSeq: 1..737; CDS; 501.. 734 (SEQ ID NO 
407) 

AAGAAAAGTATAGTCAAATTGTTATACAAGCTAAGGAGCCATAAACT 

TCGCTCCTGACCATTGTTTACTATATTCAACAA 

AAACTAAGTATCGGCAACGTCTGTTGGCC^ 

GCAGCACTGAAAATAACCGGTGCCTCTAACGTC^GTAACATAATGCTAAGCGAGTCTACACGAAGA 

TGGATTATAAGTATAAAGAGGTTGATTAGTTTTAAAGAGAGAGTATATAATAATGCAC^ 

TTTAGTAATTTTTTGCGAGTTAGGGCTATAGCCCTAAGACATTCACAC 

TCTCACGCACATAACGTGTAACCCACATAAAGAAAGAAAAAAAAATTTCCTTTGAAA 

TCACGCTTTAACCACTTCAACCTATAACAACTCCAACCATGGCTAGAGAAATCAAGGATATCAAA^ 

AATTCGTCGAATTGGCTAGAAGATCAGACATCAAATCTGCTATTGTCAAAGTO 

ATGCTAACGGTAAAAAATTCAAACAAACCAAATTCAAGGTCAGAGGTTCAAGATACCAATACACTO 

TAGTTGTCAACGATGCTTCTAAAGCTAAAAAATTACAACAATCTTTACCACCAAC 

CCAACTTGTAA 

YLR325C_homolog 78aa (SEQ ID NO 408) 
MAREIKDIKEFVELARRSDIKSAIVKVNAKVNANGK 
QSLPPTLKITNL 

YLR344W_homolog 1348bp PathoSeq: 1..1348, exon 1: 501. .515, intron 
1: 516.. 979, exon 2: 980.. 1345 (SEQ ID NO 409) 

ATACCATGACAAGCAAGCTCAGGGTCGCGGGTTCGAGTCCCGCGGGGAGCTAAT^ATACCCTCATT 
TTTGAACCCACCAAATTTTCTTTCACATTATAATGAAATAAGAGTATTC 

CGTTTTATATTTTTTTAAGAAATTTGATGTC 

GGCTATAGCCCTAATGTACTGTATATGCAGTATCAGAAATACTTTTGTTACGCACAGTTTC 

AAAAATTCATCTCTCTATACACTTACTCAATTTGAAGATATTCAAATTTT^ 

CTTTTGGATCGATACTAGATAGCATATAATCATCAAAAATGGCCAAGATCAGTC 

AGATATTCAATTAGATATGGAGAAAGGAAGATAAAAGGAAAAGAAAAAAAAAAAAGAAAGAAATAA 

AGGAATATATACATTGAAAAGGAGATAGAACATCAAACAACAACCATTAA 

AGTTTCAATAAAGAGGGTTTTTTTCTCAGAACAAACCATTG 

TAATGATTTCACGATTOACCTGAATATAAAGAACATCCTTAATATTC 

CAATTTGGGGATATTGATGAAATTATGTATAGGAGATTCCATTTTT 

CTTGAAAAATCAAATCAAATCAAATCATAACCCTTtAATATATTCC 

ATTAAAACAAAGACTAAGAAACATTCAGTAAAATACTAACAAAAATTCCATTTATATAGACGTTTC 

TTCATCTCGTTCTAAAGCTAGAAAAGCTTATTT^ 

ATCTGCTCCATTATCCAAAGAATTAAGACAACAATACAATGTCAAAT^ 

TGATGAAGTTTTAGTTGTTAGAGGTTCTAAAAAAGGTTCTGAAGGTAAAG 

ATTGAAATTTGCTATTCAAGTTGATAAATTACAAAAAGAAAAATC 

CAACATTCATCCATCTAAAGTTGTCATTACTAAATTACATTTGGACAAAGATAGAAAAGCTTO 
TCAAAGAAAAGGTGGTAAAGCTGAATAA 

YLR344W_homolog 127aa (SEQ ID NO 410) 

MAKISIDVSSSRSKARKAYFTASSVERRVLLSAPLSKELRQQYNVKSLPIRQNDEVLVVRGSKKGS 
EGKVNSVYRLKFAIQVDKLQKEKSNGASVPINIHPSKVVITKLHLDKDRKALIQRKGGKAE 

YLR393Wjiomolog 163 Ibp public: 1 .. 1207/1209 1631, PathoSeq: 1208; 
CDS: 501.. 1628 (SEQ ID NO 411) 

TTCATCTTTCGAAATCTTCCCTCTTGGAAACGACCAAGAGTTGGATTC 

AACTTTGTTCAAATCTTTATTGAATAATGCAACACCACGAACCGGTATGGTCGATOT 

GAATTTAGATAATGCTTCCTGTGGGTCACCCCATTTCCAAATAAGCGGGCATTTCTCTAA 

TGTACTGAACGTCTTCATCTTCATGCTTTGCAAATCGGGATO 

AAACCATTGTGCTTCCTCAATCTCAAACATTATTCT^ 

ATTCACCACAAATCTAACTAACAAATCTTCCAACACCCGATCTAGAGTTTGATTAGCTAAACCATT 
GCGTAATTGGATCGACATATCTTGTTATTTTCTATGATTAA 
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TGAATATTCGTAATTAAAATTGATTCAAAATTGTATTGATGTTTC 

gtgagatcattcaatgtatttgctggcggagaaggaggcaaggacgaact^ 

tttttttttctctctctcttttctttcagtcacatto 

ctgaaccttgtggactggtaaacgcacgacatagagt^ 

aaaaccgtggtttgaattcgaccacagattggttggacgacaaaatgcaaagtg 

cttttgctacctcaagaatagagttccack:ggtaccagccgcgttttc 

cggtcaaatcggcacaagaaaagtcgtacagtattactagaccattggggttgtcaaaaccagttt 

tgttaaatcataaattgtcagacacatactcattgtccaat^ 

aatccaaagaaagaagacagaaacaactagactacgatttgaaacactcgccaatttatga^ 

agtcatttgagaatacaaaggggaaaatatttactcctcctgtttcgtactttcgacaagacaaat 

ctttgtatttcccggattttatagcgaaaacattggcaggtaatcagagaagtttgta 

tagacaatagattaagcatagtcaaattgttttcttctgttgctggtgagcagtc 

actttaaggttgaaaacaaagattactattcccaggattatgatacctttg 

atacccagatacttgatgtgaatatgccgcaaagttggatcaaggggtttgtgacaaacttgagca 

caggaaatttaagaaagactttgaagccagctctgagatacgagaattatttcatctt 

acataatgtcagcggaaattagagaacagttgtactgtgataatcaatgttccgggtatatttata 

ttgttgattcgatggggaagataagatgggcgacaagtgggtatgcaact^ 

tgatgtggaaggttgtgaaaggggtgcaaagagaaatgaccaagtaa 

YLR393W_homolog 376aa (SEQ ID NO 412) 

MFVYWimLCEIIQCICWRRIUlQGRTFFPSyFFFSLSLFFQSHCSSVKGWLFCAEPCGSVNARHRV 

IFGETKRILKNRGLNSTTDWLDDKMQSWIRTFATSRIEFQRYQPRFVNTIKETVKSAQEKSYSIT 

RPI/5LSKPVLLNHKLSDTYSLSNIYEELFGQKSKERRQKQLDYDLKHSPIYEVKSFENTKGKIFTP 

PVSYFRQDKSLYFPDFIAKTLAGNQRSLYDSLDNRLSIVKLFSSVAGEQCTRSYFKVENKDYYSQD 

YDTFVEEYPHTQILDVNMPQSWIKGFVTOLSTGNLRKTLKPASRYENYFILPGHIMSAEIREQ 

DNQC SG YI YIVDSMGKI RWATSGYATPEDLKLMWKWKGVQREMTK 

YML063W_homolog 1271bp PathoSeq: 1..773, public: 774. ,1271; CDS: 

501.. 1268 (SEQ ID NO 413) 

CCAGTGCGTTTTGTTTGTTTCCACATCATACACTTC 

GAGACTTCAGGTACGACCCAGGGTTGCGACAAAGTTTAGGTAGTTTGTCGTCTGAATGTCGCAACA 
AAATAGGGCTGTAGCCCTAGTCATGTGATGTGAATTAACATAACAAGAAGAATTGCTGGTGCGCAA 
AAAGATTATGTGTATTTTATGTGCGTTGTTATCCTGCACACTAAAATTGAGCAGTC 
CATATTGGGCTGTATTTTTATTCTTGTTTTTC 

TGTGTGTGCTGTAATAGTGTGTGTGTTCCAAGTCCCAGCTCTCACAGATACTCACGCACGCCCATA 

CTACTGAAAATTTCCTGACTTTCTGTATCTAAAAATTT 

TTTGACTTGTTTCATATAATCACCAACTCAAGTACAAC^ 

CCAAAGGAAAGAAAGGATTAAAAAAGAAGGTCGTTGACCCATTCACCAGAAAAGATTGGTTTC 

TCAAAGCTCCAACCACTTTTGAAAACAGAAATGTTGGTAAAACT 

TAAAGAATGCCGCTGATGGCITGAAAGGTAGAGTTTTCGAAGTTTC 

CCGAAGACCACTCTTACAGAAAAATCAAATTGAGAGTTGATGAAGTTCAAGGTAAAAACTTGTTGA 

CCAACTTCCATGGTTTGGATTTCACTTCTGACAAATTAAGATCATTGGTC 

TAGTTGAAGCTAATGTCACTGTTAAAACTTCCGACGATTACGTTTTGAGAGTTTT^ 

TCACCAAAAGACAACCAAACCAAATCAAGAAAACTACTTACGCTCAATCCTCTAAATTGAGAGAAG 

TCAGAAAGAAGATGATTGAAATTATGCAAAGAGAAGTTTCCAACTGTACTTTAGCTCAATTAACTO 

CCAAATTGATTCCAGAAGTCATTGGCCGTGAAATTGAAAAATCCAC^ 

AAAATGTCCACATCAGAAAAGTCAAATTGTTGAAACAACCAAAATTCGACTTGGGTTCATO 

CTTTGKIACGGTGAAGGTTCAACCGAAGAAAAAGK3TAAGAAAGTTTC 

TTTTAGAATCTGTTTAA 

YML063W_homolog 256aa (SEQ ID NO 414) 
MAVGKNKRLSKGKKGLKKKWDPFTRIODWFDI 

EVCLADLQGSEDHSYRKIKLRVDEVQGKNLLTNFHGLDFTSDKLRSLVRKWQSLVEANVT^ 

YVLRWAIAFTKRQPNQIKKTTYAQSSKLREVRKKMIEIMQREVSNCTLAQLTSKLIPEVIGREIE 

KSTQTIFPLQNVHIRKVKLLKQPKFDLGSLLALHGEGSTEEKGKKVSSGFKDWLESV 
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YMLl28C_homolog 1517bp public: 1..1499, PathoSeq: 1500.. 1517; CDS: 

501.. 1514 (SEQ ID NO 415) 

TGATATGGATTTTTCAAAACTAAGA 

TAATTCAATGACCTCGAGTCATATTCCCACGTTTTAAGTATGAGTGTTTTACGAAGTTC 

TATTTTAAATAAAACAATAATAGTAATAAAAAAAAAAACCTTCT^ 

ACATTGTTTCTTTCTTCCCACAGCAACCAAATTTTATTTTA^ 

GTTGCTCAATTATGTATAACAAGGGTAGAAACTCTGTGGGATTCCCTCCTTAAAAATATAGCAATC 

CTTTTTCTTCACAACGATTGCTATATGACCCCCCC 

ATAATGTATTTCTCTTGTTCAGGATAATTATCACTATTTGTGACGTTT 

TCTTCTTCITCCTATTTCAACATTAAAGAACATTTAATATC^ 

ATGTATCTATCACTTTTGTGGTTGCCAATTATGGTTTTGA^ 

AATTTTTAAAAGAACGTAAAGTTGCATTCAATGATGCCTTGGAGAATCCA 

CTAATGAAGAAGCTAAGAAATTAGAAAAAGGTTACAAGAAAGTTACTGAAGAATTAAATAACAATO 

TGAATCCTCCAGATGATTCATTAAATGATTATTTGAATTTTGATTAC 

AAAATTATTCAATTAAAGAATGGATTTTTGAAAGTTGGC 

CTCAAAATAATATCCAATATAGTGCAAAGGATACCAAAGATGATTTAATCAATAAGGTTAAAGATC 

AATTTGATTCTATTTCTAAGAAAAATCATGGGTCTAGTTTTTATCCTGGC 

CTTGGTCAGAAAATGATTTGAAAGATTGGTTGAAATCTT 

CAAAGGATCAATTGGTTGAAAAATTAAAAGAATTTAGTTATC 

CCAAAGAATCTTTATTTGATTCATTGGATTTATTTGATA 

TTGAAGATGAATTTTTCCAAACTTGGTCATATTCTCAATTACGTGAATC 

TTATTGACACTAAACCAGGAATTTACGTTGAAGATTTGGATAAGGAAAAATTAGTCAAGATTC 

AAAGTTATAAGAAATGTTTGTTGAGTGACATTCATACTTGGT^ 

AACCTTGGATCACAAAGGGAGAACAAAAGTCTCAGAAAAAGAAGGGTAGTAATTTGATTAA 
CATTCTTTGTTGGTATTAATAATTGGTCCAAGGATAAATTGCGTGAATTGGGC 

YML128C_homolog 338aa (SEQ ID NO 416) 

MYFPI IVWLWS ITFWANYGFDQWTNDDLKQFLKERKVAFNDALEN 

KVTEELNNNLNPPDDSLNDYI^FDYIjFGKRKENYSIKEWIFE 

ddlinkvkdqfdsiskknhgssf^pgi^yeswsendlkdwl^^ 

yqathsirdskeslfdsldlfdktifdkkgqiedeffqtwsysqlrewlylhgfidtkpgiyvedl 

dkeklvkiaqsykkcllsdihtwlantekksqpwit^^ 

lrelgnld 

YML130C_homolog 2243bp public: 1..829, PathoSeq: 830.. 2243; CDS: 
501.. 2240 (SEQ ID NO 417) 

ATGAGTTCATAGATGATCTGTTTCACTTTCAAATAACGTGTC 

ATTTTGCCGCCACTTGTACAGATGGATAGAATTGAATGCAAATTCTGCATAAAGATTAAAG 

AACAATTTCCGAAAAAAGAAGAAAATCGAACACATTAGAAAAAGAAACGAACAAAAGAAAAAAAAT 

TTCAAATTGTAGTTGCATGTATATAAAATAATATAAAAGATATATCACCAGCACAACTC 

TTTATTTATATCACCTGTCAACAACAAATTTCCAAATAAATACAACTCA 

CTTTTCTTAGTTTGGTTTCTATAATCTT^ 

AGATCTTATCTTTAATTTGTTTGAAAAAATAATACCAAT 

ACAACAAAAAAACCCATTCTAAATCACTATTCTC^ 

TAATCGTACAATTTATCATAAATACCACTGTTGCAGTATCACCT^ 

TGAGTTTCAGTCCATTTGATTCACCAGAATTTTGrrCACAGATCATAACTCCCACTTC 

CTTTCACCTACATTGATGAATTGAATAAAGATATTCGTCCCTACTTGTCGGAATTAGTCAAGACCC 

TGTATTTCCGTTATTTTAAAGTCAATTTAGATAAACAATGTCGTTTTTC 

GTGCTAGTGAAAACTGTGCTGTTGAAATATTGGAAGATTTCAATTGGAGTC 

GTTTGAAACCTTCAGGATTAGGTAAGATTTCATTACCTGAGAAATCATC 

AAACCGAAGAAGTTCAAACTTGTGAAGATTTAGATTATAGTGAAATAGATGATGACCATCATTGTG 

TTTATGTCAACTTGGTAAATAACCCAGAAAGATTTACTGGGTATGGTGGTAATC 

TTTGGAAGGCTATTTACCIXK3AAAATTGTTTCCCTAATACTAATCCAATGTCAG 

CCGACAATGGTGGTGAACAATGTATCGAAAAGAACTTGTT1TATCGTGTTGTO 

CTTCAATTGCAGTACATTTATCAAGAGAATATTTGAATTCTGAAACTGGTGAAT 

TAAAGGTGTTTATGGAAAGAGTAGGTATGCATAATGACAGATTATCTAATATTTATTTCAATTATG 
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CCTTAGTGTCCCAAGCTATAGTTAAATTC 

GGTATGATGACATTACTCCAGCTCAAAAGCAACATTTATTGGCTAATAATGATGTCG 

AAGTTTATGATCGTTTGTTGTTAGATGACATTATTCCTAGTTTGGAAGC 

CTTCCAACTTGTTTGATAATAGCAATTTGA 

CCATTATGGATTGTGTTGGTTGTGATAGATGCAGAA 

GTACCGCTCTCAAGATTTTATTTGAAGATGACAACTATGATAATC 

TTGAAATTGTTGCCTTGATTAATACTTTTGATCGTTT 

TTAAAGAAATGTATTTGCAACACCTTAAAGATATTGCTGAAGGAT^ 

ACAAAATACAAAACAACAAACCAGGTAACGGATTTGCCTTCCCATTTGTTAGTCCAOT 

AAAAACCTGACCAAACCAACACCCCCAAAAATCAACAACAAAAACAACCTCAAGAAACTGACAAAA 

AAAGACTTACATTAGAAGAAATTGCCCACACAAAACCTGAAGATCGAACTTTTATTC 

GATTATCCTTTGATGAAGTTTGGCAAGCATTAAGATTTC 

CCGTATTGAGTAGATTCACATTGGTTCAATTGAATGAATGGTGGAA 



YML130C_homolog 580aa (SEQ ID NO 418) 

MKIFRLFSLLIVQFIINTTVAVSPVSAVLPKSSFSPFDSPEFCSQIITPTCNTTFTYIDELNKDIR 
PYLSELVKTSYFRYFKVNLDKQCRFWNAQHFCASENCAVEILEDFNWSQVTNESLKPSGLGKISLP 
DKSSIDNSIETEEVQTCEDLDYSEIDDDHHCVYVNLVNNPERFTGYGGNQSFDVWKAIYSENCFPN 
TNPMSVTNDADNGGEQCIEKNLFTRWSGMHASIAVHLSREYLN^ 

RLSNIYFNYALVSQAIVKLSEILPLREFIQSGYDDITPAQKQHLLANNDVESVEVYDRLLLDDIIP 
SLEANVVFNTSNLFDNSNLRDEFRSRFRNI SAIMDCVGCDRCRMWGKIQTIGYGTALKI LFEDDNY 
DNHNLKFRRIEIVALINTFDRLSKSIESINMFKEMYLQHLKDIAEGLTQPGVYDKIQNNKPGNGFA 
FPFVSPLPQKKPDQTNTPKNQQQKQPQETDKKRLTLEEIAHTKPEDRTFIEDFRLSFDEVWQALRF 
VLTSYQRFPAVLSRFTLVQLNEWWNKLWKPTVYDYQSSFDVDALQYSQVLG 

YMR022W_homolog 10 04bp public: 1 . .507/668. . 1004, PathoSeq: 
508.. 667; CDS: 501.. 1001 (SEQ ID NO 419) 
TGTGAAAAAAAATTGTGGTGTGGATGTTGTTGTCGTTGT 

AACAATTTCAAAGTTGGGCTTGGAGATCGATTTTTTTTCCCGCGTCTGTGTGGCAC 

AGTCGACCAGTACGTTTTAATTGAATACGAGAGTCGACGCAATTACATCAATCCAACATTCCAC 

ATTCrATATCAATGTAAAGTCATTTTTTGATAATATCGTAATTTACACATTTC 

ATAGGGGGGATAAAAAATAGTATTGACTAATTAATATATCTTGTTTATCAAATCAGGAG 

TTCCACCCAACAACTAGATTTTCCGAATGCGAAACGACGAGGACGACACAACAACGACTAAAGAAG 

AAGAAGAAAAAAAATATAAATAAATTGATCACGCACACATTAGAAACACAAT^^ 

TTCGATAATACTACCACCACACAGCTCATTCACCACTCATGCCCCGAAGTTCTACTGCTCAAAAGC 

GTTTACTAACAGAGTATCAACAATTATCGAGGGACCCACCACCTGGGATAATCGCAGGACCAGTGA 

GTGAAGATAATTTATACAAATGGGAATGTTTATTAGAAGGACCATCCGATACTCCATATGCAAATG 

GAGTATCCCCAGCAGTATTGACTTTCCCTAAAGATTACCCATTATCACCACCTACATTAAAGTTTC 

ATCCACCATTGTTACATCCAAATATTTA^ 

CTGGTGAAGATCCAAATCAATATGAACGACCAGAGGAAAGATGGTCACCTGTGCAAAGTATTC 
AGATCTTGTTGAGTGTCATGTCTATGCTTGCAGAACCTAATCCTGAAAGTGGGGCTAATATCGATG 
CTTGTAAATTATGGAGAGATAATCGTGCTGAATATGACCGACAAATTAGACAACATGTCAAGGAGT 
CATTAGGATTATGA 

YMR022W_homolog 167aa (SEQ ID NO 420) 

MPRSSTAQKRLLTEYQQLSRDPPPGIIAGPVSEDNLYKWECLLEGPSDTPYANGVSPAVLTFPKDY 
PLSPPTLKFDPPLLHPNIYADGTVCISILHPPGEDPNQYERPEERWSPVQSIEKILLSVMSMLAEP 
NPESGANIDACKLWRDNRAEYDRQIRQHVKESLGL 

YMR118C_homolog 1031bp PathoSeq: 1..1031; CDS: 501.. 1028 (SEQ ID 
NO 421) 

CTACACAAAGCTTCGAGAGTTTTTTTTCGTTGCAGGGGTGGGACAGGTGAGT 
CGATTGTCTTTCCTTTATGATTGTTCTTTAACGGAATTGTGTTCCTTA 
ACGTGATATAATCTCCTATCGCTAGTAGTAAGTTTTAATTTTTTTGATCAAAAGTACAC 
TCTATTGTCGTAGATTTCGCATACTTGTGATAATATCTGGTGTGTACACTACTTTTTTGGTTT 
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TTGTAAATOACAATTTTTCTATTGGTTAAAATGATAATTGTTAAC 

TTGAATCCGGAAACTACCATTAATTCACTCATTCTACTCACTCACCTTACACCCTC 

ACAATTATATCAACCCAAAAAAAAAAAATCTTCACTACACCAATAACAAAGAACCAATAGTTCAAT 

CTAATAAACCATCCTTCCCCCTAGCCTGCCACAACAACATGATTTCTCGTATTGGATTATTG 

GACCTACCGTGTCCACTTTAAACAACTATGTCAAATTACAATCGACATTAGCCCTTAAAAGATACA 

CATCAACCGTACCAGCAACTTCAAATCAAGAACAAGAAATATTGGTTGCCCAACGTAAAAAT 

CTACATCACCTCATTTACAAATTTATGAACCACAATTAACTTGGATCATGTCATCATTCCATA 

TCACTGGTGTTGCTATGGCCGGTGCCITTTATGCTTO 

TAAATATTCCATTTGATACTACTACTTTAGTATCTGCATTCACC^ 

ATGGTATCAAAG^TATTTGTGCTTATCCATTTGT^ 

TTTGGGATTTTGGTAAAGAATTAACCATCCCTGGTGTTTATAGAACTGGGTATGCTC 
CTACTGCTGTCATTGGAAGTTATTTAGCTTTCTTATGGTAA 

YMRll8C_homolog 176aa (SEQ ID NO 422) 

MISRIGLLKRPWSTLNNYVKLQSTLALKRYTSTVPATSNQEQEILVAQRKNRPTSPHLQIYEPQ 
TWIMS S FHRITGVAMAGAFYALTCGFAATS ILNI PFDTTTLVSAFTTLPTFAQYGI KAICAYPFVY 
HIGNGI RHLVWDFGKELTI PGVYRTGYAVLAATAVIGSYLAFLW 

YMR230W_homolog 1176bp public: 1..1176? exon 1: 501.. 551, intron 
1: 552.. 870, exon 2: 871.. 1173 (SEQ ID NO 423) 
AAAAGCAAGAAGAGAAGGACTCGTTGGCCAATTTCTTCGGCA 

TTTAGAACTATATATATATGTACTCGCGCTTTAATGTTTATAGCAATAATGAAATGTTTTAAT 

TATTTAATCAAACTTGGTTGTAACTTATGATTATGGTAGTGATCTAAGAACA^ 

ATGGTAGTTTCTTTGATTTTGTGTTTCTATTAGATTCCTGTTTCT 

TTTTTGCAGACATTAAACCTCAGGGCTATAGCCCTAATGGCAAAACATGCACGTGTATGTT^ 

ATTTTTCTACACTACTAGTAAAAAAATTTTCTTTCCGCTCACTATTCACACATACAC 

CACAATTACAGTCTACCAACAGGAAAAGAAAAAAAAAAGGAATCTGGTAATTGAAAA^ 

TGGTTCTTTTAATACTATCAATCAACTAGAGTCACAGCATGTTAATTCCAAAAGAAGA 

AGATCCACC^TACCTCTTCCAAGGTATGTAAATATGAATTATAAACTGGAACAGAATATGGCACT 

TCAAGGGATGCACGATAAGTCAAGAGTTCATGAAAAAGCACAGATTATAACAGTCGTAAAGAAAAA 

TTTCACTACCAACAACAATAAGAAGATATCAAAGAGATTCAGTAATCACTACTTACAAGAAACATA 

TAACATCATGGAGAGTTTAATTTGAAATACGAATGAATATACAAATGAACTATACCCTT^ 

CCATATCACGTTTCAAGAAATATTTAAACAAAAATAAAATGAAGAATAAAACTTGGATATACTAAC 

ACATGTATTATAGAGGGTGTCGTTGTTGCTAAGAAAGACTTCAACCAACCAAAGCACGATC 

GATACTAGAAACTTGTTCGTCATCAAAGCTTTACAATCTTTGACTTCTAAAGGTTA 

CAATTCTCATGGCAATACTACTACTACACCTTGACTGATGAAGGTGTTGAATTCTTGAGAACCGAA 

TTGAACATTCCAGAAGGTATCTTGCCATTGACCAGATTGAAGAATGCTCCAGCTGAAAGACCAAGA 

CCATCAAGAGGCGGTCCAAGAAGAGGTGGTTACAGAGGTAGAGCTAGAGACTAA 

YMR230W_homolog 118aa (SEQ ID NO 424) 

MLIPKEDRKKIHQYLFQEGVWAKKDFNQPKHDEIDTRNLFVIKALQSLTSKGYVKTQFSWQYYYY 
TLTDEGVEFLRTELNIPEGILPLTRLKNAPAERPRPSRGGPRRGGYRGRARD 

YNL054WJiomoiog 2840bp public: 1. .2197/2199. .2840, PathoSeq: 2198; 
CDS: 501.. 2197 (SEQ ID NO 425) 
TGTTGGGAGTATTCTGGCACAACAAATACTTACTTTT^ 

ACTAATTATCTAGTTTATATCTATATCCATTATTGTTGAAATCACTATCGTGAGGTAAATAACAAC 
TACAGAGTTGTCACAGTATCCAAAAAAAACTTTGTACCTATCAAT^ 

TTATTGCTGTAATCAAGTGTTACCAGTATCTCTAGTTAATGTTGAGTTTATACCTAAAACATC 

TATATCAACTTTAAATGCCCCTAATCACGTGATACAGCACATGGGAATTTGCTGATCTTC 

TGCACGTACACGGCACATGTACACGACTTTTTTTTCTAAATATTTTTTTTT^ 

TTAAACAATATTATTTTCATATATATAATTGCTTAGTTTACTTGCTTC 

TTTTTTTTTTCCTTTTTCTGCCAACTTGATCAAATTCGATC 

ATATGTCTAGCACTGGAAACATGAATGAAAATACAGATGCTCCACCGAAACAGCAGACGAAAAAGA 

AAATATCAAAACAGAATTCAACCAAAACCGATTTTTTTGCTGCACGATTGGCTAGTG 

ATATAGAAAGCAGTGATAGTGATGAAACGTTTATATA^ 
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ATGCTAGTAATATTAACAATAACAACAATAACAGCACCAATAACATTATCAATTTAGATAATGCTA 
GTGTTAACGGAAGTATGATTGCTTCATCCAATGCAATGGTGACTGGTCCTC 
CGTTAGGATCGGGCCTTCGATCGCCATCCATACTAGAGGGGGAACAGCTTCAATATTTTCATC 
CAGTGAGGCAACAACAGTTCAAACTTCCTTCTAC^ 

GTTCAAATAATATAGATTCAATACTTAAACGACCTGTACATCTACGTGAGGCATCAACGTATTCAG 

TGAATGATAATGACCACCGAAATCTTGTGCTACCAAAOTCAACTGAAAGGTTTACTG 

CGAACAATATTGGTAATGAAAATATACCTCAATACCAGAAAACTAGTAGTGTTGCCCACTCAATCA 

ATGAAGGATACAATGATGATACATTTTCATATAATGAAGTTGAGGATAATTTAATTGATGAAG 

CCACGGACGATGGGGATTTGACAAAAAATACCATTACTAATAACAACAATCCACCAACC 

GCCAACAGCAACCACAACCGCAACCACAGCCGCAACCACAGCAACCACAACTACATACTCTGTCTC 

CTCTAAATCAGATACAAGCAGCGACATCAGCAACACCTTCTGTGTCC^CTAAAAACGCGTCTAA^ 

GAAATTACAAAACCTCATCCACTTCCTCAAAATTAAGATCAACTACATCAAAACTTTTCGATAAAA 

AAGGGTCACAACCAAGAAGATACAGTACCATTCCTGATGATATTGAGATTGAAGATTTCGATC 

AGCTTATATACTATGACAACACAGCTAGGTTCCCAGCGAACGAATCAACTTCATTACTAAATCAAA 

ACCAAAGAATCCCCCATTATAGATCACTTAATTTGAATTTCCCTCAGGTGAAGCGCCAAAGCAAGC 

GTTATTTGTCAACTGGCCAACCTTTAGAGAGTTCTGATCGTG 

ATGGAAACAACAGTGATCACAATATTAATTCTCCTTTGACTGCTAATAATAATAAT 

ATCACAACGATCATGGTGATAACAAAAAGAGTAATACCAACAACAACAACATTGCTAATAATAGAG 

CATTTCCATTTCCITATCAAGATCAACAACATCATTATTACTACGACT 

AATCACAAATCAATGGACCCAATTTTGATTTGCCAGACCTCCCTATAAACAGATCAGCTTCACGG^ 

ATTTTAACAACAACAATAACCCCAAAAGATTTGGCGACAGTCATTTTTTTCT 

ATCAGTATAGTCAAAGAACAAGCTTTCTAAAGTCATGCATTO^ 

TGCTTACCATAGGGTTTGTATTGGGGTTTGTTTTGGCCACAACAAAAGATTT 

TCACATCCATTGAGAACCCCATTGTTAGTAAAGA 

TTAATCCAGGGTGGTTTTCCGTTGACATCAATGAAGTAGAGTTC 

ATCTACCTGATACAGATAATCTGAAAATATCTAACATGGGAGGGTCACAAAAAGTAGAGACGGTTA 
AATTAGGAACGATTTTGAATTTTGAATCGGTTCTCAATTTCAAA 

CGACAATTCAAAAGGGAGGAATCCGATTATTATATCCTGGCAAAAATGTTACTGCCGAGGCTAAAT 
TGGTTGTAAATATGGCTGATATTAAAATAGCTGCTTCCAATAGCATTGCTAAAGAAAGCACTACTA 
GTAATGACACCAACGATAATGACAACTCCAAGAAGTGGGAAATCATATCAAGCAATCCATTTGATT 
TGATTATAACTGGAGTATTGAAGTATGATTTACCATTTTCAA 

GAAAAACTGGGTATATTGATCCTACCTTATTCGTAATACCACAAGGAGAGAATAATATTTCAATTT 
AG 

YNL054W_homolog 779aa (SEQ ID NO 426) 

MLHPNNSWDMSSTGNMNENTDAPPKQQTKKKISKQNSTKTDFFAARLASAVDDIESSDSDETFIY 
ENNDTELDDNASNINNNNNNSTNNIINLDNASVNGSMIASSNAMVTGPPGTSIALGSGLRSPSILE 
GEQLQYFHDPVRQQQFKLPSTKAPSISNSISSSNNIDSILKRPVHLREASTYSVNDNDHRNLVLPN 
STERFTASPSNNIGNENIPQYQKTSSVAHSINEGYNDDTFSYNEVEDNLIDEDSTDDGDLTKNTIT 
NNNNPPTTSSQQQPQPQPQPQPQQPQLHTSSPLNQIQAATSATPSVSTKNASKRNYKTSSTSSKLR 
STTSKLFDKKGSQPRRYSTIPDDIDIEDFDDELIYYDNTARFPANESTSLLNQNQRIPHYRSLNLN 
F PQVKRQSKRYLSTGQPLES SDRG SNKDGTDNGNNSDHNINS PLTANNNNNNVNHNDHGDNKKSNT 
NNNNIANNRAFPFPYQDQQHHYYYDYDDFDQESQINGPNFDLPDLPINRSASRNFNNNNNPKRFGD 
SHFFLPRKTOQYSQRTSFLKSCIYTFVCILIVLTIGFVIX3FVIATTKDLTDVGITSIENPIVSKDE 
LVFNWIEAFNPGWFSVDINEVELDLFARSGYLPDTDNSKI^ 

FKGGFLSREPTIQKGGIRLLYPGKNVTAEAKLVVNMADIKIAASNSIAKESTTSNDTNDNDNSK^ 
EI I SSNPFDLI ITGVLKYDLPFSRTSRSVWRKTGYIDPTLFVI PQGENNI S I 

YNL075WJhomolog 13 52bp public: 1 136/138 1352, PathoSeq: 137; 
CDS: 501.. 1349 (SEQ ID NO 427) 

CCCACAGACCAATAACX3TTTTACCAACCAAAACCTCTGATATCAATGATTCGAAAAGATTCATTCA 

ACCCCGGTTAGCTGTTTGAGTATTGGATAGCAACACTTTCAATTAGTGCAACACAATCAAATTACC 

AATACTTGTTTACCTTTCATCTGATTOTAATTGGTTCATAGCAATATAGT 

TATTAATATAAATAAAACTTATTTATCACGTTGTTTAGTAGTCTCGCAAATTT 

AGTAAACTTGTTGTGTTAGATGAGCTCAAATATCTGGTGGAACAATTGTGTAGTAGCTCTTTGATA 

AATATCCAAGAACAGTCGTGCAAGTTTCAAAATACCATCGCAAAAATCCTAACAAAAAAAAAAAAT 
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TAATAAAGAAAAGAAATAATTCTATAATAGCTCATCACAACAATTCGTCTACACTTCCCACCTGAT 

TTGTTGGTTTAAATATAATAAGACAAACCTCAGAAGCTATGATAAGAAAACAGGCTAGAGAAAGAA 

GAGAGTATCTTTATAGAAAGGCTTTACAGCTTCAGGAATCTTCCTTAACAGAAAA 

TGAAAGCAGCTCTAGCAAGTGGAAAATCATTATCAAAGGAGCTTGCCGAAGATGAAAAATTAC 

GTGATTTTATTTAOSATGAAAGTGAACAAATAGAAATTGATGACGAATA^ 

TATCTGATCCAAAAGTTGTTATTACCACATCCCGTGATCCATCTGTCAAGTTGCTACAA 

AAGAAATCAAGTTAATGTTTCCAAATAGCTTGAAGTTGAATCGAGGAAACTATATAATCTCAGA^ 

TGGTAAGTACCTGTAATAGAGTGCAAGTTTCCGATATGATTTTATTGCACGAGC 

CATCAAGTTTAACTGTAAGCCACTTTCCTCATGGCCCAACTGCGATTTTC 

7UVCTAAGACACGATTTGCCAAACTTGGGAAACGTCTCAGAGTCCTATCCTCACTTAATATTTGAGA 
ATTTCCAATCCGACTTGGGTAAGCGTGTGGTTAAAATATTC 

AGAAAGATAGCTCCAGAGTAATAACATTTGTCAATAACGATGACTACATATCGGTGAGACACCATG 
TTTACGTCAAAACTAAGGATTCAGTGGAGTTGAGTGAG 

ATGAAATCAGACTAGGATTACCTGACAACAAAGATGCTGATGTCGAGTGGCAGATGAGAAGATTCA 
TAAGAACAGCTAATAGAAAGAATTACTTGTAA 

YNL075W_homolog 283aa (SEQ ID NO 428) 

MIRKQARERREYLYRKALQLQESSLTEKRQQLKAALASGKSLSKELAEDEKLQRDFIYDESEQIEI 

DDEYSRLSGISDPKWITTSRDPSVKLLQFSKEIKLMFPNSLKLNRGNYIISDLVSTCNRVQVSDM 

ILLHEHRGVPSSLWSHFPHGPTAIFTLHNVKLRHDLPNLGNVSESYPHLIFENFQSDLGKRVVKI 

LQHLFPPGVKKDSSRVITFVNNDDYISVRHHVYVKTKDSVELSEIG 

DVEWQMRRFIRTANRKNYL 

YNL096C_YOR096W_homolog 1061bp public: 1..1061; CDS: 501.. 1058 
(SEQ ID NO 429) 
TCCTTTTGTTTTTATTTTTGCTGT 

GACTAATATGAGATGATCGTATGTGGGTGGGTGGGGAGGAAGGGACCCGGAATTCTAG^ 

AAAATAAAAACGAATAAACAAAAACCCCCCAATCGGCATGCATCGGAATTCTTTCAGCCCAATT 

TTTATTTTTGCCCACTTCTTTTGGATTAGGGCAATAGCCCT 

TTCAAAAAAAAATCATTTTTACAGTTTACATTTCTCTAACCT^ 
GTGAGAGTTACTCGTTCACAATAGTATACTTTACAGGGGAGTTCTTTTC 

AACAGCAAATAGCCAAGGATCAAGCTTCATCATTAATCATGTCCTCTAAGATCTTATCAGAAAACC 

CAACTGAATTAGAATTAAAAGTTGCTCAAGCTTTCGTTGATTTGGAATC 

CTGAATTGAGACGATTACAATTCAAATCTATCAAAGAAATTC^ 

TAGCTGTTTTCGTTCCACCACCAAGTTTACAAGCTTACAGAAAAGTTCAAACTAGATO 
AATTAGAAAAAAAATTCCCAGATAGACATGTTGTCTTTTTAGCTGAAAGAAGAATCOT 
CAGCTAGAAAAGCTAGAAAACAACAAAAAAGACCAAGATCAAGAACTTTGACTC 
AAATTTTGGAAGATTTAGTTTTCCCAACT 

GTAACAAAATCCAAAAAGTCTTGTTGGATTCTAAAGATTCAACro 

CTTTCCAACAATTGTACTCAAAATTGACTGGTAAACAAGTTGTTTTT^ 

ATTAG 

YNL096C_YOR096W_homolog 186aa (SEQ ID NO 430) 

MSSKILSENPTELELKVAQAFVDLESQADLKAELRPLQFKSIKEIDVNGGKKALAVFVPPPSLQAY 
RKVQTRLTRELEKKFPDRHVVFLAERRILPKPARKARKQQKRPRSRTLTAVHDKILEDLVFPTEII 
GKRVRYLVGGNKIQKVLLDSKDSTAVDYKLDSFQQLYSKLTGKQWFEIPGESH 

YNL178W_homolog 1256bp public: 1..1024, PathoSeq: 1025.. 1256; CDS: 

501.. 1253 (SEQ ID NO 431) 

TGTTTTGTTTTTGCAATCAACATAATAGAAGACC^ 

CGTAGTTTTACACTTCTAGCCTCTCTTGTAAATATACACCTAATTGACAGTACCATO 
TCTTATTGTTAAGGATAATACTTCTTCTTCTTCTTCTTC 

AAAAAAAAAAAAAAACAAAGCCGCACAAGTTTTCCTAAAATGACTTATTTTGTGTAACGC 

GTGATCATAATTTTTTTAAATTCAAAAACTGAACCAAATTCCTGCATATTGA 

AGAAAAAGAAAATTTTTTCAATCTTGTTTGAGGAGAGAGAGGTGAAAAATTTT^ 
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CTTTCTTTCATTCTCATATACCATAAACTTAAAC 

CAAACCTCTACAACAGATCCAATTAATTAACAAAAAAAATGGTTAACGCTATCTTATCTAAGAAAA 

AGAAATTAGTAGCTGACGGTGTCTTCTACGCTGAATTGAACGAATTCTTCACCAG 

AACAAGGTTATGCTGGTGTTGAAGTTAGAAAAACTCCATCTAAATTGGAAGTTATTG 

CTAACACTCAAGGTGTTTTAGGTGAACAAGGTAGAAGAATCCATG 

AAAGATTCAAATTATCTCCAGAAGGTATTGCCATTTATGCTGAAAGAGTTGAA 

CTGCTGCTGTTCAAGCTGAAGCTTTGAAAGCCAA 

CTTATGGTGTTTTAAGATTTGCTATGGGT^ 

AATTAAGAGCTGCTAGAGCTAAATCTCAAAAATATGCTGATGGTTTTATC 

CAACTAGAGATTTCATTGATATTGCCATTAGACATGTTTTAATGAGACAAGGTC 

AAGTTAAAATTATGAAAGATCCAGCTGCTAATAGATTTGGTCCAAGAGCTTTACCAGATGCTC 

AAATTGCTGAAGCTAAAGATGAAGATGAAGTTATTCCAGCTCCAACTGTTAAATCTTATAAACAAA 

CTGCTGAAGATGAAACTGAAACTGATGCTCCAGTTGAAGCTGAAGCTGAAGTTGAAGCTACTG 

AA 

YNL178W_)iomolog 251aa (SEQ ID NO 432) 

MVNAI LSKKKKLVADGVF YAELNEFFTRELAEQGY AGVEVRKTPSKLEVI VKASNTQGVLGEQGRR 
IHELTSLIVKRFKLSPEGIAIYAERVEERGLSAAVQAEALKAKLLSGLPIRRAAYGVLRFAMGAGA 
KGVEWI SGKLRAARAKS QKYADGFMIHSGQPTRDF IDI AI RHVLMRQGVLGI KVK IMKDPAANRF 
GPRALPDAVK I AEAKDEDEVT PAPTVKS YKQTAEDETETDAPVEAEAEVEATA 

YNL182C_homolog 2105bp public: 1..728, PathoSeq: 729.. 2105; CDS: 

501.. 2102 (SEQ ID NO 433) 

AAACTTTCTGATTGAATAAAGTGAACTCAAATC 

TTTATCACGTAAATCTTCAATATACTCAGCCACCCATTGATCATTGGTTCTTCTAGTAAGT 
TAGTTGTGCTCCTCGTTGTCCCAATTCAT^^ 

AATC^TAAACACTTTCCCATGCATGTCTCGCTCCCACGTATTGGTGGCACCATC 

GGCTCCAGCAAGAGTTAATAGAATGGGAAGAACGGTAGGTCCATATTCTTTAATTTGGTCCCAAT 

TGGAATCACCTCTGGCCCATCAAACACAACACTAGTTAAAAAAT^ 

AAGAGTGAAGAAAAATGCTGTATTGGAGGTTGGAATT^ 

TCTTCTCCTTTTTTTTTTCAGTGCTAACATAATTTGGGATC 

TACAATTTCTTGTTCTTGTTCTCCCACTCA 

AAGTAGTATTTTACATAGCTCAAGGTGATCCAGCTGATAAACACAGTCAAGAATCATATGGATATG 
TTACATCAATCCATTCTTCCAAACAATATGCATCTTATCGACAAGCAGACTCGCATATAAACGGTA' 
CTGCCATAACTGGTATTGGCCCAGGAGAAAGAATTTTCACTGCTGTTC 
ATGTATATTCATGGGGAAAAGAAAGTGTTGATCAACGTATACCGATACC^ 

TCACGTTGATAAACCATCCAAATGGCAGTAACAACAACAGCGACAATGATGACAACCAGTTATACA 
AATTACCAAATTACCGAGTTCCTTGGT^ 

GGGAATTAAGTTCAGGCAATTTATTATGTGTCAGAGACGCCCATTATCAGGGGATCA 
AGGGTTCAAGCTGTGGAACATTTTTAATTACTGGAGGAGAGGATC 

TAGCAGAATTAATTAGTATTTATGACAAATCAGACCATCAAGTGAAACCATATTGGCAAATCACTG 

ATAACACATTACCACTCACTGATCTTTGTTTAAATGATACTCATAACATTAATG 

ATACAACTTCAGAAGACAGCACGGTCAGGATTTATGATATAGTCACAAAGAGTT^ 

TTATTTTACCCAGTTCCGCTGAATGTATCACCAAGGATCCAGCTAATAGAGCGTTATATGTCGGGT 

TGAATAACGGTCTTGTAAGATCAATTCCTTTATATTCTATAAATAGCCATACATCA 

GTATTGGCGGCATGAATAAGATAATCACGGTTGATGCTGATCAAAATTTAAAAGAGACATTTGTTG 

CACATCAACAAAAGACGAAAACAGGAGACGATAAGCCTGTTGTTGTT 

TTGATGGTACAAGTATAATATCTGGTGATTCTGAAGGCAGAGTGTTTGTGTCTGA 

AACAAGTTGTGAAATCATTCACACCTTGTAACTCTCCAATAGCTTATATTC 

CTGATGACTTTGTCAATAACTTAGCTACTAGTACTACCACTAATAAAGCTGACAAGAAACATAGAA 
TGATACCTCAATTTAAACGAGTACTAGCAAGCACC^ 

TTCCTGGTAAAACCACCGCAACCACCAACGCAACCGGCAATATTGACTTTGCAACTTGGTTACAAG 
GCAAACAATCTGAAGAATTACAATTCAAAAACCTTTCTGGAATAAACTCTATTGTCAAAC 
GCAACGAGAATGTATCGGATCTCGAAGAGAGATTACAAAGAGTTTCTCAAGCATACACTGAATTAA 
GAAACAAACATGAAGAATTAATTAAAGAACATGCCAAATTATTAGATAAATTAGAATAG 
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YNL182C_homolog 534aa (SEQ ID NO 434) 
MYVLKKKNFVQFLVL\^PLISSLSYKFTNMDEV 

RQADSHINGTAITGIGPGERIFTAVPNKALINVYSWGKESVDQRIPIPEALTCITLINHPNGSNNN 
SDNDDNQLYKLPNYRVPWLIJ^GGSKSGKLYIWELSSGNLLCVRDAHYQGITTIKGSSCGTFLITGG 
EDARCLVWNLAELISIYDKSDHQVKPYWQITDNTLPLTO^ 
IWKSLLTTFILPSSAECITKDPANRALWGLNNGLWSIPLYSIN^ 

DQNLKETFVAHQQKTKTGDDKPVWTKLTI SFDGTSI ISGDSEGRVFVSDI VTKQWKSFTPCNS P 
IAYIAVETIPDDFVNNIiATSTTT^^CADKKHWlIPQFKRVI^ 

NIDFATWLQGKQSEELQFKNLSGINSIVKQVGNEWSDLEERLQRVSQAYTELRNKHEELIKEHAK 
LLDKLE 

YNL190W_homolog 896bp public: 1..896; CDS: 501.. 893 (SEQ ID NO 
435) 

TTTCTGCAAGTATTGCGTGTGCTGCACAAACTTTTTATATCC^ 

CGGCAAGAAAAAACAGAAACAATACCACCAGCACGGACAAAAAGATTATAAGCTTTGTGTAATAAG 

GTTATGTCATCXX^TATTACAGATTGCAGGGCCATCTTGTCTTCATCAGTO 

AAATAAGKTCACATATGTGTACAGCGCTGAGTCTACTCAACATGTGTAAATA 

CACAGTC TTTTC AGATCTGTTATTCTGGCCTATAGCGTTTTAGGA 

GTTTTTCTTTTATCTATTTTCGCACGACTTGGGGTGGT^ 

TGTCGGTCTTCGCAGTAAAAATAAAAAATTCAAAAAAAAAAACAAATTGACCT 

CTTTCTTTTCTATCAACAATACTAATCACAAGCCAACCATGAAATTCACTACTGTTC 

TTGCTATTTCCTCATTAGCT^ 

CCAAATATGTCACTGAAACTACCCACAGATACGGTCGTTTTGACAAAACCAGTAGATCTAA 

CAAAGGAAACTGGTACTCACAGATACGGTAAATTCAACAAGACTCCACGTCCAGTTACCACAACTG 

TCTTGGTCAAAGAAAGCGACCTTCCAAAGAAAAGAGATGCTGTTC 

CTTCTTCCAACTCTACCACCTCTAGTGGTAACAATGGTGTCGCCACTGGTGTCAGCTTGGGTCTTG 
CTGGTGTCTTAGCTGTTGGTGCTGCTTTGGTCATCTAA 

YNL190W_homolog 131aa (SEQ ID NO 436) 
MKFTWATVFAISSLAAAKGGEKDHGKASTVTKYVTC 

KTPRPVTTTVLVKESDLPKKRDAVVARDSKNAS SNSTTS SGNNGVATGVSLGLAGVLAVGAALVI 

YNL208Wjiomolog 1076bp PathoSeq: 1..1076; CDS: 501.. 1073 (SEQ ID 
NO 437) 

TTTTTGATCAGGCCTTTTGTTTTTTTTTTTGGGTC 
TTTCGGTTCTACTTGTTCCTTTTTTTTATTCTCCTC 

TATAGGGAGTTGGAAAATTAAAAGCTTGAAAAGAAAGAAAGAAAGAAATAC^ 

ATTACGTAAGTCACTATAACTTGCATAGAAATTTCAGGTT^ 

TGAATTAAGCAATTGAAACGAATTGAACCAGCTCAGCATTO 

GGGGGTGGGTG AAAGAAAAATCTAAAAATATATAAATACTCCA 

TCTCTCTCTAACTCAATTTCAATTTTTCCCAAACCAAAATO 

TTTTACTCAATTGAATCAATATTAAAACAATAAAAGCCA 

GTGATCAATCCAATTATGATCCAAAAAGATCCTCGAATCAAGGATCATC 

AACAAGACAGAGGGTTATTATCTACTGTCGCCGGTGGTGTTGCTGGTGGTTATGGTGGTCA 

TAGGTGAAAAGGCACAACATGGTACTTTGGGTACTGTATTAGGTGCCATTGGG 

CCAATAAACTAGAAGATGCTTATGAAGACCGTAAAGAACATAAAAAACACGAGCAACAATATGGTG 

GTAGTGGTAAACACGAAGGCGGAAGACATGAAGGTGGTTTTGGTGGTGGTAGACCAGATGATCGTT 

ATGAAGGCGATAGAAGAAATGATAATTACGGTGGTGGTTACAATGATAGAAGAGATGACGGTTATG 

GTGGTGGTTACGGTGGTGGCAGACCAGACGATAGAAGACACGAATOTGGTTTCGGCGGT^ 

CAGATGACCGTTTTGGTGGKTGGTAGACCAGATGACCGTTTTGGAGGTGACAGAAGAGATGATAG^ 

GAGATGACCGTAGATGGTAA 

YNL208W_homolog 191aa (SEQ ID NO 438) 

MS ANDFYS SGDQSNYD PKRS SNQG S S S SNDEQQDRGLL STVAGGVAGGYGGHKLGEKAQHGTLGTV 
LGAIGGAIGANKLEDAYEDRKEHKKHEQQYGGSGKHEGGRHEGGFGGGRPDDRYEGDRRNDNYGGG 
YNDRRDDGYGGGYGGGRPDDRRHEGGFGGGRPDDRFGGGRPDDRFGGDRRDDRRDDRRW 
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YOL031C_homolog 1745bp public: 1..1342, PathoSeq: 1343.. 1745; CDS: 

501.. 1742 (SEQ ID NO 439) 

TTGGTATTGAAGACACCGAAGACTTGTTGAAAGAT^^ 

TTTGAGGGGATGTTCATTAGCAATGTATATAATTATTGTATAOT 

AACCAGAAAAGTGGTTTATACAGGAATATTTTAATAGAAATATCGCTTATATTGTGA 

TGAAAGACAATCCGAATGTAGTGCTTGTCTTATTCT^ 

TGAGGAAATTCCAGATAGCTAACGGTTTTGCGATTACGAATTTC 

AGGAATACACTACTGATCAAGGTTATTCTTAGTACAATGGAAAAAAAAAAAA^ 

AAACGAGAAATTAATGAACACGACTTCACTTCTACAACCTACTGGGAAAAAAAAGGCAGAGAGTTA 

TTGAAAAAGGATCATATCAAGTTCTTATTGTATATTATATGAAGTTTTC 

CCAGTTACTTAGTTGGTGTGAATTCTCTGATTGTTGATACTTCAGAGGAAOT 

CAGAAAACCCTTTAGATTGTTATCCAAAATTC^ 

CAGGTCAAGATATACCACCTGGGTTACACGTTAGATTAAATATAGATACGTTGGAAAAAGAGGCCA 

AGCTAATGAGTGCTGACGAAAAAGACGAGCCAGTTCAAGAAGTAGTTGTTG^ 

ATCATTCGAGGGAAGCCATCACTGAGAATCTACAAAAGTTGCATGAGCTGAAACATCCTGAAGTAA 

AACAGGAGCACGCTCATCGTACAAAGGTTAGCCAGGGAGATTTGAGTAATTTTC 

TGGAAATTGAGAGTTTCAAGCCACATGAGAGTGATGT^ 

TAGAGGAATTAAGTCATGATATCGAATTTGGGGTGAAATTGACCTCAGACAAAGCCATATTTCAGA 

GTTTTGTCAACATTGCCAATGGTGCTTCTGATCCAAAAATAACCGAAAAGGTATATCG 

GGTCTAGTTTGAGAAATAATCCTGAAGCGATTAGTAATATCTTGACCAACTTC 

TGGATAATTTGTTTGAGCAATTAGCGAATGAAAATC^ 

TTCAAGCTTTAGTCCAAAATAGCCATTTTGCAAGACAATA^ 

TAAATGATTTAATAGCGATTTTTCCCAAACTTGG 

TAGAGGATTTACAATTGTTCCCAGTAACAAACGATAGAAGATCACTTGAAGATCAAGATCCTGAAT 

CACAGGTTTCAAAATTTATTCAGAATTCCTTTGTTGGAAATAAACTTC 

CTTATTTTGATCAACTAGTAAATTTGCATCAGCTGAATAAGAGTTTGCGACCAAGTGGTGA 

TCAATTGGTTAGCTGAAGAAGTGGAGTCGCGTAAAGAGAATAAAAAAAGAGACGATTATTCACAAG 

AAGACAAAGACTTTGATGAGTACATGTTGCGAGCACGTCATGAAGTATTTC 

TAAGAAAGGCAATTGCCGACGAGTTGTAG 

YOL031C_homolog 414aa (SEQ ID NO 440) 

MKFSVLVLLASYLVGVNSSIVDTSEELICPDPENPLDCYPKLFVPTNEWQTIKPGQDIPPGLHVRL 

NIDTLEKEAKLMSADEKDEPVQEVWGGELQDHSREAITENLQKLHESKHPEVKQEHAHRTKVSQG 

DLSNFDAACSEIESFKPHESDVERLHLALDTLEELSHDIEFGVKLTSDKAIFQSFVNIANGASDPK 

ITEKVYRVMGS SLRNNPEAI SNILTNFDKSYVDNLFEQLANENDVLQKRILGI IQALVQNSHFARQ 

YFSFDHSSGLNDLIAIFPKLGPNSKSRASNILEDLQLFPVTNDRRSLEDQDPESQVSKFIQNSFVG 

NKLDEKNFKSYPDQLVNLHQSNKSLRPSGDFLNWI^^ 

HEVFGNPMGLRKAIADEL 

YOL048C.homolog 1244bp PathoSeq: 1. .27/985. .993, public: 
28. .984/994. .1244; CDS: 501.. 1241 (SEQ ID NO 441) 
ATGATTTTTTCCTTGATTTTAGAGCTGTTAATT 

TGATTGAAATTAAAAATACTAACTATTCCAGGTCAAAGTAAACACTATAAAACAATATATTTCAAT 

AACAGGAGCAGTAATTAGCTTCAACATCAAGGTACTC^ 

AGTAGCTCTTATCCATAGATCCAAATATTTTAACCTTTTTTTTTTCCT 

TTGCAACACT^ACTGCTCACAACGCCAATGACCATACCATTAATTTCAATAATCAAATCAAGAGCT 

TATTTGTATCCTCTCAAGGTATGTTAATGTATTAACAACACCGATTCTATTTCACCAACTAAC 

ACAGAAAGGGGTTGTACTATTTTGTAACACATCCCACCGTTTGGCCCTTTTACATAACCATAOT 

TACCTCAATTGGTCCTTACACTAGTCATTTACCTGATTATGTT^ 

CTATTGTATATACATTGTTAATGGGACCATTAGGGGTGATTGGTGCGTGGTATAGTTTC 

AAGCGAGCACATTGTCTATATTTGTTGTCACAATATCCTTAATGCCTCACATACAAC 

ATGATCCAATATTGAGTAGAGAGTGTGCAAATGATGTGGTACTAATGGGAAAACTTAGGAGGTATA 

GAAAACTACCCATTAGAGTAAGGGCCAGAGAATACCTTAAGGCCATTCCAGATTlTrCGATCTTTC 

CCTTCTCTTTGCTCAAGCTACTTGTGTTTTTCGGTATTTAC^ 
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TTGTATTGTTTTTCCAATCTTCCAAGCGTGGACT 

GGTTTCTGCGTAGTGACATAAGAACAATCCACAAGCTAAACAGACCAGCATATATGGGGTACGGAG 
TGGTTGCGCTTTGGCTCGAGCTGTTTCCATTTATCAATATC 

GAGCTGCTTTGTGGGCAGTTGATATTGAACAACAAGAGAAGGCCGTCACAGAGAATGTGGCCGCAG 
CTACTACCACCGCCACAGATACGAATAGCGTCAATCAACAAGGTCTAGTTATACCCGTACACAATG 
AACCAGCAACTAATATACCTGAGGCTACCCCAAAAACTGCTACAAATACCATCTAA 

YOL048C_homolog 247aa (SEQ ID NO 442) 

MFSLFFPPQAIVYTLLMGPLGVIGAWYSLISQASTLSIFWTISLMPHIQRVAYDAILSRECANDV 
VLMGKLRRYWCLPIRVRAREYLKAIPDFSIFPFSLLKLLWroiYFIPFVGPIIVLFFQSSKRGLK 
AHARYFKLKGFSRSDIRTIHKLNRPAYMGYGWALWLESFPFINMFFMFTNTLGAALWAVDIEQQE 
KAVTENVAAATTTATDTNS VNQQGLVI PVHNEPATNI PEATPKTATNTI 

YOR027W_homolog 2270bp PathoSeq: 1 . . 947/1781 . . 1828, public: 
948. .1780/1829. .2270; CDS: 501. .2267 (SEQ ID NO 443) 
GCATTTTACTTATTTAGATATTACTTCATATTG 
AGTTTTTATTTTTTTTTTGTTTAAAGTTTTO 

TATTTAAATTATAGTAATCATCCTATAAATTTCAAAGTCAAAAGACAGATCTTAA 
TAACTCTCTATGGCCTTCTGTGTCAAATTGTTGTCGTTTGAT 

GAAATTAGAAAAGAAAAAAATTACACATGGTAGCAGCTGATGTATAGAACTTTCTAGCAAAAAAAA 
AAAGAAAGAATTTTTTTTTCTTCCATTTTTCAAATTTC 

TTAAAAGGGAACCCCTTCCCGAAAAATCCAAAACCAAAACTTCCACCCAAATATCAAATAACTAAC 

TTATCATTCCAACAGATAATATTCCCACTTCAATAACAATGACAACAGCTGACGAATACAA^ 

AAGGTAACAAATATTTTGCTGCTAAAGATTTTGAAAAGGCGATTGAAGCATTCACTA 

AAGCATCACCTGAACCAAACCATGTTCTTTATTCAAATCGTTCTGGATCT^ 

ATTTTAACAACGCATTAAAAGATGCTCAAGAATGTGTCAAGATC 

ATAATAGAATTGCTGGGGCTGAATTTGGTTTAGGTAATTTTGATCAAGCC 

AATGTiTGGAGTTGGATCCAAATAATGCCATGGCTAAAGAAGGTTTAAAATC 

TATCATCTGGTGGTGGTGATGACAAGGATTTAGGATTTGGTAAAATTT^ 

ATACTAAATTGAAAAATAATCCTAAAACAAGTGAATTTATGAATGATCCTCAATTTC 

TTGAACGTCTTAAAACTAATCCACAATTGGGTAATCCTGATATGTTTAGTGATCCAAGATTATO 

CGGCTTTTGCTGCTTTAATGGGTATTGACATGGAT^ 

AATCACAATCCAATGCATCAGAACCAAAACTGGAACCAAAATCAGTACCAGAATCTAAACCAGAAC 

CAAAAGCAGAACAAAAGGAAGAAGAATCAACCTCAGCCAAAGATGAAGACACTCCAATGACTGATC 

CCCAAGACGACACTAATGATAATGATGCCAAAACCCAAGCTGACAATGCTAAAGCTGAAGGTAATG 

CCTTATACAAGAAACGTCAATTTGATGAAGCAATTGCCGCCTATAATAAGGCTTGGGAAOT 

AGGATATCACTTATTTAAACAATCGTGCTGCTGCCGAATATC 

TTGOTACATGTGAAAAGGCCATTGATGAAGGTAGAGACATGAGAGCTGATTATAAATTGA 

AATCATTTGCTAGATTAGGTAATATTTATTTGAAAAAAGATGA^ 

TTGAAAAATCTTTAACTGAACATCGTACCCCTGATGTTTTAAATAAATO 

AAATTAAAACTAGAGAATTAAATGCTTATATAGATCCAGAAAAGGCTGAAGAAGCAAGATTACAAG 

GTAAAGAATATTTCACCAAAGGAGATTGGCCAAATGCCGTTAAGGCTTATACTGAAATG 

GAGCACCAGAAGATGCTAGAGGATATTCTAATCGTGCTGOTGCATTGGCAAAATTC 

CTGATGCTATACAAGATTGTAATAAAGCCATTGAAAAAGATCCAJ^ 

GAAAAGCTAATGCTCAATTGGCAATGAAAGAATATAGTCATGTCATGGATACTTT^ 

GAACTAAAGATGTTGAATTGGGTGGTAAATCAATTCATGAAATTGATC 

CTTATCAAAGATTTCAAGCCATTGAAGGTGAAACTCCTGAACAAACT^ 

ATCCAGAAATTGTTCAAATTTTACAAGATCCAGTAATGCAAGGAATTTT 

ATCCTGCTGCTTTACAAGATCATATGAAAAATCCTGAAGTTTATAAAAAAAOT 

CTGCTGGTGTTATTCGTACCAGATAA 

YOR027W_homol6g 589aa (SEQ ID NO 444) 

MTTADEYKAEGNKYFAAKDFEKAIEAFTKAIEASPEPNHVLYSNRSGSYASLKDFNNALKDAQECV 
KINPSWAKGYNRIAGAEFGLGNFDQAKSNYEKCLELDPNNAMAKEGLKSVESALSSGGGDDKDLGF 
GKII^PNLYTKLKNNPKTSEFMNDPQFVAKLERLKTNPQLGNPDMFSDPRLLTAFAALMGIDMDL 
PNMGFTAPNESQSNASEPKSEPKSVPESKPEPKAEQKEEESTSAKDEDTPMTDAQDDTNDNDAKTQ 
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ADNAKAEGNALYKKRQFDEAIAAYNKAWELHKDITYLNNRAAAEYEKGDYDAAIATCEKAIDEGRD 
MRADYKLIAKSFARLGNIYLKKDELPEAVKNFEKSLTEHRTPDVLNKLRSTQREIKTRELNAYIDP 
EKAEEARLQGKEYFTKGDWPNAVKAYTEMIKPAPEDARGYSNRAAALAKLLSFPDAIQDCNKAIEK 
DPNFIRAYIRKANAQLAMKEYSHVMDTLTEARTKDVELGGKSIHEIDELMNKATYQRFQAIEGET^ 
EQTMERVSKDPEIVQILQDPVMQGIIAQARENPAALQDHMKNPEVYKKINMLIAAGVIRTR 
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TCTCGATGATGCAAGTTCTTCACCGTCATCTTCATTAAACTCTGATC 
GAGACGTTCCTCTGTGGCATCTACACCATCAACACACGCGTCAACACCT 

AAACCCCAATAGGAGAAAAGTACCCATTGAAGAAATATCTGAAGTTCGATTGCGTCGGGTTACCTT 

TTCTGTTGATAAACTCGAGCACGATCCGCAACAGCAGATTCCTTCAAGAAGACCTAAACGAGGTAA 

TGTTTTAATTCCACAGGACATCAATGCACCACCTXZCAAGACTATGTCTTGGGAT^ 

ACCAAATAATAAAGATGACGGTAAATCACACAACCATTCCAAATATAGTGATCATGAAATTGCATT 

AGCTGAAGATGCTCAACGCCGAGCAATTATTGAAGCAGAAAAACATGCTCAAGAAGCTCATCGACA 

AGCCAAAAAGATTGCTCAAGAAGTTTCTGGGTATAGATCACATAGATTCATATCCAOT 

TGGTAGTGTTGGTAATTCTAACACCAACGGCAACGACAATCACGAAGATC 

AGCAGTTGATAAGAAATTGGCAAATGATGTTTCTGTGGATGGACCGTTGCATGTCCAC 

TTTCGAAGAAGAAATTGAAAGCAAAACAGGTGAAAAGACCATTTCATTGGAAACAATC 

ATGTTGTCATTTACGAGAAATTTTACCAATC 

ACCGTTGGAAGTGTTAAAGATGCTCAACCCAAAACCAACTTTAATTGATGTC 
TTTTATTGCCATTACACCTATTAACACGGTCATTTTTGATAACGTGACTA 
GAAAAACTTTCTTGGATCGTTGACATATAATAAACAATTGGAAAAGTTATCGTTG 
CATTGATGAGTTGGGATGGAAGTATTTGTGTGAATTTTTGGCAACAAA 

GGATATATCACAACAACGTATCAAGCCAGATACCCCAGACACAAGCATTCGTGGTAATATGAACTG 
GGACTTATTTATTCGATCATTAATTTTGCGTGGTGGAATAGAAGAATTGG 

ACTATCCGATGCAATATTTGAAAAGTTCATCAATCAAGCGGTTAAGAAGTCAACCTATCGATTAGG 
TATTGCTGGTATTGATTTGAATGTTAAAAAATCAGAAATGGTCACATCGTC 
TTCTCAATGTGTTGGTGTTGATATTGCTTTTAATGATT^ 
TAATGCGTTTAACACTGGCAAAGTCAACAATTTAGTGTTTTTTTCA 

GAACATTGAAGAAACTTCTGACTTGATCAAGTCATTAATTAATGTTAAAACATTACGATT^ 

TTTAAGTTCCATACCTAATATCTTCCCGAAAATAATTACCCATTTGGACAAATACTTGCCCAGATA 

TCCTAATCTTCGAAGAATACATTTTGATCTTAATGAATTAACCGCACAAGC 

GGGGTGTTTACTGAAAATGCCCCAATTAGTTCATGTCTCGTTATTGGGTAATAGAAATTTGTCAAC 

TACGTCAGCAGCTACArTATACGGAGCAGTTAAACAATCCAAGACCTTC 

CTACGATTTAATACCTOATCAATTATCACAACGTATTGCCTTTTATTTC 

CACTTTGAAGCCATCT^ATGGCGGCAATATTC^ 

TGATGGATCGTTATTAATGGAAACAGCTGAAAAATO 

GGATATCAAAATGCAAAGAATTATATCCGATTCAGTATTGGAAAGAACAAGATCGATTCGTAAGGA 

TATTCACAAAACCATTCATACATTATTCGAACAAAGAAATTTA 

AGAGAATTTAGTTCGATTTTGTTTATTAGATTCGTCTTTAGA 

ACATGCCAACGGATTATTATTAACACCAACGACCTCCACGGACGATCTCAGAAGTAGAGCCATGTC 
GCCATCGGTCACTGTTGATACAATCCATGAAAGTGCAAATGAGTTGATTACTGCTG^ 
ATCACCACATGTCAATAGGAAAGCAGAACAAAGOTCGTATTTCCCAGTGTTTGCCAATAATGATAA 
TTTGACCCCTCATCAAGTTGTCGTTGAGTCAA 

GACAGGACX1ACCAGTTTTGATTCGATCAATTAGTCAAACTTCTGTGCATGCAAAAGAGCAAGAAAT 

TGAAGAAGGGGAGCTTCATAAATTTGGATTCTTTATTCAACAAAAAGAGAGAC 

ACAACAACAACAACAACAGAACTCACACCACCAGCACCAACCGGCCCAGCTGATCCAACAAGAAAA 

CCAGCTGCCGCTGCCACAACAAGGAAAATATGAAGATTTACCGATATTAAATACATTACCGTCAGG 

ACCAGAGTTGAGAGATGCTATAATGGCAGCTAAGGGAGTAGCAAATGTTACTGAATTAATTGATCG 

AATTAATAATCATCGTGTTAAAATCGATGCACCATCGACAAAACACCATCATGAATTGAACAAAC^ 

AAATTCTGACAAAGTAGTTGAGGATGAAGTTGAAGTTTCTGATAATGCCTCTAT 

TGGTGACGATTTACATCAACTTGGTGACGGT^ 

TAGTGAAGTTTATGACAAGTTGTTAAATGATGCTGAACGAGTCAGACTGAATAGAGATATATAA 

YPL137C_homolog 1364aa (SEQ ID NO 452) 
OTSNSPPLGSTTNDQRLPQSGVSSIPTNKLPLPNANEDF 

NANKDERKNSHGNIKNSEKTTAKPNETKHESNGEKLEFNVPKSVMPTKHTSSGNPKAPTNGQISNV 
TPSQPSPKQTTSGSTNANDIPPISPKQPEKASKLNKLKIGRSRSSSASTWPSSTTASTTTNPGDP 
KSQPKRRSSSFNFVTPSLTSDLAYDDPALVSQLSNNSNSSNSSSPNVSRSNSKKGGLFSSLSSKFR 
S S S AS SKQPQ SHS S STPSTTTTNGGGNS S AAPKS SHHS PKFNP SLVGP VSKHNREAEDLVSLTNTL 
PAGSGIPIKRKPSISGNSIFKDSFLDDASSSPSSSLNSDGGLKFFRRRSSVASTPSTHASTPRVIL 
NKNPNRRKVPIEEI SEVRLRRVTFS VDKLEHDPQQQI PSRRPKRGNVLI PQDINAPPPRLCLGI SV 
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NEFNNKDDGKSHNHSKYSDHEIALAEE^ 

EGGSVGNSNTNGNDNDEDDDEVEEAVDKKLANDVSVDGPL^ 

TRCCHLREILPIPATLKQLKNKTAPLE^KMLNPKPTLID\^ 

MLKNFLGSLTYNKQLEKLSLRNVSIDEI^WKYLCEFIATNKTVKKLDISQQRIKPDTPDTSIRG^ 
NWDLFIRSLILRGGIEELVINGCKLSDAIFEKFINQAVKKSTYRLGIAGIDLNVKKSEMVTSWLTD 
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YGR183C_homolog 65 aa (SEQ ID NO 480) 

MLTVLGRLLERNSIWATIFGGAFAFQGFFDVAVNKWWEEHNKAKLWKNVKGKFLEGEGEEEDDE* 

YDR529C_homolog 457 bp Pathoseq: 1..457, CDS: 1..457 (SEQ ID NO 
481) 

ATGGTTCAATCTATGACATCTGTCGTTAAGGCAGCTAATTTCATTTTA 

AAAATCATTACACCACTTGCTCAAAAATTCACTGCTTATGCAGGGTATAGAGAAATGGGATT 

TTCAATGATTTACTTCTTGAAGAAACCCCAATTATGCAAACTG 

TTAAATTATTCAAGAAATTTTAGAATTCTTACTGCTCATCAATTAGCTC 

CCAGCTGAAAAAGCTGTTAAACCTGAAGAAGATGATAATTATTTGATTCCTTATATTO 

GAAAAGGAAGCTTTTGAAAAAGCTGTATTGGGGAATATTGACGCTAGTGCGATTC 

ACGAATAAGAAACGGACGAGGAAGAGGAAGAAGATGAGAAGGTCAAACATTGAAATATGAA 

YDR529C_homolog 151 aa (SEQ ID NO 482) 

MVQSMTSVVKAANFILARPTLSKIITPLAQKFTAYAGYREMGLKFNDLLLEETPIMQTAIKRLP 

LNYSRNFRILTAHQLALSHQLLPAEKAVKPEEDDNYLIP^ 

TNKKRTRKRKKMRRSN I E I 

YBL003C_YDR225W_homolog 399 bp public: 1..399, CDS: 1..399 (SEQ 
ID NO 483) 

CTACAATTCTTGAGAAGCCTTAACACCACCTTTACCTGATTTC 

GTTTGGTAACACACCACCTTGGGCGATGGTGACATCACCCAACAATTTC 

TCTGATGGCCAATTGTAAGTGTCTTGGGATTATTCTGGATTTC 

AGCTAATTCCAAAATTTCAGCAGCTAAATATTCCAAGACTGAAGTCAAGTACACTGGAGCACCAGA 

ACCGATTCTCTGAGCGTAGTTACCTTTTCTTAACAATCTGTGGACTCTACCGACTGGGAAAGTCAA 

ACCAGCTTTGGCTGATCTTGAAGTTGAAGCTTTTTCGGAAGTTCCTGCTCT 

CAT 

YBL003C_YDR225W_homolog 132 aa (SEQ ID NO 484) 

MSGGKGKAGTSEKASTSRSAKAGLTFPVGRVHRLLRKGNYAQ RIGSGAPVYLTS VLEYLAAEI LEL 
AGNAARDNKKSRIIPRHLQLAIRNDEEI^KLLGDVTIAQGGVLPNIHQNLLPKKSGKGGVKASQEL 
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filter I 




Filter II 



TIG. %k 
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